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DEFINITION  Cowpox virus isolate CPXV_K4207, complete genome. 

ACCESSION   KY549150 

VERSION     KY549150.2 

KEYWORDS    . 

SOURCE      Cowpox virus 

  ORGANISM  Cowpox virus 

            Viruses; Varidnaviria; Bamfordvirae; Nucleocytoviricota; 

            Pokkesviricetes; Chitovirales; Poxviridae; Chordopoxvirinae; 

            Orthopoxvirus. 

REFERENCE   1  (bases 1 to 224139) 

  AUTHORS   Mauldin,M.R., Antwerpen,M., Emerson,G.L., Li,Y., Zoeller,G., 

            Carroll,D.S. and Meyer,H. 

  TITLE     Cowpox virus: What's in a Name? 

  JOURNAL   Viruses 9 (5), E101 (2017) 

   PUBMED   28486428 

  REMARK    Publication Status: Online-Only 

REFERENCE   2  (bases 1 to 224139) 

  AUTHORS   Mauldin,M.R., Antwerpen,M.H., Emerson,G.L., Li,Y., Zoeller,G., 

            Carroll,D.S. and Meyer,H. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (28-JAN-2017) Institute of Microbiology, Bundeswehr, 

            Neuherbergstrasse 11, Munich, Germany 

COMMENT     On Sep 6, 2019 this sequence version replaced KY549150.1. 

             

            ##Assembly-Data-START## 

            Assembly Method       :: de novo spades 

            Sequencing Technology :: Illumina HiSeq 

            Genome Coverage       :: >70x 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..224139 

                     /organism="Cowpox virus" 

                     /mol_type="genomic DNA" 

                     /isolate="CPXV_K4207" 

                     /host="Felis silvestris" 

                     /db_xref="taxon:10243" 

                     /country="United Kingdom: England" 

                     /collection_date="2000" 

     gene            complement(141..335) 

                     /locus_tag="CPXV001" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?report=graph
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10243
https://www.ncbi.nlm.nih.gov/pubmed/28486428
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.1
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10243
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=141&to=335


     CDS             complement(141..335) 

                     /locus_tag="CPXV001" 

                     /codon_start=1 

                     /product="CPXV001 protein" 

                     /protein_id="QEM24862.1" 

                     /translation="MESLKYFYSLSLSLFNGLTKILNLFLMESLKYFYSLSLSLFNGL 

                     TKILNLFLMVSIKRSIFLTL" 

     gene            complement(2446..2643) 

                     /locus_tag="CPXV002" 

     CDS             complement(2446..2643) 

                     /locus_tag="CPXV002" 

                     /codon_start=1 

                     /product="CPXV002 protein" 

                     /protein_id="QEM24884.1" 

                     /translation="MSRVNRAIQAHHKLKKVYRTLYSGLQNKNVLNYIHKKLPLATSS 

                     FSVSICDTIMITKILNLFLME" 

     gene            complement(2672..3412) 

                     /gene="vCCI" 

                     /locus_tag="CPXV003" 

     CDS             complement(2672..3412) 

                     /gene="vCCI" 

                     /locus_tag="CPXV003" 

                     /note="CPXV003 protein; soluble secreted beta-chemokine 

                     inhibitor" 

                     /codon_start=1 

                     /product="vCCI" 

                     /protein_id="QEM24892.1" 

                     /translation="MKQIVLACICLAAVAIPTSLQQSFSSSSSCTEEENKHHMGIDVI 

                     IKVTKQDQTPTNDKICQSVTEVTESYDESEEVVKGYPTTYYTVVGGGLTMDFGFTKCP 

                     KISSISEYSDGNTVNARLSSVSPGQGKDSPAITREEALSMIKDCEMSINIKCSEEEKD 

                     SNIKTHPVLGSNISHKKVSYEDIIGSTIVDTKCVKNLEISVRIGDMCKESSELEVKDG 

                     FKYVDGSASEDAADDTSLINSAKLLACV" 

     gene            3411..3626 

                     /locus_tag="CPXV004" 

     CDS             3411..3626 

                     /locus_tag="CPXV004" 

                     /codon_start=1 

                     /product="CPXV004 protein" 

                     /protein_id="QEM24886.1" 

                     /translation="MIAVLDDSISSPYNKLEYIFYFYEKLIIVFIYGLKTYYKKWVGY 

                     WELELVISLCVSQLPGIWLSTSRTLPT" 

     gene            complement(3521..4588) 

                     /gene="crmB" 

                     /locus_tag="CPXV005" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=141&to=335
https://www.ncbi.nlm.nih.gov/protein/1735180498
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=2446&to=2643
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=2446&to=2643
https://www.ncbi.nlm.nih.gov/protein/1735180499
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=2672&to=3412
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=2672&to=3412
https://www.ncbi.nlm.nih.gov/protein/1735180500
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=3411&to=3626
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=3411&to=3626
https://www.ncbi.nlm.nih.gov/protein/1735180501
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=3521&to=4588


     CDS             complement(3521..4588) 

                     /gene="crmB" 

                     /locus_tag="CPXV005" 

                     /note="CPXV005 protein; soluble secreted TNF receptor" 

                     /codon_start=1 

                     /product="soluble TNF receptor CrmB" 

                     /protein_id="QEM24893.1" 

                     /translation="MKSYILLLLLSCIIIINSDITPHEPSNGKCKDNEYKRHHLCCLS 

                     CPPGTYASRLCDSKTNTNTQCTPCASDTFTSRNNHLPACLSCNGRCDSNQVETRSCNA 

                     THNRICDCAPGYYCLLKGSSGCKACVSQTKCGIGYGVSGHTHTGDVICSPCGLGTYSH 

                     TVSSVDKCEPVPSNTFNYIDVEINLYPVNDTSCTRTTTTGLSESISTSELTITMNHKD 

                     CDPVFRNGYFSVLNEVATSGFFTGQNRYQNISKVCTLNFEIKCNNKDSYSSSKQLTKT 

                     KNDDDSIMPHSESVTLVGDCLSSVDIYILYSNTNTQDYETDTISYHVGNVLDVDSHMP 

                     GSCDTHKLITNSNSQYPTHFL" 

     gene            complement(4727..6586) 

                     /locus_tag="CPXV006" 

     CDS             complement(4727..6586) 

                     /locus_tag="CPXV006" 

                     /codon_start=1 

                     /product="CPXV006 protein" 

                     /protein_id="ARR30787.2" 

                     /translation="MSTITKKIYCSVFLFLSYISNYEKVNDEMYEMDEMDEIVRIVND 

                     SMWYIPNAFMDDGENEGHISVNNVCHMYLAFFDVDTSSHLFKLVIKHCDLNKRLKCGN 

                     SPLHCYTMNTRFKPSVLKILLHHGMRNFDSKDEKGHIPLHHYLIHSLSIDNKIFDILT 

                     DNIDDFSKSSDLLLCYLRYKFNRRLNYYVLYKLLTKGSDTNCVDDDGLTSLHYYCRHI 

                     SFFHENNYYETKRYTKMYAEKRFINTIIDHGANINAVTKIGNTPLHTYLQEHTKHSPR 

                     VVYALLSRGADTRIRNNFDCTPIMEYIKNDCVACHILIMLLNWHEQKYGKLQKEEGHH 

                     LLYLFIKHNQLHKHSIDILRYLLDRFDIQKDEYYNTMTPLHTAFQNCNNKVASYLVYI 

                     GYDINLPTKDGKTVFDLVFENRNILYKSDVIHDIIRHRLHVSLPMIKSLFYRMSEFSP 

                     YNDYYVKKIISYCVLRDESFSELHRKFCLNEDYKSVFMKNISFDEIDSIIERCSHDIS 

                     RLKEIRISDTDLYTVLRTEDIRYHTYLEAIHSDKHISFPMYDDLIEQCHLSMKYKSKL 

                     IDKALDKLESTIDGQSRLYYLPPEIIRSIISKLSDYHLKSMLYGKNHYKHYPY" 

     gene            complement(6511..6663) 

                     /locus_tag="CPXV007" 

     CDS             complement(6511..6663) 

                     /locus_tag="CPXV007" 

                     /codon_start=1 

                     /product="CPXV007 protein" 

                     /protein_id="QEM24887.1" 

                     /translation="MAYYKIDSVQDDKNIYRHHKHGVYFICQPLLKKYIVLFFFFFRT 

                     SLIMKK" 

     gene            complement(6700..8718) 

                     /locus_tag="CPXV008" 

     CDS             complement(6700..8718) 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=3521&to=4588
https://www.ncbi.nlm.nih.gov/protein/1735180502
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=4727&to=6586
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=4727&to=6586
https://www.ncbi.nlm.nih.gov/protein/1735180503
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=6511&to=6663
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=6511&to=6663
https://www.ncbi.nlm.nih.gov/protein/1735180504
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=6700&to=8718
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=6700&to=8718


                     /locus_tag="CPXV008" 

                     /codon_start=1 

                     /product="CPXV008 protein" 

                     /protein_id="ARR30778.2" 

                     /translation="MDCGRDCTILCRLLDEDVTYKKIKLEIETCHNLSKHIDRRGNNA 

                     LHCYVSNKCDTDIKIVRLLLSRGVERLRRNNEGLTPLGVYSKRRYVKSQIVHLLISSY 

                     SNASNELKSNIDDFDLYSYMSSDNIDLRLLKYLIVDKRIRPSKNTNYYINCLGLVDIY 

                     VTTPNPRPEVLLWLLKSECYSTGYVFRSCMYDIDRCKNSLHYYILSHRESESLSKDVI 

                     KCLIDNNVSIHGRDEGGSLPIQYYWSCSTIDIEIVKLLIKDVDTCSVYDDISQPYIRG 

                     VLADYLNKRFRVTPYNVDMEIVNLLIEGRHTLIDVMRSITSYDSREYNHYIIDNILKR 

                     FRQQDESIVQAMLINYLHYGDMVSIPIIQCMLDNGATMDKTTDNNYPLHDYFVNNINI 

                     VDVNVVRFIVENNGHMAINHVSNNGRLCMYGLILSRFNNCGYHCYETILIDVFDILSK 

                     YMDDIDMIDNENKTLLYYAVDVNNIQFAKRLLEYGASVNTTSRSIINTAIQKSSYRRE 

                     NKTKLVDLLLSYHPTLETMIDAFNRDIRYLYPEPLLACIRYALILDNDFPSKVKYDIA 

                     GRHKELKRYRADINRMKNAYISGVSMFDILFKRNKRHRLRYAKNPTFINFVSNIKWYK 

                     KELTSIITETVKNSERIDSIVDNINTDDNLISKLPMEIQREILYYSIK" 

     gene            complement(8942..9403) 

                     /locus_tag="CPXV009" 

     CDS             complement(8942..9403) 

                     /locus_tag="CPXV009" 

                     /codon_start=1 

                     /product="CPXV009 protein" 

                     /protein_id="QEM24888.1" 

                     /translation="MASPCPQFTPCHCHATKDSLNTVDDIKHCLTEYILWVSHRWTHR 

                     ETAGSLYRLLISYRTDATELFGSELKEFSDSLPWDNIDNCVGIINCFIRNESMKTAKE 

                     LRAIIGLCTQSAIVSGRVFNDKYIDILLMLRKILNENDYLTLLDHIRTAKY" 

     gene            complement(9584..10231) 

                     /locus_tag="CPXV010" 

     CDS             complement(9584..10231) 

                     /locus_tag="CPXV010" 

                     /codon_start=1 

                     /product="CPXV010 protein" 

                     /protein_id="QEM24889.1" 

                     /translation="MDDKIANVIKSMNNQEVNRIIKHLDLQENSTLNDVITNTCNFMR 

                     DGVLTKLFFQEFIKYMPFSVIVAKTQVRGFYNLVKEYLRIVRNLNIDDMGPIFKEFTT 

                     YEDLAIEKYGKPFIRDACVTVLDVQEDRDAVDSDSDMDDLYNIDLYKKLKQKSEGTYT 

                     VDPVPFTKTAIGIASIISKTTISNNILDGYPVFGWNISPSYVNAFLSYLETKVVS" 

     gene            complement(10714..12690) 

                     /locus_tag="CPXV011" 

     CDS             complement(10714..12690) 

                     /locus_tag="CPXV011" 

                     /codon_start=1 

                     /product="CPXV011 protein" 

                     /protein_id="ARR30781.2" 

https://www.ncbi.nlm.nih.gov/protein/1735180505
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=8942&to=9403
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=8942&to=9403
https://www.ncbi.nlm.nih.gov/protein/1735180506
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=9584&to=10231
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=9584&to=10231
https://www.ncbi.nlm.nih.gov/protein/1735180507
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=10714&to=12690
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=10714&to=12690
https://www.ncbi.nlm.nih.gov/protein/1735180508


                     /translation="MERYSLHKYFYIASKKSHESPSQSPSQYFENPENNTISSTNKNE 

                     YEDYLSFYNTICNEPNVEYKELSTKDASTQTWEETNVVDDRYKKNNSILGYSDEIRKN 

                     DLDMNIVKDFLANGYDLTVKDYNLNTAVSAYFKRDIMNLEMIDILNDYLTMKQRSSLV 

                     HVYLLDHKKFDYPFFKKLVLTNKHCLKTYYCGDFKGLTRIFYGTPLHVLASLKSLITP 

                     NYMKLLVYNGNDINAMNENTPLGTPLHYYLHGFTRSNFLDYNEIIIDTFIELGADIIM 

                     PNARNRIPVITAIHNINNIDNIQNIKILRKLLILSKHAKPELFRDFVMHDYIKKSYID 

                     TECLDIIRSLDGFDINKYYNGYTPLHYAIKHNTIRIAKYLLNNGADMTLRTYNNKTIF 

                     YLALRVCSARKWTSFLISRLPPKEILGPLTDHIIDCVLMNKVRDVWEGSPTVISYLIL 

                     MVPSFYSKFKEAIEFKIQQRDDILVRETEEDDEEDYEYCYMNNIYYNAEDNYPLNDVY 

                     REKYINVLHNAYRYNSDVMSLKSIYITDEITIYNILLNNNIKIPVYGNYNKELIAESN 

                     IYHDIVKDVISGIREKFNLMRKVIYYIDHDQPTYLNTIPKELVMEIFSNMNLPEIRDL 

                     YMKYYATNPAIDYIGCDIDHSLQSMKSVQTQTHE" 

     gene            complement(12968..13177) 

                     /locus_tag="CPXV012" 

     CDS             complement(12968..13177) 

                     /locus_tag="CPXV012" 

                     /codon_start=1 

                     /product="CPXV012 protein" 

                     /protein_id="ARR30953.1" 

                     /translation="MFIMRESIYRVMIVILYLSLISSFLVICSMEHGYFQEGISRFKI 

                     CPYHWYKQHMSLLFRRYYHKLDSIV" 

     gene            complement(13254..14825) 

                     /locus_tag="CPXV013" 

     CDS             complement(13254..14825) 

                     /locus_tag="CPXV013" 

                     /codon_start=1 

                     /product="CPXV013 protein" 

                     /protein_id="QEM24891.1" 

                     /translation="MEEYVNIILGDQVLTSDKKLLCSYSFFKNRFEFDDTTDINLTSY 

                     DNHDLIKKLIMFINTNELDINEDNVQDMLVLADSLNITKAIDLCTEFIKERLDAINCL 

                     DIITYAAFYNLEDLKLAAINTTATNFTHVVKDDTFISLPFDIISSIFENDDLDTKSED 

                     EAMDALCIWMKGDAERINMVKENISKLIRVDELLSKKYILNELGCENLPPSVPRKSSS 

                     GVLYAVGISPDDDTYSSKLAMYNRVENEWKIVSDIPFKAINCMIAAIGDIVYIMCGKQ 

                     TYNFTTTNVYSYNTKTNIWKKEPSTVYPRANAGLAVVNDYIYLIGGTAEPHSDTDTDS 

                     ARFTDPDCGYYDYNNRYYNPTIERRSPEDGKWRVLKMTMPVAGICSATSIGDNIYIII 

                     NSYKGVIYRCDTKILRWRKCIKLKSSYAANSAIIAYNGGIYCINRFKNIEYRDDTKSY 

                     NYIDKLTIHRYRYRYNYSLAVLGDELFMIGGVDIMTNATHDVDVYNHKTNRWISLKQN 

                     KLLSLERQFVTFVRK" 

     gene            complement(14899..15507) 

                     /locus_tag="CPXV014" 

     CDS             complement(14899..15507) 

                     /locus_tag="CPXV014" 

                     /codon_start=1 

                     /product="CPXV014 protein" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=12968&to=13177
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=12968&to=13177
https://www.ncbi.nlm.nih.gov/protein/1193118302
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=13254&to=14825
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=13254&to=14825
https://www.ncbi.nlm.nih.gov/protein/1735180509
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=14899&to=15507
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=14899&to=15507


                     /protein_id="QEM24863.1" 

                     /translation="MINININTILIFASLFVASFANDYPPPGFFEDKYITNTFNYISI 

                     DFELYPVNVSSCNRLSTKQSSDVISTSELTITVNSTDCDPVFVTEYFSVKDKTAIAGL 

                     FTDTTKKQNTSKMCTLNIEVKCNAETEPVLIGNFTRVPEKASTHAENFTLIGNCLSDL 

                     HLYIAYVNTDEEFEEDTATIHIGNKLDINGIPPNMCATRTIN" 

     gene            complement(15504..15836) 

                     /gene="vCD30" 

                     /locus_tag="CPXV015" 

     CDS             complement(15504..15836) 

                     /gene="vCD30" 

                     /locus_tag="CPXV015" 

                     /note="soluble secreted receptor for CD30 ligand" 

                     /codon_start=1 

                     /product="vCD30" 

                     /protein_id="ARR30929.1" 

                     /translation="MKMNIIFLSAIVTCLVYTTFGKTCPADYYLEPEDGLCTACVTCL 

                     SNMVETQSCGPDKPRKCQCGPGLKCTVPAVNSCARCTPDTTTKKVQKEQCCTTPDNTK 

                     LCYHKYSS" 

     gene            complement(15931..18225) 

                     /locus_tag="CPXV016" 

     CDS             complement(15931..18225) 

                     /locus_tag="CPXV016" 

                     /codon_start=1 

                     /product="CPXV016 protein" 

                     /protein_id="ARR30773.1" 

                     /translation="MASLTEHAIVNVRKLIYSTCLEDFDNRISTNARINNYDPDDGYC 

                     SDGDIYSYNHTVRYKHIKVFKKKYYGIDNRQRQQYTDSKTALIDIIGSMILMLKADRK 

                     NKSLVDQYKKFVKYIIKDNKSKTANHVFDIPNNGDMDILYTYFNSSRTRCIKLDLIKY 

                     MVDVGIVNLNYVCKKTGYGILHAYLGNMNVDIDILEWLCNNGVDVNLQNSNLITPLHT 

                     YMITGNVCVDVIKKIIELGGDMDMKCVNGMSPIMTYMTNIDNVNPEITNAYIESLDGD 

                     KVKNIPMILHSYITLARNIDISVVYSFLQPGVKLHYKDSAGRTCLHQYILRHNISTSI 

                     IKLLHEYGNDVNEPDNIGNTVLHTYLSMLSVVHILDPETDNDIRLDVIQCLLSLGADI 

                     TAVNCLGYTPLTSYICTAQNYMYYDIIDCLISDKVLNMVKHRILQDLLIRVDDTPCII 

                     HHIIAKYNIPTDLYTDEYEPYDSTNIHDVYHCAIIERYNNAVCETSGMTPLHVSIISH 

                     TNANIVMDSFVYLLSIQANINTPTKNGVDPLMLTMENNMLSGHQWYLVKNILDKRPNV 

                     DIVISFLDKCYTTGKFPSLLLSEDDIIKPTLRLALMLAGLDYCNKCIEYMERDIAILD 

                     NSHAMFLAFDKLVSIRDNIDKLTKLHINSRSNISIYDILVSKCYKEDIITHRENHNLV 

                     ACCHGNDPLYDIINKYITDARSMYYIANDISRYIMDMYPVMRIPVPLLFSCIIGIFRL 

                     TYFKKIIIDRHHDSFINARLTDEA" 

     gene            complement(18533..19840) 

                     /locus_tag="CPXV017" 

     CDS             complement(18533..19840) 

                     /locus_tag="CPXV017" 

                     /codon_start=1 

https://www.ncbi.nlm.nih.gov/protein/1735180510
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=15504&to=15836
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=15504&to=15836
https://www.ncbi.nlm.nih.gov/protein/1193118278
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=15931&to=18225
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=15931&to=18225
https://www.ncbi.nlm.nih.gov/protein/1193118122
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=18533&to=19840
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=18533&to=19840


                     /product="CPXV017 protein" 

                     /protein_id="ARR30805.1" 

                     /translation="MESADFMAVDEQFHDDLRSLSLIDDYAKHGLGVDCYVLEPVVDR 

                     KIFDRFLLEPFSDPVDILYDYFRIHRDNIDQYIVDRLFAYITYQDIISALVSRNYTED 

                     IFSMIIKNCNSVQDLLLCYLTNAYVEIDIVDFMVDHGAVIYKIECLNAYFGGMCKKES 

                     SVVEFILNCGILDENDVNLDLYKIIQYSRRFIVDEPTVLEICKLCIPYIEDINQLDAG 

                     GRTLLYRAIYAGYIDLVLWLLENGANVNAVMSDGYTCLDVAVDRGSVIARRDIHLKIL 

                     EIVLREPLSIDCIKSAILNNTVENYDVIKLCIKYFMMVDYSLCDVYESSLFDYIIDCK 

                     QELEYIRQMKIHNTTMYELIYNRDKNKHASHILHRYSKHPVLTQCITRGFKIYTEVNE 

                     HVAKALNRRALIDEIINNVSTDDNLLSKLPLEIRDLIVSQAII" 

     gene            complement(19939..20454) 

                     /locus_tag="CPXV018" 

     CDS             complement(19939..20454) 

                     /locus_tag="CPXV018" 

                     /codon_start=1 

                     /product="CPXV018 protein" 

                     /protein_id="ARR30894.1" 

                     /translation="MHLQYYAISIVSIVSLIDCHKLAFNFNLEINGTDTHSTVDVYLD 

                     NSQIITFDGKDIRPTIPFMIGDENFLPFYKNVFSEFFSMFKRVSTSTPYEDLTYFYEC 

                     DYTDNKSTFDQFYLYNGEEYTVKTQEATNKNMWLTTSEFRLKKWFDGEDCIMHLRSLV 

                     RKMEDSKRNTG" 

     gene            complement(20517..22907) 

                     /locus_tag="CPXV019" 

     CDS             complement(20517..22907) 

                     /locus_tag="CPXV019" 

                     /codon_start=1 

                     /product="CPXV019 protein" 

                     /protein_id="QEM24866.1" 

                     /translation="MNSLIENSVLHVRKLLYTIHFNDIDHAPTTATSRDCENQYDSYD 

                     IYVRSVFKNNLVLERKYYDIVYKLINSTISHTINYDDQTYDNDIKSLLEVTTRFHRHY 

                     ITSLSRKKKSSIDSIEQMYSQIIKDITTELINDENVVIDVDDLCLIDYDDNKDDBSDS 

                     DSDSDDEDEDSRYENSGKYSSNIFSVYFKAHNTIGIDIKLVKWMIAKGVDINYKNEYG 

                     SGILHTYLGNMYVDTDVLELLCRSGKNINEQNNHLITPLHSYLRRDESISASVLKKVI 

                     ELGADRNLRCCMKLTPIMTYIIYNAMNIDEEIIKIYMDDNKITNIPEILYLYIQMAQY 

                     VDIDVVKHFLKNGVILDYKDSVGRTCLHGYMLRTYINIDIVKLLLEHGNYLNEVDDFG 

                     NTVLHTYLSRLCIVNKNLTYDSSINNNINIEVVKYLIRSGSDISLVNNLGYTPLTSYI 

                     CTAQNYMYHDIIDCLMSDKVLNMVKHRIIQDLITRKDISPRIIHHVITKYNIPVDSYT 

                     DEYKKCNYKTNDAYHFRMIKYYNNNIVPFSGMTAFHVAVCICNDVIMKYLLSIGYSID 

                     KPTIKGLTALMLIFRRDRYTNCHIVKMLLDNRPSINNIIIFLDKCYKNESLFSLCSTK 

                     NTSLYGMMALAFMLIGVNNCNKFIERIKHDLETRNTTDYRSLSQTLDVLVDIRDNISL 

                     LMSTYINNYSTISIYDILISRTYNIDITSCIEICKRYTSDKYPLYNIINGYIDNAIKT 

                     NSIVKDIIYYLRTYPDMCIPTSLLRNCVIDMYDLSGFRETLKRNTSAILPTLNHLN" 

     gene            complement(23000..23512) 

                     /locus_tag="CPXV020" 

https://www.ncbi.nlm.nih.gov/protein/1193118154
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=19939&to=20454
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=19939&to=20454
https://www.ncbi.nlm.nih.gov/protein/1193118243
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=20517&to=22907
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=20517&to=22907
https://www.ncbi.nlm.nih.gov/protein/1735180511
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=23000&to=23512


     CDS             complement(23000..23512) 

                     /locus_tag="CPXV020" 

                     /codon_start=1 

                     /product="CPXV020 protein" 

                     /protein_id="ARR30896.1" 

                     /translation="MHVFYAVIDNNIDLECLTLHKGVEYGCKLQLISKNTKTVNIKCI 

                     IEVYYSDHLLKPLMAYVNDKLIQLDRKKLRHKIVYSIDLTLYDEVTNMLVCSNMDPDL 

                     IDRYYANICLDFDNNVYTVKDKNYTNAVIEYPVVCNFRSYSESDSDSDVDDRAELHKR 

                     NNDSDSDDYT" 

     gene            23672..24091 

                     /gene="VGF" 

                     /locus_tag="CPXV021" 

     CDS             23672..24091 

                     /gene="VGF" 

                     /locus_tag="CPXV021" 

                     /note="CPXV021 protein; similar to viral growth factor 

                     C11R from Vaccinia virus Copenhagen" 

                     /codon_start=1 

                     /product="VGF protein" 

                     /protein_id="ARR30916.2" 

                     /translation="MSMKYLMLLFAAMIIRSFADSGNAIETTSPEITNATTDIPAIRL 

                     CGPEGDGYCLHGDCIHARDIDGMYCRCFHGYIGIRCQHIVLVDYQRSEKPDTTTSYIP 

                     SPGIVLVLVGIIITCCLLSVYRFTRRTKLPLQDMVVP" 

     gene            complement(24242..25237) 

                     /locus_tag="CPXV022" 

     CDS             complement(24242..25237) 

                     /locus_tag="CPXV022" 

                     /codon_start=1 

                     /product="CPXV022 protein" 

                     /protein_id="ARR30830.2" 

                     /translation="MDIYDDKGLQIIKLFNNEFDCVRNDIRELFKHVTDSDSIQLPME 

                     DKSDIIENIRKILYRRLKNVECVDIDNTITFMKYDPNDDNTRTCSNWVPLTNNYMEYC 

                     LVIYLETPICGGKIKLYHPTGNIKSDKDIMFAKTLDFKSKKVLSGRTTIAVLDISISY 

                     RKLMTTIHYNDDVDIDIHTDKNGKELCYCYVTIDDHYLVDVETIGVIVNRSGKCLLVN 

                     NHLGIGIVKDKRISDSFGDVCMDTIFDFSEARELFSLTNNDNRNIAWDTDKLDDDTDI 

                     WTPVTEDDYKFLSRLVLYAKSQSDTVFDYYVLTGDTEPPTVFNFKVTRFYFNMLK" 

     gene            25757..26485 

                     /locus_tag="CPXV023" 

     CDS             25757..26485 

                     /locus_tag="CPXV023" 

                     /codon_start=1 

                     /product="CPXV023 protein" 

                     /protein_id="ARR30865.1" 

                     /translation="MEFDPTKINTSSIDHVTILQYIDEPNDIRLTVCIIQNINNITYY 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=23000&to=23512
https://www.ncbi.nlm.nih.gov/protein/1193118245
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=23672&to=24091
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=23672&to=24091
https://www.ncbi.nlm.nih.gov/protein/1735180512
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=24242&to=25237
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=24242&to=25237
https://www.ncbi.nlm.nih.gov/protein/1735180513
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=25757&to=26485
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=25757&to=26485
https://www.ncbi.nlm.nih.gov/protein/1193118214


                     INITKINPHLANQFRAWKKRIAGRDYMTNLSRDTGIQQSKLTETIRNCQKNRNIYGLY 

                     IHYNLVINVVINWITDVIVQSILRGLVNWYIANNNYTPNTPNNTTTISELDIIKILDK 

                     YEEVYRVSKEKECGICYEVVYSKRLENDRYFGLLDSCNHIFCITCINIWHRTRRETGA 

                     SDNCPICRTRFRNITMSKFYKLVN" 

     gene            complement(26637..27017) 

                     /locus_tag="CPXV024" 

     CDS             complement(26637..27017) 

                     /locus_tag="CPXV024" 

                     /note="similar to orthopoxvirus IL-18 binding proteins" 

                     /codon_start=1 

                     /product="CPXV024 protein" 

                     /protein_id="ARR30922.1" 

                     /translation="MRILFLIAFMYGCVHSYVNADETKCPNLDIVTSSEEFHCSGCVE 

                     HMPDFSYMYWLAKDMKSDEDTKFIDHLGDGIKEDETVRTTDGGITTLRKVLRVTDTNK 

                     FAHYMFTCVLTTIDGVSKKNIWLK" 

     gene            complement(27076..29082) 

                     /gene="VHR1" 

                     /locus_tag="CPXV025" 

     CDS             complement(27076..29082) 

                     /gene="VHR1" 

                     /locus_tag="CPXV025" 

                     /note="CPXV025 protein" 

                     /codon_start=1 

                     /product="host range protein" 

                     /protein_id="ARR30779.2" 

                     /translation="MFDYLENEEVALDELKQMLRDRDPNDTRNQFKNNALHAYLFNEH 

                     CNNVEVVKLLLDSGTNPLHKNWRQLTPLGEYTNSRHVKVNKDIAMVLLEATGYSNIND 

                     FNIFTYMKSKNVDIGLIQVLVEHGFDLSVKCENHRSVIENYVMTDDPVPEIIDLFIEN 

                     GCSVIYEDEDDEYGYAYEEYHSHNDDYQPRNCCTVLHLYIISHLYSESDSRSCVNPEV 

                     VKCLINHGINPSSIDKNYCTALQYYIKSSHIDIDIVKLLMKGIDNTAYSYIDDLTCCT 

                     RGIMADYLNSDYRYNKDVDLDLIKLFLENGKPHGIMCSIVPLWRNDKETISLILKTMN 

                     SDVLQHILIEYITFSDIDISLVECMLEYGAVVNKEAIHGYFKNINIDSYTMKYLLKKE 

                     GGDAVNHLDDGEIPIGHLCKSNYGRYNFYTDTYRQGFRDMSYACPILSTINICLPYLK 

                     DINMIDKRGETLLHKAVRYNKQSLVSLLLESGSDVNIRSNNGYTCIAIAINESRNIEL 

                     LNMLLCHKPTLDCVIDSLREISNIVDNAYAIKQCIRYAMIIDDCISSKIPESISKHYN 

                     DYIDICNQELNEMKKIIVGGNTMFSLIFTDHGAKIIHRYVNNPELRAYYESKQNKIYV 

                     EVYDIISNAIVKHNKIHKNIESVDDNTYMSNLPYTIKYKIFEQQ" 

     gene            complement(29219..29410) 

                     /locus_tag="CPXV026" 

     CDS             complement(29219..29410) 

                     /locus_tag="CPXV026" 

                     /codon_start=1 

                     /product="CPXV026 protein" 

                     /protein_id="QEM24869.1" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=26637&to=27017
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=26637&to=27017
https://www.ncbi.nlm.nih.gov/protein/1193118271
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=27076&to=29082
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=27076&to=29082
https://www.ncbi.nlm.nih.gov/protein/1735180514
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=29219&to=29410
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=29219&to=29410
https://www.ncbi.nlm.nih.gov/protein/1735180515


                     /translation="MSSKGGSSGGMWSVFIHGHDGGNKGSKTYTSGGGGMWGGSSSGV 

                     KSGVNGGVNGGVKSGVGKI" 

     gene            complement(29588..31486) 

                     /locus_tag="CPXV027" 

     CDS             complement(29588..31486) 

                     /locus_tag="CPXV027" 

                     /codon_start=1 

                     /product="CPXV027 protein" 

                     /protein_id="ARR30784.2" 

                     /translation="MINDKILYDSCKTFNIDACSAQSLIESGANPLYQYNGETPLKAY 

                     VTKKNNNIKNDVVILLLSSVDYKNINDFDIFEYVCSDNIDIELLKLLISKGLEINSIK 

                     HGINIVEKYATTSNPNVDVFKLLLDKGIPTCSNIQYGYKIKIEQIRRAGEYYNWDDEL 

                     DDYDYDYTTDYDDRMCKTVLYYYIITRSQDGYATSLDVINYLISHEKEMRYYTYREHT 

                     TLYYYLDKCDIKREIFDALFDSNYSGHELMHILSNYLRKQFRKKNYKIDNYIVDKLLS 

                     EHDTFYILELCNSLRNNILISTILKRYTDSIQDLLLEYVSYHTVYINVIKCMIDEGAT 

                     LYRFKHINKYFQKFGNRDPKVVEYILKNGNVVVNDNDNLINIMPLFPTFSMRELDVLS 

                     ILKLCKPYIDDINKIDKHGCSILYHCIESHSVSLVEWLIDNGADINITTTYGSTCIGI 

                     CVIMAHACIPEIAEIYIKILEIILSKLPTIECIKKTVDYLSNDRHLLIGNNAKSLLKI 

                     CIKYFILVDYKYTCDTYPSYIEFITDCEKEIADMRQIKINGMDIFTIMYKLNKHTKKR 

                     YVRHPVFTEWAKRQYKFYNQIIYNANKLIEESNKIDNMIEAVSVDNNRLSILPLEIRH 

                     LIFSYAFL" 

     gene            complement(31528..32085) 

                     /locus_tag="CPXV028" 

     CDS             complement(31528..32085) 

                     /locus_tag="CPXV028" 

                     /codon_start=1 

                     /product="CPXV028 protein" 

                     /protein_id="ARR30887.2" 

                     /translation="MTAIRFIACLCLISVFGNCRSVDPYYQPFDKLNITLDIYTYEDL 

                     VPYTVDNDLPNPNDDTTSFVKIYFKKFWITVMTKWCDPFIDTVSVYTSHDNLNIQFYS 

                     RDEYDTQSEDKICTIDVKARCDRLTKPEVTVQEEAYRYSLSSDLSCFDSIDLDIELIE 

                     TNSTDTTVLKSYELMLPTRAKSIHN" 

     gene            complement(32151..32603) 

                     /locus_tag="CPXV029" 

     CDS             complement(32151..32603) 

                     /locus_tag="CPXV029" 

                     /codon_start=1 

                     /product="CPXV029 protein" 

                     /protein_id="ARR30908.1" 

                     /translation="MGIQHEFDIIINGDIALRNLQLHKGDNYGCRLKIISNGYKQLKF 

                     RFIIRPDWSEIDDVKGLTVFANNYAVKVNKVDDTFYYVIYEAVIHLYNKKTEILIYSD 

                     DENELFKHYYPYISLNMISKKYKVKEENYSSPYIEHPLIPYRDYESMD" 

     gene            complement(32830..33297) 

                     /locus_tag="CPXV030" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=29588&to=31486
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=29588&to=31486
https://www.ncbi.nlm.nih.gov/protein/1735180516
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=31528&to=32085
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=31528&to=32085
https://www.ncbi.nlm.nih.gov/protein/1735180517
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=32151&to=32603
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=32151&to=32603
https://www.ncbi.nlm.nih.gov/protein/1193118257
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=32830&to=33297


     CDS             complement(32830..33297) 

                     /locus_tag="CPXV030" 

                     /codon_start=1 

                     /product="CPXV030 protein" 

                     /protein_id="ARR30905.1" 

                     /translation="MNAYNKADSFSLESDSIKDVIHDYICWLSMPDEARPSIGNVFNV 

                     METFKIDAVRYYDGDIYELAKEINAMSFDSFIRSLQNIASKKDKLTVYGTMGLLSIVV 

                     DINKGRDISNIKFAAGIIILMEYIFDDMDLSHLKVALYRRIQRRYPIDDDVDR" 

     gene            complement(33404..33628) 

                     /locus_tag="CPXV031" 

     CDS             complement(33404..33628) 

                     /locus_tag="CPXV031" 

                     /codon_start=1 

                     /product="CPXV031 protein" 

                     /protein_id="QEM24871.1" 

                     /translation="MQIQYVIVVTRELLWLENKRVNRLLYNIYTDLTNVIEKIAPEYI 

                     QRLQYLYHIKITRPFDISLCLVMSLSYSFL" 

     gene            complement(33597..33974) 

                     /locus_tag="CPXV032" 

     CDS             complement(33597..33974) 

                     /locus_tag="CPXV032" 

                     /codon_start=1 

                     /product="CPXV032 protein" 

                     /protein_id="ARR30923.1" 

                     /translation="MDMNRLDLDKLKHENIFSENIIEDAKEFIFGSRKIYTDSVDDLI 

                     ELYSLAKYLNNQNLKDVVIERMDYVCKYIGKDNWRTIYSFYKENGLSNSFLSQYINNN 

                     IEEICNTDQFLKLDADSVCDRSN" 

     gene            complement(34020..34970) 

                     /locus_tag="CPXV033" 

     CDS             complement(34020..34970) 

                     /locus_tag="CPXV033" 

                     /codon_start=1 

                     /product="CPXV033 protein" 

                     /protein_id="ARR30838.1" 

                     /translation="MDTIKIFNHGEFDTIRNELVNLLKVVKWNTINSNVTVSSSDTID 

                     ISDCIREILYKQFKNVRNIEVSSDISFIKYNRFNDTTLTDDNMGYYLVIYLNRTKSVK 

                     TLIYPTPETVITSSEDIMFSKSLNFRFENVKREYKLVMCSISLTYKPSICRIQYDNDK 

                     YIDISDSQEGNNLCYCVITMDPHHLIDLETMCVLVDRSGKCLIVNEYYTRFRKHHIYD 

                     SFTDLCIDHIFELPNTEELFTLRNDDGRNIAWDNDKLESGNNTWIPKTDDEYKLLSKL 

                     MNIAKFNNTKFDYYVLVGDTDPCTVFTFKVTKYYINLNYE" 

     gene            complement(35040..35831) 

                     /locus_tag="CPXV034" 

     CDS             complement(35040..35831) 

                     /locus_tag="CPXV034" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=32830&to=33297
https://www.ncbi.nlm.nih.gov/protein/1193118254
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=33404&to=33628
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=33404&to=33628
https://www.ncbi.nlm.nih.gov/protein/1735180518
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=33597&to=33974
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=33597&to=33974
https://www.ncbi.nlm.nih.gov/protein/1193118272
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=34020&to=34970
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=34020&to=34970
https://www.ncbi.nlm.nih.gov/protein/1193118187
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=35040&to=35831
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=35040&to=35831


                     /codon_start=1 

                     /product="CPXV034 protein" 

                     /protein_id="ARR30855.1" 

                     /translation="MKVESVTFLTLLGIGCVLSCCTIPSRPINMKFKNSVGTDANANY 

                     NIGDTIEYLCLPGYRKQKMGPIYAKCTGTGWTLFNQCIKRKCPSPRDIDNGQIDIDGV 

                     EFGSSITYSCNSGYQLIGESKSYCELGYTGSMVWNPEAPICESVKCPSPPSISNGRHN 

                     GYEDFYTEGSVVTYSCNSGYSLIGNSGVLCSGGEWSDPPTCQIVKCPHPSITNGYLSS 

                     GFKRSYSHNDNVHFTCRHGYKLSGSSSSTCSPGNTWQPELPKCVR" 

     gene            complement(35888..37426) 

                     /locus_tag="CPXV035" 

     CDS             complement(35888..37426) 

                     /locus_tag="CPXV035" 

                     /codon_start=1 

                     /product="CPXV035 protein" 

                     /protein_id="ARR30797.2" 

                     /translation="MESVTFSINGEIIQVNKEIITASPYNFFKRIQDHHLKDEAIILN 

                     GINYHAFESLLDYMRWKKINITINNVEMILVAAVIIDVPPVVDLCVKTMIHNINSTNC 

                     IRMFNFSKKYRIKKLYNASMSEIINNITAVTSDPEFGKLSKDELTTILSHEDVNVNHE 

                     DVTAMILLKWIHKNPNDVDIINILHPKFMTNAMRNAISLLGLTISKSIKPVTRNGIKH 

                     NIVIIKNSDYISTITHYSPRTEYWTIVGNTDRQFYNANVLHNCLYIIGGMINNRHVYS 

                     VSRVDLKTKKWKTVTNMSSLKSEVSTCVNDGKLYVIGGLEFSISTGVAEYLKHDTSKW 

                     IRLPNLITPRYSGASVFVNDDIYVMGGVYTTYEKYVVLNDVECFTKNRWIKKSPMPRH 

                     HSIVYAVEYDGDIYVITGITHETRNYLYKYIVKEDKWIELYMYFNHVGKMFVCSCGDY 

                     ILIIADAKYEYYPKSNTWNLFDMSTRNIEYYDMFTKDETPKCNVTRKSLPSFLSNCEK 

                     QFLQ" 

     gene            complement(37493..38188) 

                     /locus_tag="CPXV036" 

     CDS             complement(37493..38188) 

                     /locus_tag="CPXV036" 

                     /codon_start=1 

                     /product="CPXV036 protein" 

                     /protein_id="ARR30868.1" 

                     /translation="MVKNNKIQKNKISNSCCQYMIMSTDPNNILMRHLKNLTDDEFKC 

                     IIHRSSDFLYLSDRDYTSITKETLVSEIVEEYPDDCNKILAIIFLVLDKDIDVDIETK 

                     LKPKPAVRFAILDKMTADIKLTDLVRHYFRYIEQDIPLGPLFKKIDSYRIRAINKYSK 

                     ELGLATEYFNKYGHLMFYTLPISYNRFFCRNSIGFLAVLSPTIGHVKAFYKFIEHVSI 

                     DDRRKFKKELMSK" 

     gene            complement(38175..38528) 

                     /locus_tag="CPXV037" 

     CDS             complement(38175..38528) 

                     /locus_tag="CPXV037" 

                     /codon_start=1 

                     /product="CPXV037 protein" 

                     /protein_id="ARR30926.1" 

https://www.ncbi.nlm.nih.gov/protein/1193118204
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=35888&to=37426
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=35888&to=37426
https://www.ncbi.nlm.nih.gov/protein/1735180519
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=37493&to=38188
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=37493&to=38188
https://www.ncbi.nlm.nih.gov/protein/1193118217
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=38175&to=38528
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=38175&to=38528
https://www.ncbi.nlm.nih.gov/protein/1193118275


                     /translation="MRTLLIRYILWRNDGDPSYYNDDFKNLMLLDELVDDGDVCALIK 

                     NMRMTLSDGPLLDRLNQPVNNIEDAKRMIAISAKVARDIGERSEIRWEDSFAILFRMI 

                     EKYFDDLMIDLYGEK" 

     gene            complement(38655..39188) 

                     /locus_tag="CPXV038" 

     CDS             complement(38655..39188) 

                     /locus_tag="CPXV038" 

                     /codon_start=1 

                     /product="CPXV038 protein" 

                     /protein_id="ARR30891.2" 

                     /translation="MSSSAMGNDEPNVLEAYDATFSPESSSMDPNIIDCINRHIDMCI 

                     QRRSYSSSIIAILDRFLTMNKDELNNTTCHIIKEFMTYEQMAIDHYGGYVNAILYQIR 

                     KRPNQHHTIDLFKRIKRTRYDTFKVDPVDFVKKVIGFVSILNKYKPVYNYVLFENVLY 

                     DELKCFIDYVETKYFQN" 

     gene            complement(39230..40651) 

                     /locus_tag="CPXV039" 

     CDS             complement(39230..40651) 

                     /locus_tag="CPXV039" 

                     /codon_start=1 

                     /product="CPXV039 protein" 

                     /protein_id="ARR30803.2" 

                     /translation="MIFVIESKLSQIYRNRNRNRNINFYTTIDNIMSTEYYLSLYAKY 

                     NSKNLDVFRNMLQAIEPSGHYHILHAYCGIKGLDERFVEELLHIGYSPNETDDDGNYP 

                     LHIASKINNNRIVATLLAHGADPNACDKQNKTPLYYLSGTDDEVIERINLLVRYGAKI 

                     NNSVDEEGCGPLLACTDPSERVFKKIMSIGFEARIVDKFGKNHIHRHLMSDNPKASTI 

                     SWMMKLGISPSKPDHDGNTPLHIVCSKPVKNVDIINLLLPSTDVNKQNKFGDSPLTLL 

                     VKTLTPAQLINKLLSTSNVITDQIVNICIFYDRDDVLEIINDKGKQYDSTDFKMAVEV 

                     GSIRCVKYLLDNDIICEDAMYYAVLSEYEAMVDYLLFNHFSVDSVVNGHTCMSECVRI 

                     NNPIILSKLMLHNPTSETMYLTMKAIEKDRLDKSIIIPFIAYFVLMHPDFCKNRRYFT 

                     SYKRFVTDYVHEGVSYEVFDDYF" 

     gene            complement(40629..41291) 

                     /locus_tag="CPXV040" 

     CDS             complement(40629..41291) 

                     /locus_tag="CPXV040" 

                     /codon_start=1 

                     /product="CPXV040 protein" 

                     /protein_id="ARR30873.1" 

                     /translation="MVYKLVLLLCVVSLGYSAEYKNTICPPRQDYRYWYFAAELTIGV 

                     NYDINSTIMGECHMSESYIDRNANIVLTGYGLEINMTIMDTDQRFVAAAEGVGKDNKL 

                     SVLLFTTQRLDKVHHNISVTITCMEMNCGTTKYDSDLPESIHHKSSCDITINGSCVTC 

                     VNLETDPTKINPHYLHPKDKYLYRNSEYGMRGSYGMTFMDELNQCFLDIKEVSYDICY 

                     RE" 

     gene            complement(41415..42269) 

                     /locus_tag="CPXV041" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=38655&to=39188
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=38655&to=39188
https://www.ncbi.nlm.nih.gov/protein/1735180520
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=39230&to=40651
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=39230&to=40651
https://www.ncbi.nlm.nih.gov/protein/1735180521
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=40629&to=41291
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=40629&to=41291
https://www.ncbi.nlm.nih.gov/protein/1193118222
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=41415&to=42269


     CDS             complement(41415..42269) 

                     /locus_tag="CPXV041" 

                     /codon_start=1 

                     /product="CPXV041 protein" 

                     /protein_id="QEM24873.1" 

                     /translation="MDLSRINTWKSKQLKSFLSSKDAFKADVHGHSALYYAIADNNVR 

                     LVCTLLNAGALKNLLENEFPLHQAATLEDTKIAKILLFSGMDDSQFDDKGNTALYYAV 

                     DSGNMQTVKLFVKKNWRLMFYGKTGWKTSFYHAVMLNDVSIVSYFLSEIPSTFDLAIL 

                     YSCIHDSIKNGNVDMMILLLDYMESTNTNNSLLFIPDIKLAIDNKDLEMLQALFKYDI 

                     NIYSVNLENVLLDDAEIAKMIIEKHVEYKSDSYTKDLDIVKNNKLDEIISKNKELRLM 

                     YVNCARKN" 

     gene            complement(42570..43691) 

                     /gene="SPI3" 

                     /locus_tag="CPXV042" 

     CDS             complement(42570..43691) 

                     /gene="SPI3" 

                     /locus_tag="CPXV042" 

                     /note="CPXV042 protein" 

                     /codon_start=1 

                     /product="serine protease inhibitor 3" 

                     /protein_id="ARR30814.1" 

                     /translation="MIALLILSLACTASAYRLQGFTNAGILAYKNIQDGDEDDNIVFS 

                     PFGYSFSMFMSLLPASGNTRVELLKTMDLRKRDLGPAFTELISGLAKMKTSKYTYTDL 

                     TYQSFVDSTVCIKPSYYQQYHRFGLYRLNFRRDAVNKINSIVERRSGMSNVVDSTMLD 

                     DNTLWAIINTIYFKGTWQYPFDITKTRNASFTNKYGTKTVPMMNVVAKLQGNTITVDD 

                     EEYDMVRLPYKDANISMYLAIGDNMTHFTDSITAAKLDYWSSQLGNKVYNLKLPRFSI 

                     ENKRDIKSIAEMMAPSMFNPDKASFKHMTRNPLYIYKMFQNAKIDVDEQGTVAEASTI 

                     MVATARSSPEQLEFNTPFVFIIRHDITGFILFMGKVESP" 

     gene            complement(43742..44008) 

                     /locus_tag="CPXV043" 

     CDS             complement(43742..44008) 

                     /locus_tag="CPXV043" 

                     /codon_start=1 

                     /product="CPXV043 protein" 

                     /protein_id="ARR30937.1" 

                     /translation="MLAFCYSLPNAGDVIKGRVYENDYALYIDLFDYPHSAAILAESV 

                     QMHMDRYFKYRDKLVGKKVKVKVIRVDYTKGYIDVNYKRMCRHQ" 

     gene            complement(44068..45342) 

                     /locus_tag="CPXV044" 

     CDS             complement(44068..45342) 

                     /locus_tag="CPXV044" 

                     /codon_start=1 

                     /product="CPXV044 protein" 

                     /protein_id="ARR30808.1" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=41415&to=42269
https://www.ncbi.nlm.nih.gov/protein/1735180522
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=42570&to=43691
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=42570&to=43691
https://www.ncbi.nlm.nih.gov/protein/1193118163
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=43742&to=44008
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=43742&to=44008
https://www.ncbi.nlm.nih.gov/protein/1193118286
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=44068&to=45342
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=44068&to=45342
https://www.ncbi.nlm.nih.gov/protein/1193118157


                     /translation="MNPDKTIAVITETIPIGMQFDKVYLSTFNVWREILSNTTKTLDI 

                     SSFYWSLSDEVGTNFGTIILNEIIQLPKRGVRVRVAVNKSNKPLKDVETLQMAGVEVR 

                     YIDITNILGGVLHTKFWISDNTHIYLGSANMDWRSLTQVKELGIAIFNNSNLAADLTQ 

                     IFEVYWYLGVNNLPYNWKNFYPAYYNTDHPLSMNVSGVPHSVFIASAPQQLCTMERTN 

                     DLTALLSCIGNASKFVYVSVMNFIPIIYSKAGKILFWPYIEDELRRAAIDRQVSVKLL 

                     ISCWQRSSFIMRNFLRSIAMLKSKNIDIEVKLFIVPDADPPIPYSRVNHAKYMVTDKT 

                     AYIGTSNWTGNYFTDTCGASINITPDDGLGLRQQLEDIFMRDWNSKYSYELYDTSPTK 

                     RCRLLKNMKQCTNDIYNDEIQPEKEIPEYYLE" 

     gene            complement(45366..46196) 

                     /locus_tag="CPXV045" 

     CDS             complement(45366..46196) 

                     /locus_tag="CPXV045" 

                     /codon_start=1 

                     /product="CPXV045 protein" 

                     /protein_id="ARR30851.1" 

                     /translation="MSANCMFNLDNDYIYCKYWKPITYPKALVFISHGAGEHSGRYDE 

                     LAENISSLGILVFSHDHIGHGRSNGEKMMIDDFGTYVRDVVQHVVTIKSTYPGVPVFL 

                     LGHSMGATISILAAYENPDLFTAMILMSPLVNTEAVPRLNMLAAKLMGTFTPNAPVGK 

                     LCPESVSRDMDEVYKYQYDPLVNHEKIKAGFASQVLKATNKVRKIIPKINTPSLILQG 

                     TNNEISDVSGAYYFMQHANCNREIKIYEGAKHHLHKETDEVKKSVMKEIETWIFNRVK 

                     " 

     gene            46335..46784 

                     /locus_tag="CPXV046" 

     CDS             46335..46784 

                     /locus_tag="CPXV046" 

                     /codon_start=1 

                     /product="CPXV046 protein" 

                     /protein_id="ARR30910.1" 

                     /translation="MATKSDYEDAVFYFVDDDELCSRDSIIDLIDEYITWRNHVIVFN 

                     KDITSCGRLYKELMKFDDVAIRYYGIDKINEIVETMSEGDHYINLTEVHDQESLFATI 

                     GICAKITEHWGYKKISESRFQSLGNITDLMTDDNINILILFLEKKLN" 

     gene            complement(46854..47609) 

                     /locus_tag="CPXV048" 

     CDS             complement(46854..47609) 

                     /locus_tag="CPXV048" 

                     /codon_start=1 

                     /product="CPXV048 protein" 

                     /protein_id="QEM24876.1" 

                     /translation="MDNSMLSMFMYNNIVDYVDDDVDDGIDNGIVPDIDNGIVPDIDN 

                     GIVPDIEDEASDNDDHNYVYPLPENMVYRFDKSTNILDYLSTERDHVMMAVQYYMSKQ 

                     RLDDLYRQLPTKTRSYIDIINMYCDKVNNDYNRDMNIMYDMASTESFTVYDINNEVNT 

                     ILIDNKGLGVRLATISFITELGRRCMNPVETIKMFTLLSHTICDDYFVDYITDISPRD 

                     NTIPNIGTREYLKLIGITAIMFATYKTLKYMIG" 

     gene            complement(47609..48052) 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=45366&to=46196
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=45366&to=46196
https://www.ncbi.nlm.nih.gov/protein/1193118200
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=46335&to=46784
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=46335&to=46784
https://www.ncbi.nlm.nih.gov/protein/1193118259
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=46854&to=47609
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=46854&to=47609
https://www.ncbi.nlm.nih.gov/protein/1735180523
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=47609&to=48052


                     /locus_tag="CPXV049" 

     CDS             complement(47609..48052) 

                     /locus_tag="CPXV049" 

                     /codon_start=1 

                     /product="CPXV049 protein" 

                     /protein_id="ARR30912.1" 

                     /translation="MSNMNINSRVRFVKETNRAKSPTRQSPGAAGYDLYSAYDYTIPP 

                     GERQLIKTDISMSMPKFCYGRIAPRSGLSLKGIDIGGGVIDEDYRGNIGVILINNGKC 

                     TFNVNTGDRIAQLIYQRIYYPELEEVQSLDSTDRGAQGFGSTGLR" 

     gene            complement(48076..49518) 

                     /locus_tag="CPXV050" 

     CDS             complement(48076..49518) 

                     /locus_tag="CPXV050" 

                     /codon_start=1 

                     /product="CPXV050 protein" 

                     /protein_id="ARR30801.1" 

                     /translation="MPIFVNTVYCKNILALSMTKKFKTIIEAIGGNIIVNSTILKKLS 

                     PYFRTHLRQKYTKNKDPVTRVCLDLDIHSLTSIVIYSYTGKVYIDSHNVVNLLRASIL 

                     TSVEFIIYTCINFILRDFRKEYCVECYMMGIEYGLSNLLCHTKDFIAKHFLELEDDII 

                     DNFDYLSMKLILESDELNVPDEDYVVDFVIKWYMKRRNRLGNLLLLIKNVIRSNYLSP 

                     RGINNVKWILDCTKIFHCDKRPRKSYRYPFIEYPMNMDQIIDIFHMCTSTHVGEVVYL 

                     IGGWMNNEIHNHAIALNCVSNNWIPIPPMNSPRLYASGVPANNKLYVVGGLPNPTSVE 

                     RWFHGDTAWVNMPSLLKPRCNPAIASINNVIYVIGGHSETDRTTEYLLPNHDQWQFGP 

                     STYYPHYKSCALVFGRRLFLVGRNAEFYCEYSNTWTLIDDPIYPRDNPELIIVDNKLL 

                     LIGGFYRGSYIDTIEVYNNRTYSWNIWDGK" 

     gene            complement(49529..50530) 

                     /locus_tag="CPXV051" 

     CDS             complement(49529..50530) 

                     /locus_tag="CPXV051" 

                     /codon_start=1 

                     /product="CPXV051 protein" 

                     /protein_id="ARR30828.1" 

                     /translation="MITEKKFTTIVNLVMEPILAPNPNRFVIFPIQYHDIWNMYKKAE 

                     ASFWTVEEVDISKDINDWNKLTPNEKHFIKHVLAFFAASDGIVNENLAERFCTEVQIT 

                     EARCFYGFQMAIENIHSEMYSLLIDTYVKDSNEKNYLFNAIETMPCVKKKADWAQKWI 

                     HDSASYGERLVAFAAVEGIFFSGSFASIFWLKKRGLMPGLTFSNELISRDEGLHCDFA 

                     CLMFKHLLHPPSEETVRSIITDAVSIEQEFLTAALPVKLIGMNCEMMKTYIEFVADRL 

                     ISELGFKKIYNVTNPFDFMENISLEGKTNFFEKRVGEYQKMGVMSQEDNHFSLDVDF" 

     gene            complement(50520..51491) 

                     /locus_tag="CPXV052" 

     CDS             complement(50520..51491) 

                     /locus_tag="CPXV052" 

                     /codon_start=1 

                     /product="CPXV052 protein" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=47609&to=48052
https://www.ncbi.nlm.nih.gov/protein/1193118261
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=48076&to=49518
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=48076&to=49518
https://www.ncbi.nlm.nih.gov/protein/1193118150
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=49529&to=50530
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=49529&to=50530
https://www.ncbi.nlm.nih.gov/protein/1193118177
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=50520&to=51491
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=50520&to=51491


                     /protein_id="ARR30833.2" 

                     /translation="MGTNVVRVFIILYLLGVCGCIEYDVDDNVHICTHTDVSHINNTL 

                     WYYNDKVIALATEDETSGYISSFIKRVNISLTCLNISSLRYEDSGTYKGVSHLKDGVI 

                     VTTTMNISVKANIIDLTGRVRYLTKSYCEVKIRCEIKSFTLNGSTTPPYMILGTLDRW 

                     KYIPFPTDDYRYVGELKRYISGNPYPTESLALEISSTFNRFTIVKNLNDEEFSCYLFS 

                     QNYSFHKMLNARHICESEWEALNNNNDNXNASSMSVSNNNLANDLSSMMSQLQNDDNN 

                     DYSAPMDVDNLIMIVLITMLSIILVIIVVIAAITMYKRSKYSHIDDN" 

     gene            complement(51521..51736) 

                     /locus_tag="CPXV053" 

     CDS             complement(51521..51736) 

                     /locus_tag="CPXV053" 

                     /codon_start=1 

                     /product="CPXV053 protein" 

                     /protein_id="ARR30951.1" 

                     /translation="MSKILRFVKNKIIDLINNEQIKYSRVIMIEESDSLLPVDEVHAN 

                     HGFDCVEMIDENKNIEQCKTDSFFTIN" 

     gene            complement(51752..51997) 

                     /locus_tag="CPXV054" 

     CDS             complement(51752..51997) 

                     /locus_tag="CPXV054" 

                     /codon_start=1 

                     /product="CPXV054 protein" 

                     /protein_id="QEM24877.1" 

                     /translation="MTLVMGSCCGRFCDKNKNKNKKEDVEAGGEGYYDYKNLNDLDEF 

                     EARVEFGPLYMINEEKSDINTLDIKRRYRHTIESVYF" 

     gene            complement(52149..52346) 

                     /locus_tag="CPXV055" 

     CDS             complement(52149..52346) 

                     /locus_tag="CPXV055" 

                     /codon_start=1 

                     /product="CPXV055 protein" 

                     /protein_id="ARR30956.1" 

                     /translation="MEGSKRKHDSRRPQQEQEQHRPRTPPSYEEIAKYGHSFNVKRFT 

                     NEEMCLKNDYPRIISYNPPPK" 

     gene            complement(52407..53045) 

                     /locus_tag="CPXV056" 

     CDS             complement(52407..53045) 

                     /locus_tag="CPXV056" 

                     /codon_start=1 

                     /product="CPXV056 protein" 

                     /protein_id="ARR30878.1" 

                     /translation="MAETKEFKTLYNLFIDSYLQKLAQHSIPTNVTCAIHIGEVIGQF 

                     KNCALRITNKCMSNSRLSFTLMVESFIEVISLLPEKDRRAIAEEIGIDLDDVPSAVSK 

                     LEKNCNAYAEVNNIIDIQKLDIGECSAPPGQHMLLQIVNTGSAEANCGLQTIVKSLNK 

https://www.ncbi.nlm.nih.gov/protein/1735180524
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=51521&to=51736
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=51521&to=51736
https://www.ncbi.nlm.nih.gov/protein/1193118300
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=51752&to=51997
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=51752&to=51997
https://www.ncbi.nlm.nih.gov/protein/1735180525
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=52149&to=52346
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=52149&to=52346
https://www.ncbi.nlm.nih.gov/protein/1193118305
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=52407&to=53045
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=52407&to=53045
https://www.ncbi.nlm.nih.gov/protein/1193118227


                     IYIPPIIENRLPYYDPWFLVGVAIILVIFTVAICSIRRNLALKYRYGTFLYV" 

     gene            complement(53032..54351) 

                     /locus_tag="CPXV057" 

     CDS             complement(53032..54351) 

                     /locus_tag="CPXV057" 

                     /codon_start=1 

                     /product="CPXV057 protein" 

                     /protein_id="ARR30804.1" 

                     /translation="MGVANDSSPEYQWMSPHRLSDTVILGDCLYFNNIMSQLDLHQNW 

                     APSVRLLNYFKNFNKETLLKIEENDYINSSFFQQKDKRFYPINDDFYHISTGGYGIVF 

                     KIDNYVVKFVFEATKLYSPMETTAEFTVPKFLYNNLKGDEKKLIVCAWAMGLNYKLTF 

                     LHTLYKRVLHMLLLLIQTMDGQELSLRYSSKVFLKAFNERKDSIKFVKLLSHFYPAVI 

                     NSNINVINYFNRMFHFFEHEKRTNYEYERGNIIIFPLALYSADKVDTELAIKLGFKSL 

                     VQYIKFIFLQMSLLYIKVYELPCCDNFLHADLKPDNILLFDSNEPIIIHLKDKKFVFN 

                     ERIKSALNDFDFSQVAGIINKKIKNNFKVEHNWYYDFHFFVHTLLKTYPEIEKDIEFS 

                     TALEEFIMCTKTDCDKYRLKVSILHPISFLEKFIMRDIFSDWINGGN" 

     gene            54330..54587 

                     /locus_tag="CPXV058" 

     CDS             54330..54587 

                     /locus_tag="CPXV058" 

                     /codon_start=1 

                     /product="CPXV058 protein" 

                     /protein_id="ARR30939.1" 

                     /translation="MNHWQHPFIVQKAPIYKRKSRFDRDKLLTILSLFLTPPQFLISL 

                     VMKLFTISVSSLSTRDFTNLITLAVSFNRVVIFVCVILISF" 

     gene            complement(54374..55438) 

                     /locus_tag="CPXV059" 

     CDS             complement(54374..55438) 

                     /locus_tag="CPXV059" 

                     /codon_start=1 

                     /product="CPXV059 protein" 

                     /protein_id="ARR30821.1" 

                     /translation="MGFCIPLRSKMLKRGSRKSSSILARRPTPKKMNIVTDLENRLKK 

                     NSYIENTNQGNILMDSIFVSTMPVETLFGSYITDDSDDYELKDLLNVTYNIKPVMVPD 

                     IKLDAVLDRDGNFRPADCFLVKLKHRDGFTKGALYLGHSAGFTATICLKNEGVSGIYI 

                     PGTSVIRSNICQGDTIVSRSSRGVQFLPQIGGEAIFLIVSLCPTKKLVETGFIIPEIS 

                     SNDNAKIAARILSEKRKDTIAHIDTLIQYRQQLELAYYNSCMLTEFLHYCNSYADTIK 

                     ESLLKETIQKDINITHTNITTLLNETAKVIKLVKSLVDKEDTDIVNNFITKEIKNCGG 

                     VKNRDKIVNSLSLSNLDFRL" 

     gene            complement(55481..57385) 

                     /locus_tag="CPXV060" 

     CDS             complement(55481..57385) 

                     /locus_tag="CPXV060" 

                     /codon_start=1 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=53032&to=54351
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=53032&to=54351
https://www.ncbi.nlm.nih.gov/protein/1193118153
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=54330&to=54587
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=54330&to=54587
https://www.ncbi.nlm.nih.gov/protein/1193118288
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=54374&to=55438
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=54374&to=55438
https://www.ncbi.nlm.nih.gov/protein/1193118170
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=55481&to=57385
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=55481&to=57385


                     /product="CPXV060 protein" 

                     /protein_id="ARR30785.1" 

                     /translation="MLNRIQTLMKTANNYETIEILRNYLRLYIILARNEEGRGILIYD 

                     DNIDSVMSMMNITRLEVIGLTHCTKLRSSPPIPMCRLFMDEIDHESYYSPKTSDYPLI 

                     DIIRKRSHEQGDIALALERYGIENTDSISEINEWLSSKGLACYRFVKFNDYRKQMYRK 

                     FSRYTIVDSMIIGHIGHHYIWIKNLETYTRPEIDVLPFDIKHISRDELWARISSSLDQ 

                     THIKTIAVSVYGAITDNGPIPYMISTYPGNTFVNFNSVKDLILDFLDWIKDIMTSTRT 

                     IILVGYMSNLFDIPLLTVYWPNNCGWKIYNNTLISSDGARVIWMDAYKFSCGLSLQDY 

                     CYHWGSKSESRPFDLIKKSDAKRNIKSLVKESMASLKSLFEAFETQSGALEVLMSPCR 

                     MFSFSRIEDMFLTSVINRVSENTGMGMYYPTNDIPSLFIESSICLDYIIVNNQESNKY 

                     RIKSVLDIISSKQYPAGRPNYVKNGTKGKLYIALCKVTVPTNDHIPVVYHDDDNTTTF 

                     ITVLTSVDIETAIRAGYSIVELGALQWDDNIPELKDCLLDSIKMIYDLNAATTNNLLE 

                     QLIENINFNNSSIISLFYTFAISYCRAFIYSIMETIDQVYISQFSYKELYISSSYKDI 

                     NESMSQMVKL" 

     gene            complement(57427..58545) 

                     /locus_tag="CPXV061" 

     CDS             complement(57427..58545) 

                     /locus_tag="CPXV061" 

                     /codon_start=1 

                     /product="CPXV061 protein" 

                     /protein_id="ARR30815.1" 

                     /translation="MWPFASVPAGAKCRLVETLPENMDFRSDHLTTFECFNEIITLAK 

                     KYIYIASFCCNPMSTTRGALIFDKLKEASEKGVKIIVLLDERGKRNLGELQSYCPDIN 

                     FITVNIDKKNNVGLLLGCFWVSDDERCYVGNASFTGGSIHTIKTLGVYSDYPPLATDL 

                     RRRFDTFKAFNSAKNSWLNLCSAACCLPVSTAYHIKNPIGGVFFTDSPEHLLGYSRDL 

                     DTDVVIDKLKSAKTSIDIEHLAIVPTTRVDGNSYYWPDIYNSIIEAAINRGVKIRLLV 

                     GNWDKNDVYSMATAKSLDALCVQNDLSVKVFTIQNNTKLLIVDDEYVHITSANFDGTH 

                     YQNHGFVSFNSIDKQLVSEAKKIFERDWVSSHSKSLKI" 

     gene            complement(58563..58784) 

                     /locus_tag="CPXV062" 

     CDS             complement(58563..58784) 

                     /locus_tag="CPXV062" 

                     /codon_start=1 

                     /product="CPXV062 protein" 

                     /protein_id="ARR30948.1" 

                     /translation="MKHRVYSEELGINTDLNSIISQQSTMDMDMEIDEDEIMELLNIL 

                     TELGCDVDFDENFSDIADDILESLIEQDV" 

     gene            58831..58989 

                     /locus_tag="CPXV063" 

     CDS             58831..58989 

                     /locus_tag="CPXV063" 

                     /codon_start=1 

                     /product="CPXV063 protein" 

                     /protein_id="ARR30961.1" 

https://www.ncbi.nlm.nih.gov/protein/1193118134
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=57427&to=58545
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=57427&to=58545
https://www.ncbi.nlm.nih.gov/protein/1193118164
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=58563&to=58784
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=58563&to=58784
https://www.ncbi.nlm.nih.gov/protein/1193118297
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=58831&to=58989
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=58831&to=58989
https://www.ncbi.nlm.nih.gov/protein/1193118310


                     /translation="MYQYSNSSSCSSLILVSSSLFSSTYISMSNTFDNTPTMAAATDT 

                     NMTKPITI" 

     gene            complement(59057..59533) 

                     /locus_tag="CPXV064" 

     CDS             complement(59057..59533) 

                     /locus_tag="CPXV064" 

                     /codon_start=1 

                     /product="CPXV064 protein" 

                     /protein_id="ARR30904.1" 

                     /translation="MRSIAGLHKLKMEIVNVEELINMKPFKNMNKITINQKDNCILAN 

                     RCFVKIDTPRYVPSASINSSNTIRIRNHDFTLSELLYSPFHFQQPQFQYLLPGFVLTC 

                     IDKVSKQQKECKYCISNRGDDDSLSINLFIPTINKSIYIIIGLRMKNFWKPKFEIE" 

     gene            complement(59540..60235) 

                     /locus_tag="CPXV065" 

     CDS             complement(59540..60235) 

                     /locus_tag="CPXV065" 

                     /codon_start=1 

                     /product="CPXV065 protein" 

                     /protein_id="ARR30869.1" 

                     /translation="MKAVIVTSVASLLDASIQFQKTACRHHCNYLSMQIVKEIEEFGT 

                     INEKNLEFDTWKDVIQNDEIDALVFYRVKQISISMGVLYESMMRNRTKPISMYFVRDC 

                     LAFDGDPPSFRMTSCNINAYNRKKIKDLIILMNMKTCNKKIIGEFIIDNFGSVDALLS 

                     IINSNVTWVTSVINNSNGRGINIRVSNNKMLTITNFRRFVNKLKIYKTTKCTSQLDNL 

                     CAEMNKMDILEKK" 

     gene            60298..60603 

                     /locus_tag="CPXV066" 

     CDS             60298..60603 

                     /locus_tag="CPXV066" 

                     /codon_start=1 

                     /product="CPXV066 protein" 

                     /protein_id="ARR30932.1" 

                     /translation="MNSHFASAHTPFYINTKEGRYLVLKAVKVCDVRTVECEGSKASC 

                     VLKVDKPSSPACERRPSSPSRCERMNNPGKQVPFMRTDVLQNMFAANRDNVASRLLN" 

     gene            complement(60600..62039) 

                     /locus_tag="CPXV067" 

     CDS             complement(60600..62039) 

                     /locus_tag="CPXV067" 

                     /codon_start=1 

                     /product="CPXV067 protein" 

                     /protein_id="ARR30802.1" 

                     /translation="MNRNPDQNTLPNITLKIIETYLGRIPSVNEYHMLKLQARNIQKI 

                     TVFNKDIFVSLVKKNKKRFFSDVDTSASEIKDRILSYFSKQTQTYNIGKLFTIIELQS 

                     VLVTTYTDILGVLTIKAPNVISSKISYNVTSMEELARDMLNSMNVAVIDKAKVMGRHN 

                     VSSLVKNVNKLMEEYLRRHNKSCICYGSYSLYLINPNIRYGDIDILQTNSRTFLIDLA 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=59057&to=59533
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=59057&to=59533
https://www.ncbi.nlm.nih.gov/protein/1193118253
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=59540&to=60235
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=59540&to=60235
https://www.ncbi.nlm.nih.gov/protein/1193118218
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=60298&to=60603
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=60298&to=60603
https://www.ncbi.nlm.nih.gov/protein/1193118281
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=60600&to=62039
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=60600&to=62039
https://www.ncbi.nlm.nih.gov/protein/1193118151


                     FLIKFITGNNIILSKIPYLRNYMVIKDENDNHIIDSFNIRQDTMNVVPKIFIDNIYIV 

                     DPTFQLLNMIKMFSQIDRLEDLSKDPEKFNARMATMLEYVRYTHGIVFDGTRNNMPMK 

                     CIIDENNRIVTVTTKDYFSFKKCLVYLDENVLSSDILDLNADTSCDFESVTNSVYLIH 

                     DNIMYTYFSNTILLSDKGKVHEISARGLCAHILLYQMLTSGEYKQCLSDLLNSMMNRD 

                     KIPIYSHTERDKKPGRHGFINIEKDIIVF" 

     gene            complement(62036..64249) 

                     /locus_tag="CPXV068" 

     CDS             complement(62036..64249) 

                     /locus_tag="CPXV068" 

                     /codon_start=1 

                     /product="CPXV068 protein" 

                     /protein_id="ARR30774.1" 

                     /translation="MISVTDIRRAFLDNECHTITKAFGYLHEDKAIALIKIGFHPTYL 

                     PKVLYNNVVEFVPEKLYLFKPRTVAPLDLISTITKLKNVDKFASHINYHKNSILITGD 

                     KSLIVKCMPYMIISDDDIRFIREQFVGTNSIEYILSFINKESVYRMSYQFSENEIVTI 

                     INRDHFMYEPIYEHQVLDSDFLKTMLDRYGIVPINSGIIDELCPEAIIEILMAVVRPR 

                     DAIRFLDIVNKNQLTENSIKNYIINDIRRGKIDYYIPYAEDFLEDRTEDLGIYANIFF 

                     EDAIDITKLEITKTELEHISKYMKYYTTYIDHIVNIILQNNYIDILASIIDYVQDVLT 

                     EELCIRIVCESTNPVPVTSLPIHSTLVMVMCIQMKYVDIVEFLDEIDIDTLIEKGADP 

                     ITEYTFTTRWYNKHNDLITLYIKKYGFCPMMMKRLMFEYPLTKEASDHLLKTMDENRG 

                     AIMFFPRTICTLPYLLCCNYKLIQKPIPFKEENRNIVYKKNNRVLCFDSLENSAFKSL 

                     IKIDSIPGLKTYNMKDITYEKSNNIICVRFIPQELIHNEEKRIKLQLFDIARLASYGL 

                     YYIPSRYLSSWTPVVNMIEGREYTNPQKIECLVILDLFSEEFIEYQNLGNAVSNKYEL 

                     EYTISNYQAAINCLMSTLLIYLVLGSIRSVSRTEDFVLSILTIFYKGLKINELLSEPV 

                     SGVCIELDKIKDRASSGDSSFIFLKKNELSKTLSLCEKVCVETILDNNQSFKSSK" 

     gene            complement(64380..64952) 

                     /locus_tag="CPXV069" 

     CDS             complement(64380..64952) 

                     /locus_tag="CPXV069" 

                     /codon_start=1 

                     /product="CPXV069 protein" 

                     /protein_id="QEM24880.1" 

                     /translation="MSKIYIDERSDAEIVCEAIKNIGLEGATAVQLTRQLNMEKREVN 

                     KALYDLQRSAMVYSSDDIPPRWFTTMDADKPDSDXMADAIIDDASREKSMREDHKSFD 

                     DVIPAKKIIDWKDANPVTIINEYCQITKRDWSFRIESVGPSNSPTFYACVDIDGRVFD 

                     KADGKSKRDAKNNAAKLAVDTLLGYVIIRF" 

     gene            complement(65007..65792) 

                     /locus_tag="CPXV070" 

     CDS             complement(65007..65792) 

                     /locus_tag="CPXV070" 

                     /codon_start=1 

                     /product="CPXV070 protein" 

                     /protein_id="ARR30857.1" 

                     /translation="MENVFISSSYSSNEQTSMAVAATDIRELLSQYVDDNTSVEDLIE 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=62036&to=64249
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=62036&to=64249
https://www.ncbi.nlm.nih.gov/protein/1193118123
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=64380&to=64952
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=64380&to=64952
https://www.ncbi.nlm.nih.gov/protein/1735180526
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=65007&to=65792
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=65007&to=65792
https://www.ncbi.nlm.nih.gov/protein/1193118206


                     WAMEKSSKYYIKNIGNTKSNIEETKFESKNNIGIEYSKDSRNKLSYRNKPSIATNLEY 

                     KTLCDMIKGTSGTEKEFLRYLLFGIKCIKKGVEYNIDKIKDVSYNDYFNVLDEKYNTP 

                     CPNCKSRNTTPMMIQTRAADEPPLVRHACRDCKQHFKPPKFRAFRNLNVTTQSIHENK 

                     EITEILPDNNPSPPESPEPASPIDDGLIRATFDRNDEPPEDDE" 

     gene            65912..66871 

                     /locus_tag="CPXV071" 

     CDS             65912..66871 

                     /locus_tag="CPXV071" 

                     /codon_start=1 

                     /product="CPXV071 protein" 

                     /protein_id="ARR30835.1" 

                     /translation="MSGSQCPMINDDLFRVTLKRMHPLNSEESSMKIDKKRTKFQNRA 

                     KMVKEINQTIRAAQTHYETLKQGYLKFKRMIRTATLKDIAPSIPKIQKFYKLFSDISA 

                     ISKASQNPSKMVYALLLYMFPNLFGDDHRFIRYRMHPMSKIKHKIFSPFKLNLIRILV 

                     EERFYNNECRDYKWRIIGTQVDKILIAESAKYTIDARYRLRPIYRIKGESEEDTLFIK 

                     QMVEKCVTSQELVEKVLKILFKDLFKSGEYKDYRYDDDVDNGFIGLDKLKLNIVHDIV 

                     EPCMPVRRPVAKVLCKEMVNKYFENPLHIIGKNLQECIDFVSE" 

     gene            67068..68771 

                     /locus_tag="CPXV072" 

     CDS             67068..68771 

                     /locus_tag="CPXV072" 

                     /codon_start=1 

                     /product="CPXV072 protein" 

                     /protein_id="ARR30791.1" 

                     /translation="MDFIRRKYLIYTVENNIDFLKDDTLSKVNNFTLNHVLALKYLVS 

                     NFPQHVITKDVLANTNFFVFIHMVRCCKVYEAVLRHAFDAPTLYVKALTKNYLSFSNA 

                     IQSYKETVHKLTQDEKFLEVAEYMDELGELIGVNYDLVLNPLFHGGEPIKDMEIIFLK 

                     LFKKTDFKVVKKLSVIRLLIWAYLSKKDTGIEFADNDRQDIYTLFQQTGRIVHSNLTE 

                     TFRDYIFPGDKTSYWVWLNESIANDADIVLNRPAITMYDKILSYIYSEIKQGRVNKNM 

                     LKLVYIFEPEKDIRELLLEIIYDIPGDILSIIDAKNDDWKKYFISFYKANFINGNTFI 

                     SDRTFNEDLFRVVVQIDPEYFDNERIMSLFSTSAADIKRFDELDINNSYISNIIYEVN 

                     DITLDTMDDMKKCQIFNEDTSYYVKEYNTYLFLHETDPMVIENGILKKLSSIKSKSRR 

                     LNLFSKNILKYYLDGQLARLGLVLDDYKGDLLVKIINHLKSVEDVSAFVRFSTDKNPS 

                     ILPSLIKTILASYNISIIVLFQKFLRDNLYHVEEFLDKSIHLTKTDKKYILQLIRHGR 

                     S" 

     gene            68816..69313 

                     /locus_tag="CPXV073" 

     CDS             68816..69313 

                     /locus_tag="CPXV073" 

                     /codon_start=1 

                     /product="CPXV073 protein" 

                     /protein_id="ARR30899.1" 

                     /translation="MGTAATIQTPTKLMNKENAEMILEKIVDHIVMYISDELRDENNP 

                     EYIDFRNRYGDYRSLIIKSDHEFVKLCKDHAEKSSPETQQMIIKHIYEQYLIPVSEVL 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=65912&to=66871
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=65912&to=66871
https://www.ncbi.nlm.nih.gov/protein/1193118184
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=67068&to=68771
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=67068&to=68771
https://www.ncbi.nlm.nih.gov/protein/1193118140
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=68816&to=69313
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=68816&to=69313
https://www.ncbi.nlm.nih.gov/protein/1193118248


                     LKPMMSMGDIITYNGCKDNEWMLEQLSTLNFNNLHTWNSCSIGNVTRIFYTFFSYLMK 

                     DKLNI" 

     gene            69454..70275 

                     /locus_tag="CPXV074" 

     CDS             69454..70275 

                     /locus_tag="CPXV074" 

                     /codon_start=1 

                     /product="CPXV074 protein" 

                     /protein_id="ARR30852.1" 

                     /translation="MAAAVPRFDDVYKNAQRRILDQETFFSRGLSRPLMKNTYLFDNY 

                     AYGWIPETAIWSSRYANLDASDYYPISLGLLKKFEFLMSLYKGPIPVYEEKINTEFIA 

                     NGSFSGRYVSYLRKFSALPTNEFISFLLLTSIPIYNILFWFKNTQFDITKHTLFRYVY 

                     TDNAKHLALARYMYQTGDYKPLFSRLKENYIFTGPVPIGIKDIDHPNLSRARSPSDYE 

                     TLANISTILYFTKYDPVLMFLLFYVPGYSITTKITPAVEYLMDKLNLTKSDVKLL" 

     gene            complement(70282..73299) 

                     /locus_tag="CPXV075" 

     CDS             complement(70282..73299) 

                     /locus_tag="CPXV075" 

                     /codon_start=1 

                     /product="CPXV075 protein" 

                     /protein_id="ARR30766.2" 

                     /translation="MDVRCINWFESRGENRFLYLKSRCRNGETVFIRFPHYFYYVVTD 

                     EIYQSLAPPPFNARPMGKMRTIDIDETISYNLDIKDRKCSVADMWLIEEPKKRNIQNA 

                     TMDEFLNISWFYISNGISPDGCYSLDEQYLTKINNGCYHCDDPRNCFAKEIPRFDIPR 

                     SYLFLDIECHFDKKFPSVFINPISHTSYCYIDLSGKRLLFTLINEEMLTEQEIQEAVD 

                     RGCLRIQSLMEMDYERELVLCSEIVLLQIAKQLLELTFDYIVTFNGHNFDLRYITNRL 

                     ELLTGEKIIFRSPDKKEAVHLCIYERNQSSHKGVGGMANTTFHVNNNNGTIFFDLYSF 

                     IQKSEKLDSYKLDSISKNAFSCMGKVLNRGVREMMFIGDDTTDAKGKAAAFAKVLTTG 

                     NYVTVDDDIICKVIHKDIWENGFKVXLSCPTLTNDTYKLSFGKDDVDLAQMYKDYNLN 

                     IALDMARYCIHDACLCQYLWEYYGVETKTDAGASTYVLPQSMVFEYRASTVIKGPLLK 

                     LLLETKTILVRSETKQKFPYEGGKVFAPKQKMFSNNVLIFDYNSLYPNVCIFGNLSPE 

                     TLVGVVVSTNRLEEEINNQLLLQKYPPPRYITVHCEPRLPNLISEIAIFDRSIEGTIP 

                     RLLRTFLAERARYKKMLKQATSSTEKAIYDSMQYTYKIVANSVYGLMGFRNSALYSYA 

                     SAKSCTSIGRRMILYLESVLNGAELSNGMLRFANPLSNPFYMDDRDINPIVKTSLPID 

                     YRFRFRSVYGDTDSVFTEIDSQDVDKSIEIAKELERLINSRVLFNNFKIEFEAVYKNL 

                     IMQSKKKYTTMKYSASSNSKSVPERINKGTSETRRDVSKFHKNMIKIYKTRLSEMLSE 

                     GRMNSNQVCIDILRSLETDLRSEFDSRSSPLELFMLSRMHHSNYKSADNPNMYLVTEY 

                     NKNNPETIELGERYYFAYICPNGPWTKKLVNIKTYETIIDRSFKLGSDQRIFYEVYFK 

                     RLTSEIVNLLDNKVLCISFFERMFGSKPTFYEA" 

     gene            73331..73618 

                     /locus_tag="CPXV076" 

     CDS             73331..73618 

                     /locus_tag="CPXV076" 

                     /codon_start=1 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=69454&to=70275
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=69454&to=70275
https://www.ncbi.nlm.nih.gov/protein/1193118201
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=70282&to=73299
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=70282&to=73299
https://www.ncbi.nlm.nih.gov/protein/1735180527
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=73331&to=73618
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=73331&to=73618


                     /product="CPXV076 protein" 

                     /protein_id="ARR30933.1" 

                     /translation="MNPKHWGRAVWTIIFIVLSQAGLDGNIEACKRKLYTIVSTLPCP 

                     ACRRHATIAIEDNNVMSSDDLNYIYYFFIRLFNNLASDPKYAIDVSKVKPL" 

     gene            complement(73613..74002) 

                     /locus_tag="CPXV077" 

     CDS             complement(73613..74002) 

                     /locus_tag="CPXV077" 

                     /codon_start=1 

                     /product="CPXV077 protein" 

                     /protein_id="ARR30920.1" 

                     /translation="MELVNIFLETDAGRVKFAIKNTDDVCASELINKFVELLSEYIHI 

                     DQSEFYLVVKDKDIFYFKCDRGSISIVNNEFYVFDEPLLFVKDFTKITGVEFIVTETM 

                     PCRIIPKNNHAVISVVTNHKFYNGLSL" 

     gene            complement(73989..75989) 

                     /locus_tag="CPXV078" 

     CDS             complement(73989..75989) 

                     /locus_tag="CPXV078" 

                     /codon_start=1 

                     /product="CPXV078 protein" 

                     /protein_id="ARR30780.1" 

                     /translation="MFMYPEFARKALSKLISKKLNIEKVSSKHQLVLLDYGLHGLLPK 

                     SLYLEAINSDILNVRFFPPEIINVTDIIKALQNSCRVDEYLKAVSLYHKNSLMVSGLN 

                     VVKLMIEYNLLTHSDLEWLINENVVKATYLLKINAYMINFKIDLTVDEIIDLVKDIPV 

                     GATLHLYNILNNLDLNIVLRISDEYNIPPVHDILSKLTDEEMCIKLVTKYPMDNVINF 

                     INQDVRYSPTFIKTIKDFVNEHLPTMYDGLNDYLHSVIVDEELIEEYKIKSVAMFNLE 

                     YKTDVDTLTLDEQIFVEVNISYYDFRYRQFADEFRDYIMIKERRQITMQSGDRIRRFR 

                     RPMSLRSTIIKKDSDSLEDILAHIDNARKNSKVSIEDVERIISSFRLNPCVVRRTMLS 

                     DIDIKTKIMVLKIAKDWKSCALTLSAIKGIMVTDTINTVLSKILHHHRNVFKYLTSVE 

                     NKEIAVCNCSRCLSLFYRELKSVRCDLRTDDGLLDRLYDLTRYALHGKINQNLIGQRC 

                     WGPLTEILFNENKKKKLNNLMEYIKISDMLVYGHSIETTLIPITDSLSFKLSVDTMSV 

                     LNDQYAKVVIFFNTIIEYIIATIYYRLTVLDNYTNVKHFVSKVLHTVMEACGVLFSHI 

                     KVNDKIEHELEEMVDKGTVPSYLYHLSINVISIILDDINGTR" 

     gene            75999..76187 

                     /locus_tag="CPXV078A" 

     CDS             75999..76187 

                     /locus_tag="CPXV078A" 

                     /codon_start=1 

                     /product="CPXV078A protein" 

                     /protein_id="QEM24885.1" 

                     /translation="MIENCFFSILYFSQQVLNTPIDDRISPNASMLSISNRSLYPPIE 

                     VFPKKILGTVLPPVICSK" 

     gene            complement(76037..76363) 

                     /locus_tag="CPXV079" 

https://www.ncbi.nlm.nih.gov/protein/1193118282
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=73613&to=74002
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=73613&to=74002
https://www.ncbi.nlm.nih.gov/protein/1193118269
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=73989&to=75989
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=73989&to=75989
https://www.ncbi.nlm.nih.gov/protein/1193118129
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=75999&to=76187
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=75999&to=76187
https://www.ncbi.nlm.nih.gov/protein/1735180528
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=76037&to=76363


     CDS             complement(76037..76363) 

                     /locus_tag="CPXV079" 

                     /codon_start=1 

                     /product="CPXV079 protein" 

                     /protein_id="ARR30931.1" 

                     /translation="MAEEFVQQRLANNKVTIFVKFTCPFCRNALDILNKFSFKRGAYE 

                     IVDIKEFRPENELRDYFEQITGGRTVPRIFFGKTSIGGYSDLLEIDNMDALGDILSSI 

                     GVLRTC" 

     gene            complement(76507..77445) 

                     /locus_tag="CPXV080" 

     CDS             complement(76507..77445) 

                     /locus_tag="CPXV080" 

                     /codon_start=1 

                     /product="CPXV080 protein" 

                     /protein_id="ARR30840.1" 

                     /translation="MAEFEDQLVFNSISARALKAYFTAKINEMVDELVTRKCPQKKKS 

                     QAKKPEVRIPVDLVKSSFVKKFGLCNYGGILISLINSLVENNFFTKDGKLDDTGKKEL 

                     VLTDVEKRILNTIDKSSPLYIDISDVKVLAARLKRSATQFNFNGHTYHLENDKIEDLI 

                     NQLVKDESIQLDEKSSIKDSMYVIPDELIDVLKTRLFRSPQVKDNIISRTRLYDYFTR 

                     VTKRDESSIYVILKDPRIASILSLETVKMGAFMYTKHSMLTNAISSRVDRYSKKFQES 

                     FYEDIAEFVKENERVNVSRVVECLTVPNITISSNAE" 

     gene            complement(77452..77673) 

                     /locus_tag="CPXV081" 

     CDS             complement(77452..77673) 

                     /locus_tag="CPXV081" 

                     /codon_start=1 

                     /product="CPXV081 protein" 

                     /protein_id="ARR30949.1" 

                     /translation="MDKLYTAIFGVFMGSPEDDLTDFIEIVKSVLSDEKTVTSTNNTG 

                     CWGWYWLIIIFFIVLILLLLIYLYLKVVW" 

     gene            complement(77674..78480) 

                     /locus_tag="CPXV082" 

     CDS             complement(77674..78480) 

                     /locus_tag="CPXV082" 

                     /codon_start=1 

                     /product="CPXV082 protein" 

                     /protein_id="ARR30853.1" 

                     /translation="MSKVIKKRVETSPRPTASDSLQTCAGVIEYAKSISKSNAKCIEY 

                     VTLNASQYANCSSISIKLTDSLSSQMTSTFIMLEGETKLYKNKSKQDRSDGYFLKIKV 

                     TAASPMLYQLLEAVYGNIKHKERIPNSLHSLSVETITEKTFKDESIFINKLNGAMVEY 

                     VSAGESSILRSIEGELEALSKRERQLAKAIITPVVFYRSGTETKITFALKKLIIDREV 

                     VANVIGLSGDSERVSMTENVEEDLARNLGLVDIDDEYDEDSDKEKPIFNV" 

     gene            complement(78563..80878) 

                     /locus_tag="CPXV083" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=76037&to=76363
https://www.ncbi.nlm.nih.gov/protein/1193118280
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=76507&to=77445
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=76507&to=77445
https://www.ncbi.nlm.nih.gov/protein/1193118189
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=77452&to=77673
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=77452&to=77673
https://www.ncbi.nlm.nih.gov/protein/1193118298
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=77674&to=78480
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=77674&to=78480
https://www.ncbi.nlm.nih.gov/protein/1193118202
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=78563&to=80878


     CDS             complement(78563..80878) 

                     /locus_tag="CPXV083" 

                     /codon_start=1 

                     /product="CPXV083 protein" 

                     /protein_id="ARR30772.2" 

                     /translation="MFVIKRNGYKENVMFDKITSRIRKLCYGLNTDHIDPIKIAMKVI 

                     QGIYNGVTTVELDTLAAEIAATCTTQHPDYAILAARIAVSNLHKETKKLFSEVMEDLF 

                     NYVNPKNGKHSPIISNITMDIVNKYKDKLNSVIIYERDFSYNYFGFKTLEKSYLLKIN 

                     NKIVERPQHMLMRVAVGIHQWDIDSAIETYNLLSEKWFTHASPTLFNAGTSRHQMSSC 

                     FLLNMIDDSIEGIYDTLKRCALISKMAGGIGLSISNIRASGSYISGTNGTSNGIIPML 

                     RVYNNTARYIDQGGNKRPGVMAIYLEPWHSDIMAFLDLKKNTGNEEHRTRDLFIALWI 

                     PDLFMKRVKDDGEWSLMCPDECPGLDNVWGDEFERLYTQYEREKRYKSIIKARVVWKA 

                     IIESQIETGTPFILYKDACNKKSNQQNLGTIKCSNLCTEIIQYADANEVAVCNLASVA 

                     LNMFVIDGRFDFLKLKDVVKVIVRNLNKIIDINYYPIPEAEISNKRHRPIGIGVQGLA 

                     DAFILLNYPFDSLEAQDLNKKIFETIYYGALEASCELAEKEGPYETYTGSYASNGILQ 

                     YDLWNVVPSDLWNWESLKDKIRSYGLRNSLLVAPMPTASTAQILGNNESVEPYTSNIY 

                     TRRVLSGEFQVVNPHLLRVLTERKLWNEEIKNRIMADGGSIQNTNLPEDIKRVYKTIW 

                     EIPQKTIIKMAADRGAFIDQSQSMNIHIADPSYSKLTSMHFYGWSLGLKTGMYYLRTK 

                     PASAPIQFTLDKDKIKPPVLCDSEICTSCSG" 

     gene            complement(80906..81145) 

                     /locus_tag="CPXV084" 

     CDS             complement(80906..81145) 

                     /locus_tag="CPXV084" 

                     /codon_start=1 

                     /product="CPXV084 protein" 

                     /protein_id="ARR30943.1" 

                     /translation="MVDAITVLTAIGITVLMLLMVISGAALIVKELNPNDIFTMQSLK 

                     FNRAVTIFKYIGLFIYIPGTIILYATYVKSLLMKS" 

     gene            complement(81164..82312) 

                     /locus_tag="CPXV085" 

     CDS             complement(81164..82312) 

                     /locus_tag="CPXV085" 

                     /codon_start=1 

                     /product="CPXV085 protein" 

                     /protein_id="ARR30811.1" 

                     /translation="MNNFVKQVASKSLKPTKKLSPLDEVISLNECIISFNLDNFYYCN 

                     DGLFTKPINTPEDVLKSLLIMESFAYEKMIIKGLIKILISRAYINDIYFTPFGWLTGV 

                     DDDPETHVVIKIIFNSSLISIKSQVIEYLKPYNVNNLSVLTTEKELSINTFNVPDSIP 

                     MSIISFFPFDTDFILVILFFGVYNDSYCGISYISPKERLPYIIEILKPLVSEINMLSD 

                     EIGRTSSVRIFNSTSVKKFPTNTLTSICEIVYSFDESSFPTPKTFTPLNASPYIPKKI 

                     VSLLDLPSNVEIKAISRGGVDFITHINNKRLTTILVIAKDNFLKNSTFSGTFIKENII 

                     WKGIYTYRIIKSSFPVPTIKSVTNKKKICKKHCFVNSQYTTRTLSHIL" 

     gene            complement(82305..83576) 

                     /locus_tag="CPXV086" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=78563&to=80878
https://www.ncbi.nlm.nih.gov/protein/1735180529
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=80906&to=81145
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=80906&to=81145
https://www.ncbi.nlm.nih.gov/protein/1193118292
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=81164&to=82312
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=81164&to=82312
https://www.ncbi.nlm.nih.gov/protein/1193118160
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=82305&to=83576


     CDS             complement(82305..83576) 

                     /locus_tag="CPXV086" 

                     /codon_start=1 

                     /product="CPXV086 protein" 

                     /protein_id="ARR30809.1" 

                     /translation="MDRYTDLVISKIPELGFTNLLCHIYSLAGLCSNIDVSKFLTNCN 

                     GYVVEKYDKSTTAGRVSCIPIGMMLELVESGHLSRPNSSDELDQKKELTEELKMRYHS 

                     IYDVFELPTSIPLAYFFKPRLREKVSKAIDFSQMDLKIDDLSRKGIHTGENPKVVKIK 

                     IEPERGAWMSNRSIKNLVSQFAYGSEVDYIGQFDMRFLNSLAIHEKFDAFMNKHILSY 

                     ILKDKIKSSTSRFVMFGFCYLSHWKCVIYDKKQCLVSFYDSGGNIPTEFHHYNNFYFY 

                     SFSDGFNTNHRHSVLDNTNCDIDVLFRFFECTFGAKIGCINVEVNQLLESECGMFISL 

                     FMILCTRTPPKSFKSLKKVYTFFKFLADKKMTLFKSILFNLQDLSLDVTETDNVGLKE 

                     YKRMEKWTKKSINVICDKLTTKLNRIVDDDE" 

     gene            83582..85612 

                     /locus_tag="CPXV087" 

     CDS             83582..85612 

                     /locus_tag="CPXV087" 

                     /codon_start=1 

                     /product="CPXV087 protein" 

                     /protein_id="ARR30776.1" 

                     /translation="MEKNLPDIFFFPNCVNVFSYKYSQDEFSNMSKTERASFSLAVFP 

                     VIKHRWHNAHVVKHKGIYKVSAEARGEKVSPPSLGKPVYINLTTRQYIYSEYTISFEC 

                     YSFLKCITNTEINSFDDYILRGLLEAGNSLQIFSNSVGKRTDTVGVLGNKYPFSKIPL 

                     ASLTPKAQREIFSAWISHRPVVLTGGTGVGKTSQVPKLLLWFNYLFGGFSTLDKITDF 

                     HERPVILSLPRIALVRLHSNTILKSLGFKVLNGSPISLRYGSIPEELINKQPKKYGIV 

                     FSTHKLSLTKLFSYGTLIIDEVHEHDQIGDIIIAVARKHHTKIDSMFLMTATLEDDRE 

                     RLKVFLPNPAFIHIPGDTLFKISEVFVHNKINPSSRMAYIEEEKRNLVTAIQMYTPPD 

                     GSSGIVFVASIAQCHEYKSYLEKRLPYDMYIIHGKVLDIDEILEKVYSSPNVSIIIST 

                     PYLESSVTIRNVTHIYDMGRVFVPAPFGGSQQFISKSMRDQRKGRVGRVNPGTYVYFY 

                     DLSYMKSIQRIDSEFLHNYILYANKFNLTLPEDLFIIPTNLDVLWRTKEYIDSFDIST 

                     ETWNKLLSNYYMKIIEYAKLYVLSPILAEELDNFERTGELTSTVKEAILSLNLRIKIL 

                     NFKHKDEDTYIHFCRVLFGVYNGTNATIYYHRPLTGYMNMISDTIFVPVDNN" 

     gene            complement(85616..87391) 

                     /locus_tag="CPXV088" 

     CDS             complement(85616..87391) 

                     /locus_tag="CPXV088" 

                     /codon_start=1 

                     /product="CPXV088 protein" 

                     /protein_id="ARR30788.1" 

                     /translation="MIVLPNKVRIFINDRMKKDIYLGISNFGFENDIDEILGIAHLLE 

                     HLLISFDSTNFLANASTSRSYMSFWCKSINSATESDAIRTLVSWFFSNGKLKDNFSLS 

                     SIRFHIKELENEYYFRNEVFHCMDILTFLSGGDLYNGGRIDMIDNLNIVRDMLVNRMQ 

                     RISGSNIVIFVKRLGPGTLDFFKQTFGSLPSCPEIIPSSIPVSTNGKIVMTPSPFYTV 

                     MVKINPTLDNILGILYLYETYHLIDYETIGNQLYLTVSFIDETEYESFIRGEAILQIS 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=82305&to=83576
https://www.ncbi.nlm.nih.gov/protein/1193118158
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=83582&to=85612
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=83582&to=85612
https://www.ncbi.nlm.nih.gov/protein/1193118125
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=85616&to=87391
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=85616&to=87391
https://www.ncbi.nlm.nih.gov/protein/1193118137


                     QCQSINMNYSDDYMMNIYLNFPWLSHDLYDYITRINDDSKSILISLTNEIYASIINRD 

                     IIVIYPNFSKAMCNTRDTQQHPIVVLDATNDGLIKKPYRSIPLMKRLTSNEIFIRYGD 

                     ASLMDMITLSLSKQDISLKRNAEGIRVKHSFSADDIQAIMESDSFLKYSRSKPAAMYQ 

                     YIFLSFFASGNSIDDILANRDSTLEFSKRTKSKILFGRNTRYDVTAKSSFVCGIVRGK 

                     SLDKTSLVEMMWDLKKKGLIYSMEFTNLLSKNTFYLFTFTIYTDEVYDYLNNNKRFSA 

                     KCLVVSTKGDVENFSSLKKDVVIRV" 

     gene            complement(87388..87723) 

                     /locus_tag="CPXV089" 

     CDS             complement(87388..87723) 

                     /locus_tag="CPXV089" 

                     /codon_start=1 

                     /product="CPXV089 protein" 

                     /protein_id="ARR30928.1" 

                     /translation="MASLLYLILFLLFVCISYYFTYYPTNKLQAAVLETDRENAIIRQ 

                     RNDEIPTRTLDTAIFTDASTVSSAQIHLYYNSNIGKIIMSLNGKKHTFNLYDDNDIRT 

                     LLPILLLSK" 

     gene            87717..88379 

                     /locus_tag="CPXV090" 

     CDS             87717..88379 

                     /locus_tag="CPXV090" 

                     /codon_start=1 

                     /product="CPXV090 protein" 

                     /protein_id="ARR30874.1" 

                     /translation="MPFRDLILFNLSKFLLTEDEESLEIVSSLCRGFEISYDDLISYF 

                     PDRKYHKYISKVFEHVDLSEELSMEFHDTTLRDLVYLRLYKYSKYIRPCYKLGDNLKG 

                     IVVIKDRNIYIREANDDLIEYLLKEYTPQIYTYSNERVPIAGSKLILCGFSQVTFMAY 

                     TTSHITTNKKVDVLVSKKCIDELVDPINYQILQNLFDKGSGTINKILRKIFYSVTGGQ 

                     TP" 

     gene            complement(88349..88723) 

                     /locus_tag="CPXV091" 

     CDS             complement(88349..88723) 

                     /locus_tag="CPXV091" 

                     /codon_start=1 

                     /product="CPXV091 protein" 

                     /protein_id="ARR30925.1" 

                     /translation="MKNVLIIFGKPYCSICENVSEAVEELKSEYDILHVDILSFFLKD 

                     GASSMLGDVKRGTLIGNFAAHLSNYIVSIFKYNPQTKQMAFVDINKSLDFTKTDKSLV 

                     NLEILKSEIEKATYGVWPPVTE" 

     gene            88726..90030 

                     /locus_tag="CPXV092" 

     CDS             88726..90030 

                     /locus_tag="CPXV092" 

                     /codon_start=1 

                     /product="CPXV092 protein" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=87388&to=87723
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=87388&to=87723
https://www.ncbi.nlm.nih.gov/protein/1193118277
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=87717&to=88379
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=87717&to=88379
https://www.ncbi.nlm.nih.gov/protein/1193118223
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=88349&to=88723
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=88349&to=88723
https://www.ncbi.nlm.nih.gov/protein/1193118274
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=88726&to=90030
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=88726&to=90030


                     /protein_id="ARR30806.1" 

                     /translation="MGIKNLKSLLLENKSLTILDDNLYKVYNGIFVDTMSIYIAVANC 

                     VRNLEELTTVFIKYVNGWVKKGGHVTLFIDRGSIKIKQDVRDKRRKYSKLTKDRKMLE 

                     LEKCTSEIQNVTGFMEEEIKAEMQLKIDKLTFQIYLSDSDNIKISLNEILTHFNNNEH 

                     VTLFYCDERDAEFVMCLEAKTHFSTTGEWPLIISTDQDTMLFASADNHPKMIKNLTHL 

                     FKFVPSAEDNYLAKLTALVNGCDFFPGLYGASITPTNLNKIQLFSDFTIDNIVTSLAI 

                     KNYYRKTNSTVDVRNIVTFINDYANLDDVYSYVPPCQCTVQEFIFSALDEKWNDFKSS 

                     YLESVPLPCQLMYALEPRKEIDVSEVKTLSSYIDFENTKLDINVIKSISSIFGYSNEN 

                     CNTIVFGIYKDNLLLSINSSFYFNDSLLITNTKSDNIINIGY" 

     gene            90038..90229 

                     /locus_tag="CPXV093" 

     CDS             90038..90229 

                     /locus_tag="CPXV093" 

                     /codon_start=1 

                     /product="CPXV093 protein" 

                     /protein_id="ARR30957.1" 

                     /translation="MVFQLVCSTCGKDISHERYKLIIRKKSLKDVLVSVKNECCRLKL 

                     STQIEPQRNLTVQPLLDIN" 

     gene            90231..90734 

                     /locus_tag="CPXV094" 

     CDS             90231..90734 

                     /locus_tag="CPXV094" 

                     /codon_start=1 

                     /product="CPXV094 protein" 

                     /protein_id="ARR30898.1" 

                     /translation="MDMDPVNFIKTYAPRGSIIFINYAMSLTSHLNPSIEKHVGIYYG 

                     TLLSEHLVVESTYRKGVRIVPLDSFFEGYISAKVYMLENIQVMKIAADTSLTLLGIPY 

                     GFGHDRMYCFKLVAECYKNAGVDTSSKRILGKDIFLSQNFTDDNRWIKIYDSNNLTLW 

                     QIDYLKG" 

     gene            complement(90699..91814) 

                     /locus_tag="CPXV095" 

     CDS             complement(90699..91814) 

                     /locus_tag="CPXV095" 

                     /codon_start=1 

                     /product="CPXV095 protein" 

                     /protein_id="ARR30817.1" 

                     /translation="MAAEQRRSTIFDIVSKCIVQSVLRDISINSEYIESKAKQLCYCP 

                     ASKKESVINGIYNCCESNIEIIDKEQLLKILDNLRCHSAHVCNATDFWRLYNSLKRFT 

                     HTTAFFNTCKPTILATLNTLITLILSNKLLYAAEMVEYLENQLDSSNKSMSQELAELL 

                     EMKYALINLVQYRILPMIIGEPIIVAGFSGKEPISDYSAEVERLMELPVKTDIVNTTY 

                     DFLARKGVDTSNNIAEYIAGLKIEEIEKVEKYLPEVISTIANSNIIKNKKSIFPANIN 

                     DKQIMECSRMLDTSEKYSKGYKTDGAVTSPLTGNNTITSFIPISASDMQKFTILEYLY 

                     IMRVMANNVKKKNEGKNNGGVVMHINSPFKVINLPKC" 

     gene            complement(91775..91984) 

https://www.ncbi.nlm.nih.gov/protein/1193118155
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=90038&to=90229
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=90038&to=90229
https://www.ncbi.nlm.nih.gov/protein/1193118306
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=90231&to=90734
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=90231&to=90734
https://www.ncbi.nlm.nih.gov/protein/1193118247
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=90699&to=91814
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=90699&to=91814
https://www.ncbi.nlm.nih.gov/protein/1193118166
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=91775&to=91984


                     /locus_tag="CPXV096" 

     CDS             complement(91775..91984) 

                     /locus_tag="CPXV096" 

                     /codon_start=1 

                     /product="CPXV096 protein" 

                     /protein_id="ARR30954.1" 

                     /translation="MFTDPPKAAKIYINSSVESTFIDTSSLNSEKYATIWRSLSIFIR 

                     MLILNFCKLFKVKWLQNSVVLQFLT" 

     gene            91845..92627 

                     /locus_tag="CPXV097" 

     CDS             91845..92627 

                     /locus_tag="CPXV097" 

                     /codon_start=1 

                     /product="CPXV097 protein" 

                     /protein_id="ARR30858.1" 

                     /translation="MSIRIKIDKLRQIVAYFSEFSEEVSINVDSTDELMYIFAALGGS 

                     VNIWAIIPLSASVFYRGAENIVFNLPVSKVKSCLCSFHNDAIIDIEPDLENNLVKLSS 

                     YHVVSVDCNKELMPIRTDTTICLSIDQKKSYVFNFHKYEEKCCGRTVIHLEWLLGFIK 

                     CISQHQHLAIMFKDDNIIMKTPGNTDAFSREYSMTECSQELQKFSFKIAISSLNKLRG 

                     FKKRVNVFETRIVMDNDDNILGMLFSDRVQSFKINIFMAFLD" 

     gene            92647..93669 

                     /locus_tag="CPXV098" 

     CDS             92647..93669 

                     /locus_tag="CPXV098" 

                     /codon_start=1 

                     /product="CPXV098 protein" 

                     /protein_id="ARR30825.1" 

                     /translation="MGGGVSVALPKRDPPPGVPTDEMLLNVDKMHDVIAPAKLLEYVH 

                     IGPLAKDKEDKVKKRYPEFRLVSTGPGNLSALLRQSYNGTAPNCCRTFNRTHYWKKDG 

                     KISDKYEDGAVLESCWPDVHDTGKCDVDLFDWCQGDTFDRNICHQWIGSAFNRSDRTA 

                     EGQQSLINLYNKMQTLCTKDASVPICESFLHHLRAHNTEDSQEMIDYILRQQSADFKQ 

                     KYMRCSYPTRDKLEESLKYAEPRECWDPECSNANVNFLLTRNYNNLGLCNIVRCNTSV 

                     NNLQMDKTSSLRLSCGLSNSDRFSTVPVNRAKVVQHNIKHSFDLKLHLISLLSLLVIW 

                     ILIVAI" 

     gene            93670..94422 

                     /locus_tag="CPXV099" 

     CDS             93670..94422 

                     /locus_tag="CPXV099" 

                     /codon_start=1 

                     /product="CPXV099 protein" 

                     /protein_id="ARR30860.1" 

                     /translation="MGAAASIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIR 

                     QNHGCNLTVKNMCSADADAQLDAVLSAATETYSSLTPEQKAYVPAMFTAALNIQTSVN 

                     TVVRDFENYVKQTCNSSAVVDNKLKIQNVIIDECYGAPGSPTNLEFINTGSSKGNCAI 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=91775&to=91984
https://www.ncbi.nlm.nih.gov/protein/1193118303
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=91845&to=92627
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=91845&to=92627
https://www.ncbi.nlm.nih.gov/protein/1193118207
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=92647&to=93669
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=92647&to=93669
https://www.ncbi.nlm.nih.gov/protein/1193118174
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=93670&to=94422
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=93670&to=94422
https://www.ncbi.nlm.nih.gov/protein/1193118209


                     KALMQLTTKATTQIAPRQVAGSGVQFYMIVIGVIILAALFMYYAKRMLFTSTNDKIKL 

                     ILANKENVHWTTYMDTFFRTSPMVIATTDIQN" 

     gene            94454..94720 

                     /locus_tag="CPXV100" 

     CDS             94454..94720 

                     /locus_tag="CPXV100" 

                     /codon_start=1 

                     /product="CPXV100 protein" 

                     /protein_id="ARR30938.1" 

                     /translation="MEVIADRLDDIVEQNIADEKFVDFVIHGLLEHQCPSILRPLLRL 

                     LIDILLFVIVIYIFTVRLVRRNYQMLLVLVALVIALTIFYYFIL" 

     gene            complement(94710..95762) 

                     /locus_tag="CPXV101" 

     CDS             complement(94710..95762) 

                     /locus_tag="CPXV101" 

                     /codon_start=1 

                     /product="CPXV101 protein" 

                     /protein_id="ARR30822.1" 

                     /translation="MNTRTDVTNDNIYKNPTKRGDRNIPGRNERFNDQNRFNNDRPRP 

                     KPRPQPNQPPRQDNKCREENGDFINIRLCAYEKEYCNDGYLSPAYYMLKQVDDEEMSC 

                     WSELSSLVRSRKAVGFPLLKAAKRISHGSMLYFEQFKNSKVVRLTPQVKCLNDTVIFQ 

                     TVVILYSMYKRGIYSNEFCFDLVSIPRTNIVFSVNQLMFNICTDVLVVLSICGNRLYR 

                     TNLPQSCYLNFIHGHETIARRGYEHSNYFFEWLIKNHLSLLTKQTMDILKVKKKYATG 

                     APVNRLLEPGTLVYVPKEDYYFIGISLTDVSISDNVRVLFSTDGTVLEIEDFNIKNLF 

                     MAGEMFVRSQSSTIIV" 

     gene            95787..96542 

                     /locus_tag="CPXV102" 

     CDS             95787..96542 

                     /locus_tag="CPXV102" 

                     /codon_start=1 

                     /product="CPXV102 protein" 

                     /protein_id="ARR30859.1" 

                     /translation="MSLLLENLIEEDTIFFAGSISEYDDLQMVIAGAKSKFPRSMLSI 

                     FNIVPRTMSKYELELIHNENITGAMFTTMYNIRNNLGLGDDKLTIEAIENYFLDPNNE 

                     VMPLIINNTDMTAVIPKKSGRRKNKNMVIFRQGSSPILCIFETRKKINIYKENMESAS 

                     TEYTPIGDNKALISKYAGINILNVYSPSTSMRLNAIYGFTNKNKLEKLSTNKELESYS 

                     SSPLQEPIRLNDFLGLLECVKKNIPLTDIPTKD" 

     gene            96552..96938 

                     /locus_tag="CPXV103" 

     CDS             96552..96938 

                     /locus_tag="CPXV103" 

                     /codon_start=1 

                     /product="CPXV103 protein" 

                     /protein_id="ARR30921.1" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=94454&to=94720
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=94454&to=94720
https://www.ncbi.nlm.nih.gov/protein/1193118287
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=94710&to=95762
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=94710&to=95762
https://www.ncbi.nlm.nih.gov/protein/1193118171
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=95787&to=96542
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=95787&to=96542
https://www.ncbi.nlm.nih.gov/protein/1193118208
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=96552&to=96938
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=96552&to=96938
https://www.ncbi.nlm.nih.gov/protein/1193118270


                     /translation="MENVPNVYFNPVFIEPTFKHSLLSVYKHRLIVLFEVFVVFILIY 

                     VFFRSELNMFFMPKRKIPDPIDRLRRANLSCEDDKLMIYGLPWMTTQTSALSINSKPI 

                     VYKDCAKLLRSINGSQPVSLNDVLRR" 

     gene            96895..97353 

                     /locus_tag="CPXV104" 

     CDS             96895..97353 

                     /locus_tag="CPXV104" 

                     /codon_start=1 

                     /product="CPXV104 protein" 

                     /protein_id="ARR30907.1" 

                     /translation="MDHNQYLLTMFFADDDSFFKYLASQDDESSLSDILQITQYLDFL 

                     LLLLIQSKNKLEAVGHCYESLSEEYRQLTKFTDSQDFKKLFNKVPIVTDGRVKLNKGY 

                     LFDFVISLMRFKKESALATTAIDPVRYIDPRRDIAFSNVMDILKSNKVNK" 

     gene            97373..97906 

                     /locus_tag="CPXV105" 

     CDS             97373..97906 

                     /locus_tag="CPXV105" 

                     /codon_start=1 

                     /product="CPXV105 protein" 

                     /protein_id="ARR30892.1" 

                     /translation="MNGGHIQLIVGPMFSGKSTELIRRVRRYQIAQYKCVTIKYSNDN 

                     RYGTGLWTHDKNNFAALEATKLYDVLESITDFSVIGIDEGQFFPDIVEFCERMANEGK 

                     IVIVAALDGTFQRKPFNNILNLIPLSEMVVKLTAVCMKCFKEASFSKRLGAETEIEII 

                     GGNDMYQSVCRKCYIDS" 

     gene            97973..98974 

                     /locus_tag="CPXV106" 

     CDS             97973..98974 

                     /locus_tag="CPXV106" 

                     /codon_start=1 

                     /product="CPXV106 protein" 

                     /protein_id="ARR30829.1" 

                     /translation="MDVVSLDKPFMYFEEIDNELDYESESANEVAKKLPYQGQLKLLL 

                     GELFFLSKLQRHGILDGATVVYIGSAPGTHIRYLRDHFYNLGVIIKWMLIDGRHHDPI 

                     LNGLRDVTLVTRFVDEEYLRSIKKQLHPSKIILISDVRSKRGGNEPSTADLLSNYALQ 

                     NVMISILNPVASSLKWRCPFPDQWIKDFYIPHGNKMLQPFAPSYSAEMRLLSIYTGEN 

                     MRLTRVTKSDAVNYEKKMYYLNKIVRNKVVVNFDYPNQEYDYFHMYFMLRTVYCNKTF 

                     PTTKAKVLFLQQSIFRFLNIPTTSTEKVSHEPIQRKISSKDSVSKNRNSKRSVRGNK" 

     gene            98889..99446 

                     /locus_tag="CPXV107" 

     CDS             98889..99446 

                     /locus_tag="CPXV107" 

                     /codon_start=1 

                     /product="CPXV107 protein" 

                     /protein_id="ARR30888.1" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=96895&to=97353
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=96895&to=97353
https://www.ncbi.nlm.nih.gov/protein/1193118256
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=97373&to=97906
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=97373&to=97906
https://www.ncbi.nlm.nih.gov/protein/1193118241
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=97973&to=98974
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=97973&to=98974
https://www.ncbi.nlm.nih.gov/protein/1193118178
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=98889&to=99446
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=98889&to=99446
https://www.ncbi.nlm.nih.gov/protein/1193118237


                     /translation="MNQYNVKYLAKILCLKTEIARDPYAVINRNVLLRYTTDIEYNDL 

                     VTLITVRHKIDSMKTVFQVFNESSINYTPVDDDYGEPIIITSYLQKGHNKFPVNFLYI 

                     DVVISDLFPSFVRLDTTETNIVNSVLQTGDGKKTLRLPKMLETEIVVKILYRPNIPLK 

                     IVRFFRNNMVTGVEIADRSVISVAD" 

     gene            complement(99507..99908) 

                     /locus_tag="CPXV108" 

     CDS             complement(99507..99908) 

                     /locus_tag="CPXV108" 

                     /codon_start=1 

                     /product="CPXV108 protein" 

                     /protein_id="ARR30918.1" 

                     /translation="MTDEQIYAFCDANKDDIRCKCIHPDKSIVRIGIDTRLPYYCWYE 

                     PCKRSDALLPASLKKNISRCNVSDCTISLGNVSITDSKLDVNNVCDSKRVATENIAVR 

                     YLNQEIRYPIIDIKWLPIGLLALAILILAFF" 

     gene            100015..103875 

                     /locus_tag="CPXV109" 

     CDS             100015..103875 

                     /locus_tag="CPXV109" 

                     /codon_start=1 

                     /product="CPXV109 protein" 

                     /protein_id="ARR30764.1" 

                     /translation="MAVISKVTYSLYDQKEINATDIIISHVKNDDDIGTVKDGRLGAM 

                     DGALCKTCGKTELECFGHWGKVSIYKTHIVKPEFISEIIRLLNHICIHCGLLRSREPY 

                     SDDINLKELSGHALRRLKDKILSKKKSCWNSECMQPYQKITFSKKKVCFVNKLDDINV 

                     PNSLIYQKLISIHEKFWPLLEIHQYPANLFYTDYFPIPPLIIRPAISFWIDSIPKETN 

                     ELTYLLGMIVKNCNLNADEQVIQKAVIEYDDIKIISNNTTSINLSYITSGKNNMIRSY 

                     IVARRKDQTARSVIGPSTAITINEVGMPAYIRNTLTEKIFVNAFTVDKVKQLLASNQV 

                     KFYFNKRLNQLTRIRQGKFIKNKIHLLPGDWVEVAVQEYTSIIFGRQPSLHRYNVIAS 

                     SIRATEGDTIKISPGIANSQNADFDGDEEWMILEQNPKAVVEQSILMYPTTLLKHDIH 

                     GAPVYGSIQDEIVAAYSLFRIQDLCLDEVLNILGKYGREFDPKGKCKFSGKDIYTYLI 

                     GEKINYPGLLKDGEIIANDVDSNFVVAMRHLSLAGLLSDHKSNVEGINFIIKSSYVFK 

                     RYLAIYGFGVTFKDLRPNSTFTNKLEAINVEKIELIKDAYAKYLKDVRDGKIVPLSKA 

                     LEADYVESMLSNLTNLNIREIEEHMRQTLIDDPDNNLLKMAKAGYKVNPTELMYILGT 

                     YGQQRIDGEPAETRVLGRVLPYYLPDSKDPEGRGYILNSLTKGLTGSQYYFSMLVARS 

                     QSTDIVCETSRTGTLARKIIKKMEDMVVDGYGQVVIGNTLIKYAANYTKILGSVCKPV 

                     DLIYPDESMTWYLEISALWNKIKQGFVYSQKQKLAKKTLAPFNFLVFVKPTTEDNAIK 

                     VKDLYDMIHNVIDDVREKYFFTVSNIDFMEYIFLTHLNPSRIRITKETAITIFEKFYE 

                     KLNYTLGGGTPIGIISAQVLSEKFTQQALSSFHTTEKSGAVKQKLGFNEFNNLTNLSK 

                     NKTEIITLVSDDISKLQSVKINFEFVCLGELNPDITLRKETGRYVVDIIVNRLYIKRA 

                     EITELVVEYMIERFVSFSVIVKEWGMETFIEDDDNIRFTVYLNFVEPEELNLSKFMMV 

                     LPGAANKGKISKFKIPISDYTGYDDFNQTKKLNKMTVELMNLKELGSFDLENVNVYPG 

                     VWNTYDIFGIEAARGYLCEAMLNTYGEGFDYLYQPCDLLASLLCASYEPESVNKFKFG 

                     AASTLKRATFGDNKALLNAALHKKSEHINDNSSCHFFSKVPNIGTGYYKYFIDLGLLM 

                     RMERKLSDKISSQKIKEMEETEDF" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=99507&to=99908
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=99507&to=99908
https://www.ncbi.nlm.nih.gov/protein/1193118267
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=100015&to=103875
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=100015&to=103875
https://www.ncbi.nlm.nih.gov/protein/1193118113


     gene            complement(103872..104387) 

                     /locus_tag="CPXV110" 

     CDS             complement(103872..104387) 

                     /locus_tag="CPXV110" 

                     /codon_start=1 

                     /product="CPXV110 protein" 

                     /protein_id="ARR30895.1" 

                     /translation="MDKKSLYKYLLLRSTGDMHRAKSPTIMTRVTNNVYLGNYKNAMD 

                     APSSEVKFKYVLNLTMDKYTLPNSNINIIHIPLVDDTTTDISKYFDDVTAFLSKCDQR 

                     NEPVLVHCAAGVNRSGAMILAYLMSKNKESSPMLYFLYVYHSMRDLRGAFVENPSFKR 

                     QIIEKYVIDKN" 

     gene            104401..104970 

                     /locus_tag="CPXV111" 

     CDS             104401..104970 

                     /locus_tag="CPXV111" 

                     /codon_start=1 

                     /product="CPXV111 protein" 

                     /protein_id="ARR30884.1" 

                     /translation="MDKTTLSVNACNLEYVREKAIVGVQAAKTSTLIFFVIILAISAL 

                     LLWFQTSDNPVFNELTRYMRIKNTVNDWKSLTDSKTKLESDRGRLLAAGKDDIFDFKC 

                     VDFGAYFIAMRLDKKTYLPQAIRRGTGDAWMIKKAAKVDPSAQQFCQYLIKHKSNNVI 

                     TCGNEMLNELGYSGYFMSPHWCSDLSNME" 

     gene            complement(104972..105949) 

                     /locus_tag="CPXV112" 

     CDS             complement(104972..105949) 

                     /locus_tag="CPXV112" 

                     /codon_start=1 

                     /product="CPXV112 protein" 

                     /protein_id="ARR30831.1" 

                     /translation="MAAANKTPVIVVPVIDRPPSETFPNVHEHINDQKFDDVKDNEVM 

                     PEKRDIVIVKDDPDHYKDYAFIQWTGGNIRDDDKYTHFFSGFCNTMCTEETKRNIARH 

                     LALWDSKFFTELENKKVEYVVVVENDNVIEDITFLRPVLKAMHDKKIDILQMREIITG 

                     NKVKTELVMDKDHAIFIYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIA 

                     RIENEMKINRQILDNAAKYVEHDPRLVAEYRFEHMKPNFWSRIGTAAAKRYPGVMYAF 

                     TTPLISFFGLFDINVIGLIVILFIMFMLIFNVKSKLLWFLTGTFVTAFI" 

     gene            complement(105950..108337) 

                     /locus_tag="CPXV113" 

     CDS             complement(105950..108337) 

                     /locus_tag="CPXV113" 

                     /codon_start=1 

                     /product="CPXV113 protein" 

                     /protein_id="ARR30770.1" 

                     /translation="MDSKETILIEIIPKIKAYLLDANISPKSYDDFISRNKNIFVINL 

                     YNVSTITEEDIRLLYTTIEQNIDADDQTLVAIFSYIGYKFEQTVKEDISTSLSFNDKN 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=103872&to=104387
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=103872&to=104387
https://www.ncbi.nlm.nih.gov/protein/1193118244
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=104401&to=104970
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=104401&to=104970
https://www.ncbi.nlm.nih.gov/protein/1193118233
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=104972&to=105949
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=104972&to=105949
https://www.ncbi.nlm.nih.gov/protein/1193118180
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=105950&to=108337
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=105950&to=108337
https://www.ncbi.nlm.nih.gov/protein/1193118119


                     TTDEMTYNLYDLFFNTLDMYLRQKKISILVNDDVRGDVIVSYKNSDLVSSFNAELEPE 

                     IKKIPFNMKNLLPYLEKNLDQLRFSKKYLDFAYLCRHIGIPISKKKYNVRYVFLYKID 

                     GLSIPIIIKDFLDVKYVYLENTGKIYKNSFSEDHNNSLSDWGKVIIPLLKDRHLYSYI 

                     FLSSYHLHSYYTDLIARDEPVFVKRKKLDIIEIDEPEAWKRDVRVEFAPCEHQIRLKE 

                     AMKVDANYFTKINNFANEFIYYEDGVAYCRVCGINIPIFNLDAADVIKNTVIVSTFNK 

                     TIFLSEPYSYFVHSQRFIFNIIMSFDNIMKSQTWVMKYNINRLILNFLIDINSRRQEY 

                     EKKFSSEIKRGLFFLRLSANLFESQVSSTELFYVSKMLNLNYIVALVIILNSSADFIV 

                     SYMKSKNKTVEESTLKYAISVVIYDFLVKTRICEKGSLDTIVLFTDVYTTIMPEELDL 

                     HFQRITLELRKLVSIQRSALEPNYDVESRGEELPLSALKFFDTSTIIVKTMAPIHTCI 

                     EQKIVAPTPSVEPTDASLKQFKELTCDEDIKILIRVHDTNATKLVIFPSHLKIEIERK 

                     KLIIPLKSLYITNTLKYYYSNSYLYVFRFGDPMPFEEELIDHEHVQYKINCYNILRYH 

                     LLPDSDVFVYFSNSLNREALEYAFYIFLSKYVNVKQWIDENITRIRELYMINFNN" 

     gene            108523..109143 

                     /locus_tag="CPXV114" 

     CDS             108523..109143 

                     /locus_tag="CPXV114" 

                     /codon_start=1 

                     /product="CPXV114 protein" 

                     /protein_id="ARR30879.1" 

                     /translation="MAWSITNKADTSSFTKMAEIRAHLRNSAENKDKNEDIFPEDVII 

                     PSTKPKTKRAAAPRKPAATKRSTKKEEVEEEVVVEEYHQTTEENSPPPSSSPGVGDIV 

                     ESVAAVELDDSDGDDEPMAQAGAKVNHSARSDVSDLKVATDNIVKDLKKIITRIAAVS 

                     TVLEDVQAAGISRQFTSMTKAITTLSDLVTEGKSKVVRKKGKTCKK" 

     gene            109144..110088 

                     /locus_tag="CPXV115" 

     CDS             109144..110088 

                     /locus_tag="CPXV115" 

                     /codon_start=1 

                     /product="CPXV115 protein" 

                     /protein_id="ARR30839.1" 

                     /translation="MRALFYKDGKLFTDNNFLNPVSDDNPAYEVLQHVKIPTHLTDVV 

                     VYEQTWEEALTRLIFVGSDSKGRRQYFYGKMHVQNRNSKRDRIFVRVYNVMKRINCFI 

                     NKNIKKSATDSNYQLAVFMLMETMFFIRFGKMKYLKENETVGLLTLKNKHIEISPDEI 

                     VIKFVGKDKVSHEFVVHKSNRLYKPLLKLTDDSSPEEFLFNKLSERKVYECIKQFGIR 

                     IKDLRTYGVNYTFLYNFWTNVKSISPLPSPKKLIALTIKQTAEVVGHTPSISKRAYMA 

                     TTILEMVKDKNFLDVVSKTTFDEFLSIVVDHVKSSTDG" 

     gene            complement(110061..110243) 

                     /locus_tag="CPXV116" 

     CDS             complement(110061..110243) 

                     /locus_tag="CPXV116" 

                     /codon_start=1 

                     /product="CPXV116 protein" 

                     /protein_id="ARR30959.1" 

                     /translation="MVLFGWRLNIDIINAIISNVFSSPKKAVIARDFIRLSISIYRSC 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=108523&to=109143
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=108523&to=109143
https://www.ncbi.nlm.nih.gov/protein/1193118228
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=109144&to=110088
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=109144&to=110088
https://www.ncbi.nlm.nih.gov/protein/1193118188
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=110061&to=110243
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=110061&to=110243
https://www.ncbi.nlm.nih.gov/protein/1193118308


                     NYLCKDLYHPSVDDLT" 

     gene            110125..110565 

                     /locus_tag="CPXV117" 

     CDS             110125..110565 

                     /locus_tag="CPXV117" 

                     /codon_start=1 

                     /product="CPXV117 protein" 

                     /protein_id="ARR30913.1" 

                     /translation="MEMDKRMKSLAMTAFFGELNTLDIMALIMSIFKRHPNNTIFSVD 

                     KDGQFIIDFEYDNYKASQYLDLTLTPISGDECKTHASSIAEQLACADIIKEDISEYIK 

                     TTPRLKRFIKKYRNRSDTRISRDTEKLKIALAKGIDYEYIKDAC" 

     gene            110609..113143 

                     /locus_tag="CPXV118" 

     CDS             110609..113143 

                     /locus_tag="CPXV118" 

                     /codon_start=1 

                     /product="CPXV118 protein" 

                     /protein_id="ARR30768.1" 

                     /translation="MDANVVSSSTIATYIDALAKNASELEQGSTAYEINNELELVFIK 

                     PPLITLTNVVNISTIQESFIRFTVTNKEGVKIRTKIPLSKVHGLDVKNVQLVDAIDNI 

                     VWEKKSLVTENRLHKECLLRLSTEERHIFLDYKKYGSSIRLELVNLIQAKTKNFTIDF 

                     KLKYFLGSGAQSKSSLLHAINHPKSRPNTSLEIEFTPRDNEKVPYDELIKELTTLSRH 

                     IFMASPENVILSPPINPPIKTFMLPKQDIVGLDLENLYAVTKTDGIPITIRVTSKGLY 

                     CYFTHLGYIIRYPVKRIIDSEVVVFGEAVKDKNWTVYLIKLIEPVNAISDRLEESKYV 

                     ESKLVDICDRIVFKSKKYEGPFTTTSEVVDMLSTYLPKQPEGVILFYSKGPKSNIDFK 

                     IKKENTIDQTANVVFRYMSSEPIIFGESSIFIEYKKFTNDKGFPKEYGSGKIVLYNGV 

                     NYLNNIYCLEYINTHNEVGIKSVVVPIKFIAEFLVNGEILKPRIDKTMKYINSEDYYG 

                     NQHNVIVEHLRDQSIKIGDVFNEDKLSDVGHQYANNDKFRLNPEVSYFTNKRTRGPLG 

                     ILSNYVKTLLISMYCSKTFLDDSNKRKVLAIDFGNGADLEKYFYGEIALLVATDPDAD 

                     AIARGNERYNKLNSGIKTKYYKFDYIQETIRSDTFVSSVREVFYFGKFNIIDWQFAIH 

                     YSFHPRHYATVMNNLSELTASGGKVLITTMDGDKLSKLTDKKTFIIHKNLPSSENYMS 

                     VEKIADDRILVYNPSTMSTPMTEYIIKKNDIVRVFNEYGFVLVDNIDFATIIERSKKF 

                     INGASTMEDRPSTRNFFELNRGAIKCEGLDVEDLLSYYVVYVFSKR" 

     gene            complement(113102..113542) 

                     /locus_tag="CPXV119" 

     CDS             complement(113102..113542) 

                     /locus_tag="CPXV119" 

                     /codon_start=1 

                     /product="CPXV119 protein" 

                     /protein_id="ARR30914.1" 

                     /translation="MSINIDIKKITDLLNSSILFPDDVQELLREKYIVLERKSNGTPT 

                     VAHIYKTMARFDNKSIYRIAKFLFMNRPDVIKLLFLEDVEPLLPDKSINISINNTEYP 

                     QLEGPIGTKISLLELFNAFRTGRSEPIPYYYLPLRKDINNIVTK" 

     gene            113157..113399 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=110125&to=110565
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=110125&to=110565
https://www.ncbi.nlm.nih.gov/protein/1193118262
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=110609&to=113143
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=110609&to=113143
https://www.ncbi.nlm.nih.gov/protein/1193118117
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=113102&to=113542
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=113102&to=113542
https://www.ncbi.nlm.nih.gov/protein/1193118263
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=113157&to=113399


                     /locus_tag="CPXV119A" 

     CDS             113157..113399 

                     /locus_tag="CPXV119A" 

                     /codon_start=1 

                     /product="CPXV119A protein" 

                     /protein_id="ARR30942.1" 

                     /translation="MGSDLPVLNALNNSNREIFVPIGPSNCGYSVLLIDILILLSGNR 

                     GSTSSKNKSFITSGLFINKNLAILYILLLSNLAIVL" 

     gene            113535..114248 

                     /locus_tag="CPXV120" 

     CDS             113535..114248 

                     /locus_tag="CPXV120" 

                     /codon_start=1 

                     /product="CPXV120 protein" 

                     /protein_id="QEM24894.1" 

                     /translation="MDIFIVKDNKYPKVDNDDHEVFILLGNHNDFIRSKLTKLKEHVF 

                     FSEYIVTPDKYGSLCVELNGSSFQHGGRYIEVEEFIDAGRQVRWCSTSNHISEDIPED 

                     IHTDKFVIYDIYTFDSFKNKRLVFVQVPPSLGDDSYLTNPLLSPYYRNSVARQMVNDM 

                     IFNQDSFLKYLLEHLIRSHYRVSKHITIVRYKDTEELNLTRICYNRDKFKAFVFAWFN 

                     GVSENEKVLDTYKKVSDLI" 

     gene            114248..114904 

                     /locus_tag="CPXV121" 

     CDS             114248..114904 

                     /locus_tag="CPXV121" 

                     /codon_start=1 

                     /product="CPXV121 protein" 

                     /protein_id="ARR30876.1" 

                     /translation="MNSVTVSHAPYTITYHDDWEPVMSQLVEFYNEVANWLLRDETSP 

                     IPDKFFIQLKQPLRNKRVCVCGIDPYPRDGTGVPFESPNFTKKSIKEIASSISRLTRV 

                     IDYKGYNLNIIDGVIPWNYYLSCKLGETKSHAIYWDKISKLLLQHITKHVSVLYCLGK 

                     TDFSNIRAKLESPVTTIVGYHPAARDRQFEKDRSFEIINVLLELDNKAPINWAQGFIY 

                     " 

     gene            114936..117293 

                     /locus_tag="CPXV122" 

     CDS             114936..117293 

                     /locus_tag="CPXV122" 

                     /codon_start=1 

                     /product="CPXV122 protein" 

                     /protein_id="QEM24895.1" 

                     /translation="MDATIRGNDIIFVLKTIGVPSACRQNEDPRFVEAFKCDELERYI 

                     ENNPECTLFESLRDEEAYSIVRIFMDVDLDACLDEIDYLTAIQDFIIEVSNCVARFAF 

                     IECGAIHENVIKSMRSNFSLTKSTNRDKTSFHIIFLDTYTTMDTLIAMKRTLLELSRS 

                     SENPLTRSIDTAVYRRKTTLRVVGTRKNPNCDTIHVMQPPHDNIEDYLFTYVNMNNDS 

                     YYFSLQRRLEDLVPDKLWEPGFISFEDAIKRVSKILVNSIINFNDLDENNFTTVPLVI 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=113157&to=113399
https://www.ncbi.nlm.nih.gov/protein/1193118291
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=113535&to=114248
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=113535&to=114248
https://www.ncbi.nlm.nih.gov/protein/1735180530
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=114248&to=114904
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=114248&to=114904
https://www.ncbi.nlm.nih.gov/protein/1193118225
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=114936&to=117293
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=114936&to=117293
https://www.ncbi.nlm.nih.gov/protein/1735180531


                     DYVTPCALCKKRSHKHPHQLSLENGAIRIYKTGNPHSCKVKIVPLDGNKLFNIAQRIL 

                     DTNSVLLTERGDHIVWINNSWKFNSEEPLITKLILSIRHQLPKEYSSELLCPRKRKTV 

                     EANIRDMLVDSVETDTYPDKLPFKNGVLDLVDGMFYSGDDAKKYTCTVSTGFKFDDTK 

                     FVEDSPEMEELMNIINDIQPLTDENKKNRELYEKTLSSCLCGATKGCLTFFFGETATG 

                     KSTTKRLLKSAIGDLFVETGQTILTDVLDKGPNPFIANMHLKRSVFCSELPDFACSGS 

                     KKIRSDNIKKLTEPCVIGRPCFSNKINNRNHATIIIDTNYKPVFDRIDNALMRRIAVV 

                     RFRTHFSQPSGREAAENNDAYDKVKLLDEGLDGKIQNNRYRFAFLYLLVKWYKKYHIP 

                     IMKLYPTPEEIPDFAFYLKIGTLLVSSSVKHIPLMTDLSKKGYILYDNVVTLPLNTFQ 

                     QKISKYFNSRLFGHDIESFINRHKKFANVSDEYLQYIFIEDISSP" 

     gene            117334..119247 

                     /locus_tag="CPXV123" 

     CDS             117334..119247 

                     /locus_tag="CPXV123" 

                     /codon_start=1 

                     /product="CPXV123 protein" 

                     /protein_id="ARR30783.1" 

                     /translation="MNTGIIDLFDNHVDSIPTILPHQLATLDYLVRTIIDENRSVLLF 

                     HIMGSGKTIIALLFALVASRFKKVYILVPNINILKIFNYNMGVAMNLFNDEFIAENIF 

                     IHSTTSFYSLNYNDNVINYNGLSRYNNSIFIVDEAHNIFGNNTGELMTVIKNKNKIPF 

                     LLLSGSPITNTPNTLGHIIDLMSEETIDFGEIISRGKKVIQTLLNERGVNVLKDLLKG 

                     RISYYEMPDKDLPTIRYHGRKFLDTRVVYCHMSKLQERDYMITRRQLCYHEMFDKNMY 

                     NVSMAVLGQLNLMNNLDTLFQEQDKELYPNLKINNGVLYGEELVTLNISSKFKYFINR 

                     IQTLKGKHFIYFSNSTYGGLVIKYIMLSNGYSEYNGSQGTNPHMINGKPKTFAIVTSK 

                     MKSSLEDLLDVYNSPENDDGSQLMFLFSSNIMSESYTLKEVRHIWFMTIPDTFSQYNQ 

                     ILGRSIRKFSYADISEPVNVYLLAAVYSDFNDEVTSLNDYTQDELINVLPFDIKKLLY 

                     LKFKTKETNRIYSILQEMSETYSLPPHPSIVKVLLGELVRQFFYNNSRIKYNDSKLLK 

                     MVTSVIKNKEDARNYIDDIVNGHFFVTNKVFDKSLLYKYENDIITVPFRLSYEPFVWG 

                     VNFRKEYNVVSSP" 

     gene            119274..119759 

                     /locus_tag="CPXV124" 

     CDS             119274..119759 

                     /locus_tag="CPXV124" 

                     /codon_start=1 

                     /product="CPXV124 protein" 

                     /protein_id="ARR30902.1" 

                     /translation="MSSFVTNGYLSVTLEPHELTLDIKTNIRNAVYKTYLHREISGKM 

                     AKKIEIREDVELPLGEIVNNSVVINVPCVITYAYYHVGDIVRGTLNIEDESNVTIQCG 

                     DLICKLSRDSGTVSFSDSKYCFFRNGNAYDNGSEVTAVLMEAQQGIESSFVFLANIVD 

                     S" 

     gene            complement(119722..120636) 

                     /locus_tag="CPXV125" 

     CDS             complement(119722..120636) 

                     /locus_tag="CPXV125" 

                     /codon_start=1 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=117334&to=119247
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=117334&to=119247
https://www.ncbi.nlm.nih.gov/protein/1193118132
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=119274&to=119759
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=119274&to=119759
https://www.ncbi.nlm.nih.gov/protein/1193118251
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=119722&to=120636
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=119722&to=120636


                     /product="CPXV125 protein" 

                     /protein_id="ARR30843.1" 

                     /translation="MTQQLSPINIETKKAISDARLKPLDIHYNESKPTTIQNTGKLVR 

                     INFKGGYISGGFLPNEYVLSSLHIYWGKEDDYGSNHLIDVYKYSGEINLVHWNKKKYS 

                     SYEEAKKHDDGIIIVAIFLQVSDHKNVYFQKIVNQLDYIKSANTSVPFDSVFYLDNLL 

                     PSTLDYFTYLGTTINHSANAAWIIFPTPINIHSDQLSKFRTLLSSSNHEGKPHYITEN 

                     YRNPYKLNDDTQVYYSGEIIRAATTSPARENYFMKWLSDLREACFSYYQKYIEGNKTF 

                     AIIAIVFVFILTAILFLMSRRYSREKQN" 

     gene            120678..121319 

                     /locus_tag="CPXV126" 

     CDS             120678..121319 

                     /locus_tag="CPXV126" 

                     /codon_start=1 

                     /product="CPXV126 protein" 

                     /protein_id="ARR30877.1" 

                     /translation="MGITMDEEVIFETPRELISIKRIKDIPRSKDTHVFAACITSDGY 

                     PLIGARRTSFAFQAILSQQNSDSIFRVSTKLLRFMYYNELREIFRRLRKGSINNIDPH 

                     FEELILLGGKLDKKESIKDCLRRELKEESDERITVKEFGNVILKLTTRDKLFNKVYIG 

                     YCMACFINQSLEDLSHTSIYNVEIRKIKSLNDCINDDKYEYLSYIYNMLVNSK" 

     gene            121316..122062 

                     /locus_tag="CPXV127" 

     CDS             121316..122062 

                     /locus_tag="CPXV127" 

                     /codon_start=1 

                     /product="CPXV127 protein" 

                     /protein_id="ARR30861.1" 

                     /translation="MNFYRSSIISQIIKYNRRLAKSIICEDDSQIITLTAFVNQCLWC 

                     HKRVSVSAILLTTDNKILVCNRRDSFLYSEIIRTRNMSRKKRLFLNYSNYLNKQERSI 

                     LSSFFSLYPATTDNDRIDAIYPGGIPKRGENVPECLSREIKEEVNIDNSFVFIDTRFF 

                     IHGIIEDTIINKFFEVIFFVGRISLTSDQIIDTFKSNHEIKDLIFLDPNSGNGLQYEI 

                     AKYALDTAKLKCYGHRGCYYESLKKLTEDD" 

     gene            complement(122063..123958) 

                     /locus_tag="CPXV128" 

     CDS             complement(122063..123958) 

                     /locus_tag="CPXV128" 

                     /codon_start=1 

                     /product="CPXV128 protein" 

                     /protein_id="ARR30786.1" 

                     /translation="MSKSHAAYIDYALRRTTNMPVEMMGSDVVRLKDYQHFVARVFLG 

                     LDSMHSLLLFHETGVGKTMTTVYILKHLKDIYTNWAIILLVKKALIEDPWMNTILRYA 

                     PEITKDCIFINYDDQNFRNKFFTNIKTINSKSRICVIIDECHNFISKSLIKEDGKIRP 

                     TRSVYNFLSKTIALKNHKMICLSATPIVNSVQEFTMLVNLLRPGSLQHQSLFENKRLV 

                     DEKELVSKLGGLCSYIVNNEFSIFDDVEGSASFAKKTVLMRYVNMSKKQEEIYQKAKL 

                     AEIKTGISSFRILRRMATTFTFDSFPERQNRDPGEYAQEIATLYNDFKNSLRDREFSK 

https://www.ncbi.nlm.nih.gov/protein/1193118192
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=120678&to=121319
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=120678&to=121319
https://www.ncbi.nlm.nih.gov/protein/1193118226
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=121316&to=122062
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=121316&to=122062
https://www.ncbi.nlm.nih.gov/protein/1193118210
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=122063&to=123958
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=122063&to=123958
https://www.ncbi.nlm.nih.gov/protein/1193118135


                     SALDTFKRGELLGGDASAADISLFTELKEKSVKFIDVCLGILASHGKCLVFEPFVNQS 

                     GIEILLLYFKVFGISNIEFSSRTKDTRIKAVAEFNQESNTNGECIKTCVFSSSGGEGI 

                     SFFSINDIFILDMTWNEASLRQIVGRAIRLNSHVLTPPERRYVNVHFIMARLSNGMPT 

                     VDEDLFEIIQSKSKEFVQLFRVFKHTSLEWIHVNEKDFSPIDNESGWKTLVSRAIDLS 

                     SKKNITNKLIEGTNIWYSNSNRLMSINRGFKGVDGRVYDVDGNYLHDMPDNPVIKIHD 

                     GKLIYIF" 

     gene            complement(123992..124855) 

                     /locus_tag="CPXV129" 

     CDS             complement(123992..124855) 

                     /locus_tag="CPXV129" 

                     /codon_start=1 

                     /product="CPXV129 protein" 

                     /protein_id="ARR30848.1" 

                     /translation="MDEIVKNIREGTHVLLPFYETLPELNLSLGKSPLPSLEYGANYF 

                     LQISRVNDLNRMPTDMLKLFTHDIMLPESDLDKVYEILKINSVKYYGRSTKADAVVAD 

                     LSARNKLFKRERDAIKSNNHLTENNLYISDYKMLTFDVFRPLFDFVNEKYCIIKLPTL 

                     FGRGVIDTMRIYCSLFKNVRLLKCVSDSWLKDSAIMVASDVCKKNLDLFMSHVKSVTK 

                     SSSWKDVNSVQFSILNDPVDTEFINKFLEFSNRVYEALYYVHSLLYSSMTSDSKSIEN 

                     KHQRRLVKLLL" 

     gene            124817..125035 

                     /locus_tag="CPXV130" 

     CDS             124817..125035 

                     /locus_tag="CPXV130" 

                     /codon_start=1 

                     /product="CPXV130 protein" 

                     /protein_id="ARR30950.1" 

                     /translation="MSPLPDIFYNFIHLQLYSLFSLLLVIISHNLGNTYPLIVRYLIQ 

                     VITYNYQLFLYIIDWMVDIHGGINYSNR" 

     gene            complement(124886..126541) 

                     /locus_tag="CPXV131" 

     CDS             complement(124886..126541) 

                     /locus_tag="CPXV131" 

                     /codon_start=1 

                     /product="CPXV131 protein" 

                     /protein_id="ARR30796.1" 

                     /translation="MNNTIINSLIGGDDSIKRSNVFAVDSQIPTLYMPQYISLSGVMT 

                     NDGPDNQAIASFEIRDQYITALNHLVMSLELPEVKGIGRFGYVPYVGYKCINHVSISS 

                     CNGVIWEIEGEELYNNCINNTIALKHSGYSSELNDISIGLTPNDTIKEPSTVYVYIKT 

                     PFDVEDTFSSLKLSDSKITVTVTFNPVSDIVIRDSSFDFETFNKEFVYVPELSFIGYM 

                     VKNVQIKPSFIEKPRRVIGQINQPTATVTEVHAATSLSVYTKPYYGNTDNKFISYPGY 

                     AQDEKDYIDAYVSRLLDDLVIVSDGPPTGYPESAEIVEVPEDGVVSIQDADVYVKIDN 

                     VPDNMSVYLHTNLLMFGTRKNSFIYNISKKFSAITGTYSDATKRTVFAHISHTINIID 

                     TSIPVSLWTSQRNVYNGDNRSAESKAKDLFINDPFIKGIDFKNKTDIISRLEVRFGND 

                     VLYSENGPISRIYNELLTKSNNGTRTLTFNFTPKIFFRPTTITANVSRGKDKLSVRVV 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=123992&to=124855
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=123992&to=124855
https://www.ncbi.nlm.nih.gov/protein/1193118197
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=124817&to=125035
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=124817&to=125035
https://www.ncbi.nlm.nih.gov/protein/1193118299
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=124886&to=126541
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=124886&to=126541
https://www.ncbi.nlm.nih.gov/protein/1193118145


                     YSTMDVNHPIYYVQKQLVVVCNDLYKVSYDQGVSITKIMGDNN" 

     gene            complement(126565..127017) 

                     /locus_tag="CPXV132" 

     CDS             complement(126565..127017) 

                     /locus_tag="CPXV132" 

                     /codon_start=1 

                     /product="CPXV132 protein" 

                     /protein_id="ARR30909.1" 

                     /translation="MAKRVSLPDVVISAPKAVFKPAKEEALACILPKYYKSMADVSIK 

                     TNSVIDKCWFCNQELVFKPISIETFKGGEVGYFCSKICRDSLASMVKSHVALREEPKI 

                     SLLPLVFYEDKEKVINTINLLRDKDGVYGSCYFKENSQIIDISLRSLL" 

     gene            complement(127038..127712) 

                     /locus_tag="CPXV133" 

     CDS             complement(127038..127712) 

                     /locus_tag="CPXV133" 

                     /codon_start=1 

                     /product="CPXV133 protein" 

                     /protein_id="ARR30871.1" 

                     /translation="MNLRLCSGCRHNGIVSEQGYEYCIFCESVFQKCTKVQKKSNFHV 

                     SNKLIHLRNVLRRLLSHQCSGEIISELLDIMEKNQISTDDVDANFVSSFLKANERINK 

                     KDYKLVFEIINQVKDEKLNLSTEKINEVVEIFKHLVFFCQENTPSKTINYSFFLDKIF 

                     DITSVTKNLKPQTVKNYTKNNSNQLVWENFLAHMRSKKRVTMVEDYGHDYVFVDERFS 

                     TCSLEV" 

     gene            complement(127709..127939) 

                     /locus_tag="CPXV134" 

     CDS             complement(127709..127939) 

                     /locus_tag="CPXV134" 

                     /codon_start=1 

                     /product="CPXV134 protein" 

                     /protein_id="ARR30947.1" 

                     /translation="MSWYEKYNIVLNPPKRCSSACADNLTTMLSEDGNNIRAILYSQP 

                     QKLKVLQDFLATSRNKMFLYKILDDEIRRVLT" 

     gene            complement(127954..129888) 

                     /locus_tag="CPXV135" 

     CDS             complement(127954..129888) 

                     /locus_tag="CPXV135" 

                     /codon_start=1 

                     /product="CPXV135 protein" 

                     /protein_id="ARR30782.1" 

                     /translation="MEAVVNSDVFLTSNAGLKSSYTNQTLSLVDEDHIHTSDKSLSCS 

                     VCNSLSQIVDDDFISAGARNQRTKPKRVGNDQSQQPIKKDCMVSIDEVASTHDWNTRL 

                     RNDGNAIAKYLTTNKYDTSNFTIQDMLNIMNKLNIVRTNRNELFQLLSHVKSTLNNAS 

                     VSVKCTHPLVLIHSRASPRIGDQLKELDKIYSPSNHHILLSTTRFQSMHFTDMSSSQD 

                     LSFIYRKPETNYYIHPILMALFGIKLPALENAYVHGDTYSLIQQLYEFRRVKSYNYML 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=126565&to=127017
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=126565&to=127017
https://www.ncbi.nlm.nih.gov/protein/1193118258
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=127038&to=127712
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=127038&to=127712
https://www.ncbi.nlm.nih.gov/protein/1193118220
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=127709&to=127939
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=127709&to=127939
https://www.ncbi.nlm.nih.gov/protein/1193118296
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=127954&to=129888
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=127954&to=129888
https://www.ncbi.nlm.nih.gov/protein/1193118131


                     LVNRLTEDNPIVITGVSDLISTEIQRANMHTMIRKAIMNIRMGIFYCNDDDAVDPHLM 

                     KIIHTGCSQVMTDEEQILASILSIVGFRPTLVSVARPMNGISYDMKLQAAPYIVVNPM 

                     KMITTSDSPISINSKDIYSMAFDGNSGRVVFAPPNIGYGRCSGVTHIDPLGTNVMGSA 

                     VHSPVIVNGAMMFYVERRQNKNMFGGECYTGFRSLIDDTPIDVSPEIMLNGIMYRLKS 

                     AVCYKLGDQFFDCGSSDIFLKGHYTILFTENGPWMYDPLSVFNPGARNARLMRALKNQ 

                     YKKLSMDSDDGFYEWLNGDGSVFAASKQQMLMNHVANFDDDLLTMEEAMSMISRHCCI 

                     LIYAQDYDQYISARHITELF" 

     gene            complement(129941..130828) 

                     /locus_tag="CPXV136" 

     CDS             complement(129941..130828) 

                     /locus_tag="CPXV136" 

                     /codon_start=1 

                     /product="CPXV136 protein" 

                     /protein_id="QEM24896.1" 

                     /translation="MDFFNKFSQGLAESSTPKSSIYYSEEKDPDTKKDEAIEIGLKSQ 

                     ESYYQRQLREQLARDNMMAASRQPIQPLQPTIHITPQPVPTPTPAPILTPTPAPIPTP 

                     APILTPSSTAPTPKPRQQTNTSSDTPNLFDWLTADDNTQPSSLLPPLTPSNSIQDMVS 

                     KFNKDQKTTTPPSTQPSQTLPTTTCTQQSDGSISCTTPTVTPPQPPIVATVCTPTPTG 

                     GTVCTTAQQNPNPGATSQQNLDDMSLKDLMSNVERDMHQLQAETNDLVTNVNDAREYT 

                     RRAIDQILQLVKGFERFQK" 

     gene            130866..131360 

                     /locus_tag="CPXV137" 

     CDS             130866..131360 

                     /locus_tag="CPXV137" 

                     /codon_start=1 

                     /product="CPXV137 protein" 

                     /protein_id="ARR30900.1" 

                     /translation="MADTDDIIDYESDDLTEYEDDEEEEEDGESLETSDIDPKSSYKI 

                     VESASTHIEDAHSNLKHIGNHISALKRRYTRRISLFEIAGIIAESYNLLQRGRLPLVS 

                     EFSDETMKQNMLHVIIQEIEEGSCPIVIEKNGELLSVNDFDKDGLKFHLDYIIKIWKL 

                     QKRY" 

     gene            complement(131357..132475) 

                     /locus_tag="CPXV138" 

     CDS             complement(131357..132475) 

                     /locus_tag="CPXV138" 

                     /codon_start=1 

                     /product="CPXV138 protein" 

                     /protein_id="ARR30816.1" 

                     /translation="MDKLRVLYDEFVTISKDNLERETGLSASDVDMDFDLNIFMTLVP 

                     VLEKKVCPITPTIEDDKIVTMMKYCSYQSFSFWFLKSGAVVKSVYNKLDDVEKEKFVA 

                     TFRDMLLNVQTLISLNSMYTRLRQDTEDIVSDSKKIMEIVSHLRASTTENAAYQVLQQ 

                     NNSFIVSTLNKILSDENYLLKIIAVFDSKLISEKETLNEYKQLYTISSESLVYGIRCV 

                     SNLDISSVQLSNNKYVLFVKKMLPKIILFQNNDINAQQFANVISKIYTLIYRQLTSNV 

                     DVGCLLTDTIESAKTKISVEKIKQTGINNIQSLIKFISDNKKEYKTIISEEYLSKEDR 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=129941&to=130828
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=129941&to=130828
https://www.ncbi.nlm.nih.gov/protein/1735180532
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=130866&to=131360
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=130866&to=131360
https://www.ncbi.nlm.nih.gov/protein/1193118249
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=131357&to=132475
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=131357&to=132475
https://www.ncbi.nlm.nih.gov/protein/1193118165


                     IITILQNIVNEHDIKYDNKLLNMRDLIVTFRERYSYKF" 

     gene            complement(132499..134631) 

                     /locus_tag="CPXV139" 

     CDS             complement(132499..134631) 

                     /locus_tag="CPXV139" 

                     /codon_start=1 

                     /product="CPXV139 protein" 

                     /protein_id="ARR30775.1" 

                     /translation="MRYIVSPQLVLQVGKGQEVERALYLTPYDYIDEKSPIYYFLRSH 

                     LNIQQPEIVKRHILLTLRMTQLKGYLGNLLDIKDDIIIYSHKNNLEYSYVDNTIFNPF 

                     VYTQKKTLLKNDSFLYNVYPGACDFLVIWVARACDTSIPEFGSYEDVDNNIIKFETML 

                     MEVFPQLDLDITVESKFNNIFRTNLKLTGLKKIIQRVQDLDINYKSLLSRYDEHFINM 

                     TGNHFILNDEQLNLSIWDLDGTLALSSDGDTVMINNVKLFTDLVSDIDTQMERIKGDI 

                     TYKVHLATPINSRIKLDIETSFIFIETATNNILLSSDKKISIILAKNHISIKVKNHIP 

                     NIEKYFTFLVIAINAMFNSVQKSADFTKVETVYWSRICQNTKNKNRKPIIINYLDPGM 

                     KKISNNFYRSDEKEVFINDNGIMFTCMDPLGKYNKVGFLNIFHDMRKYCIPCCFLHDQ 

                     SHRSTFSSCVHQIDVEKKIVSPYILNFGKVVTESKMSFLPIIFDTFLNDGMSANMEQD 

                     NKRLKETSGYHIVRCCAGDDIVRLRTTSDIIQFVNEDKNILIVNDMVYFPMNASDIGN 

                     KIHILIQEIVHEVMIVKKKESSDKIDFFPPNYKLLKDLFPKQTIQTPIRSDSGMVLTT 

                     DGFYIDGKLFNEDLSSKYVTFTKNVVTSDSVAKYFSPLFKYVISEAKDRFIKTWMINI 

                     MIHMNVDPNNIIPTLEKYYPNSGRAQIN" 

     gene            134685..135551 

                     /locus_tag="CPXV140" 

     CDS             134685..135551 

                     /locus_tag="CPXV140" 

                     /codon_start=1 

                     /product="CPXV140 protein" 

                     /protein_id="ARR30847.1" 

                     /translation="MFEPVPDLNLEASVELGEVNIDQTTPMIKENSGFISRSRRLFAH 

                     RSKDDERKLALRFFLQRLYFLDHREIHYLFRCVDAVKDVTITKKNNIIVAPYIALLTI 

                     ASKGCKLTETMIEAFFPELYNEHSKKFKFNSQVSIIQEKLGYQSGNYHVYDFEPYYST 

                     VALAIRDECSSGIFNIRQESYLVSSLSEITYRFYLINLKSDLVQWSASTGAVINQMVN 

                     TVLITVYEKLQLVIENDSQFTCSLAVESELPIKLLKDRNELFTKFINELKKTSSFKIS 

                     KRDKDTLLKYFT" 

     gene            complement(135544..135909) 

                     /locus_tag="CPXV141" 

     CDS             complement(135544..135909) 

                     /locus_tag="CPXV141" 

                     /codon_start=1 

                     /product="CPXV141 protein" 

                     /protein_id="QEM24890.1" 

                     /translation="MSCYIAILKSVGGLALFQVANGAIDLCRHFFMYFCEQKLRPNSF 

                     WFVVVRAIASMIMYLVLGIALLYISEQDDKKNTNNSNTNNDGNNGNNGNNGNNGNNNN 

                     DSNNDKRNESSINSNSSFK" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=132499&to=134631
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=132499&to=134631
https://www.ncbi.nlm.nih.gov/protein/1193118124
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=134685&to=135551
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=134685&to=135551
https://www.ncbi.nlm.nih.gov/protein/1193118196
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=135544&to=135909
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=135544&to=135909
https://www.ncbi.nlm.nih.gov/protein/1735180533


     gene            complement(135910..138594) 

                     /locus_tag="CPXV142" 

     CDS             complement(135910..138594) 

                     /locus_tag="CPXV142" 

                     /codon_start=1 

                     /product="CPXV142 protein" 

                     /protein_id="ARR30767.1" 

                     /translation="MMPIKSIVTLDQLEDSEYLFRIVSTVLPHLCLDYKVCDQLKTTF 

                     VHPFDILLNNSLGSVTKQDELQAAISKLGINYLIDTTSSELKLFNVTLNAGNIDIINT 

                     PINISSETNPIINTHSFYDLPPFTQHLLNIRLTDTEYRARFIGGYIKPDGSDSMDVLA 

                     EKKYPDLNFDNTYLFNILYKDVVIDAPIKEFKAKIVNGVLSRQDFDNLIGVRQYVTAH 

                     DRPRFDDTYNIADAARHYGVNLNTLPLPNVDLTTMPTYKHLIMYEQYFINTYDRVDIY 

                     YNGNRMIFDDEITDFCISMRYQSLIPRLVEFFPDIQVNNNIVLRTRDPQNATVNVTVA 

                     LPNMQFVYINRNTKFFINFFNLLAKEQRSTAIKVAKSMFWDGMDYEEYKSKNLQDMMF 

                     INSTCYVFGLYNHNNTTYCSILSDIISAEKTPIRVCLLPRVVGGKTVTNLISETLKSI 

                     SSMTIREFPRKDKDKSIMHIGLSETGFMRFFQLLRLMADKPHETAIKEVVMAYVGIKL 

                     GDKGSPYYIRKESYQDFIYLLFASMGFKVTTRRSIMGSNNISIISIRPRVTKQYIVTT 

                     LMKTSCSKNEAEKLITSAFDLLNFMVSVSDFRDYQSYRQYRNYCPRYFYAGSPEGEET 

                     IICDSEPISILDRIDTRGIFSAYTINEMMDTDIFSPENKAFKNNLSRFIESGDITGED 

                     IFCAMPYNILDRIITNAGTCTVSIGDMLDNITTQSDCNMTNEITDMINASLKNTISKD 

                     NNMLVSQALDSVANRSKQKIGDLRQSSCKMALLFKNLATSIYTIERIFNAKVGDDVKA 

                     SMLEKYKVFTDISMSLYKDLIAMENLKAMLYIIRRSGCRIDDAQITTDDLVKSYSLIR 

                     PKILSMINYYNEMSRGYFEHMKKNLNMTDGDSVSFDDE" 

     gene            138609..139565 

                     /locus_tag="CPXV143" 

     CDS             138609..139565 

                     /locus_tag="CPXV143" 

                     /codon_start=1 

                     /product="CPXV143 protein" 

                     /protein_id="ARR30836.1" 

                     /translation="MTTVPVTDIQNDLITEFSEDNYPSNKNYEITLRQMSILTHVNNV 

                     VDREHNAAVVSSPEEISSQLNEDLFPDDDSPATIIERVQPHTTIIDDTPPPTFRRELL 

                     ISEQRQQREKRFNITVSKNAEAIMESRSMITSMPTQTPSLGVVYDKDKRIQMLEDEVV 

                     NLRNQRSNTKSSDNLDNFTRILFGKTPYKSTEVNKRIAIVNYANLNGSPLSVEDLDVC 

                     SEDEIDRIYKTIKQYHESRKRKIIVTNVIIIVINIIEQALLKLGFEEIKGLSTDITSE 

                     IIDVEIGDDCDAVASKLGIGNSPVLNIVLFILKIFVKRIKII" 

     gene            complement(139567..140139) 

                     /locus_tag="CPXV144" 

     CDS             complement(139567..140139) 

                     /locus_tag="CPXV144" 

                     /codon_start=1 

                     /product="CPXV144 protein" 

                     /protein_id="ARR30882.1" 

                     /translation="MADKKNLAVRSSYDDYIETVNKITPQLKNLLAQIGGDAAVKGGN 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=135910&to=138594
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=135910&to=138594
https://www.ncbi.nlm.nih.gov/protein/1193118116
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=138609&to=139565
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=138609&to=139565
https://www.ncbi.nlm.nih.gov/protein/1193118185
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=139567&to=140139
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=139567&to=140139
https://www.ncbi.nlm.nih.gov/protein/1193118231


                     NNLNSQTDVTAGACDTKSKSSKCITCKPKSKSSSSTSTSKGSKNTSGAPRRRTTATTS 

                     FNAMDGQIVQAVTNAGKIVYGTVRDGQLEVRGMVGEINHDLLGIESVNAGKKKPSKKM 

                     PTTKKITVSSGMRRQEQINPDDCCLDMGMY" 

     gene            complement(140163..140375) 

                     /locus_tag="CPXV145" 

     CDS             complement(140163..140375) 

                     /locus_tag="CPXV145" 

                     /codon_start=1 

                     /product="CPXV145 protein" 

                     /protein_id="ARR30952.1" 

                     /translation="MIGILLLIGICVAVTVAILYAMYNKIKNSQNPNPSPNLNSPPPE 

                     TRNTKFVNNLEKDHISSLYNLVKSSA" 

     gene            complement(140483..140755) 

                     /locus_tag="CPXV146" 

     CDS             complement(140483..140755) 

                     /locus_tag="CPXV146" 

                     /codon_start=1 

                     /product="CPXV146 protein" 

                     /protein_id="ARR30935.1" 

                     /translation="MDMMLMIGNYFSGVLIAGIILLILSCIFAFIDFSKSTSPTRTWK 

                     VLSIMAFVLGIIITVGMLIYSMWGKHCAPHRVSGVIHTNHSDISMN" 

     gene            complement(140772..140933) 

                     /locus_tag="CPXV147" 

     CDS             complement(140772..140933) 

                     /locus_tag="CPXV147" 

                     /codon_start=1 

                     /product="CPXV147 protein" 

                     /protein_id="ARR30960.1" 

                     /translation="MISNYEPLLLLVITCCVLLFNFTISSKTKIDIIFAVQTIVFIWF 

                     IFHFVHSAI" 

     gene            complement(140923..141207) 

                     /locus_tag="CPXV148" 

     CDS             complement(140923..141207) 

                     /locus_tag="CPXV148" 

                     /codon_start=1 

                     /product="CPXV148 protein" 

                     /protein_id="ARR30934.1" 

                     /translation="MFVDDNSLIIYSTWPSTLSDSSGRVIVMPDNRSFTFKEGFKLDE 

                     SIKSILLVNPSSIDLLKIRVYKHRIKWMGDIFVLFEQENIPPPFRLVNDK" 

     gene            complement(141191..142324) 

                     /locus_tag="CPXV149" 

     CDS             complement(141191..142324) 

                     /locus_tag="CPXV149" 

                     /codon_start=1 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=140163&to=140375
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=140163&to=140375
https://www.ncbi.nlm.nih.gov/protein/1193118301
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=140483&to=140755
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=140483&to=140755
https://www.ncbi.nlm.nih.gov/protein/1193118284
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=140772&to=140933
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=140772&to=140933
https://www.ncbi.nlm.nih.gov/protein/1193118309
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=140923&to=141207
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=140923&to=141207
https://www.ncbi.nlm.nih.gov/protein/1193118283
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=141191&to=142324
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=141191&to=142324


                     /product="CPXV149 protein" 

                     /protein_id="ARR30813.1" 

                     /translation="MGAAVTLNRIKIAPGIADIRDKYMELGFNYPEYNRAVKFAEESY 

                     MYYYETSPGEIKPKFCLIDGMSIDHCSSFIVPEFAKQYVLIRGEPCSSFKFRPGSLIY 

                     YQNEVTPEYIKDLKHATDYIASGQRCHFIKKDYLLGDSDSVAKCCSKTNTKHCPKIFN 

                     NNYKTEHCDDFMTGFCRKDPGNPNCLEWLRAKRKPAMSTYSDICSKHMDERYCSEFIR 

                     IIRPDYFTFGDTALYVFCNDHKGNRNCWCANYPKSNSGDKYLGPRVCWLHECTDESRD 

                     RKWLYYNQDVQRTRCKYVGCTINVNSLALKNSQAELTSNCTRTTSAVGDVDPGEPVVK 

                     DKIKLPTWLGAAITLVVISVIFYFISIYSRPKIKTNDINVRRR" 

     gene            complement(142327..142935) 

                     /locus_tag="CPXV150" 

     CDS             complement(142327..142935) 

                     /locus_tag="CPXV150" 

                     /codon_start=1 

                     /product="CPXV150 protein" 

                     /protein_id="ARR30880.1" 

                     /translation="MSYLRYYNMLDDFSAGAGVLDKDLFTEEQQQSFMPKDGGMMQND 

                     YGGMNDYLGIFKNNDVRTLLGLILFVLALYSPPLISILMIFISSFLLPLTSLVITYCL 

                     VTQMYRGGNGNTVGMSIVCIVAAVIIMAINVFTNSQIFNIISYIILFILFFAYVMNIE 

                     RQDYKRINITIPEHHTCNKPYNAGNKVDVDIPTFNSLNTDDY" 

     gene            142950..144428 

                     /locus_tag="CPXV151" 

     CDS             142950..144428 

                     /locus_tag="CPXV151" 

                     /codon_start=1 

                     /product="CPXV151 protein" 

                     /protein_id="ARR30800.1" 

                     /translation="MSLLKMEYNLYAELKKMTCGQPISLFNEDGDFVEVEPGSSFKFL 

                     IPKGFYSSPSVKTSLVFETLTTTDNKITSINPTNAPKLYPLQRKVVSEVVSTMRKMIE 

                     LKRPLYITLHLACGFGKTITTCYLMATHGRKTVICVPNKMLIHQWKTQVEAVGLEHKI 

                     SIDGVSSLLKELKTQSPDVLIVVSRHLTNDAFCKYINKHYDLFILDESHTYNLMNNTA 

                     VTRFLAYYPPMMCYFLTATPRPANRIYCNSIINIAKLSDLKKTIYAVDSFFEPYSTDN 

                     IRHMIKRLDGPSNKYHIYTEKLLSVDEPRNQLILDTLVEEFKSGTINRILVITKLREH 

                     MVLFYKRLLDIFGPEVVFIGDAQNRRTPDMVKSIKELNRFIFVSTLFYSGTGLDIPSL 

                     DSLFICSAVINNMQIEQLLGRVCRETELLDRTVYVFPNTSIKEIKYVIGNFVQRIISL 

                     SVDKLGFKQESYRKHQESDPTSVPTSSREERVLNRIFNSQNR" 

     gene            complement(144409..144642) 

                     /locus_tag="CPXV152" 

     CDS             complement(144409..144642) 

                     /locus_tag="CPXV152" 

                     /codon_start=1 

                     /product="CPXV152 protein" 

                     /protein_id="ARR30945.1" 

                     /translation="MDSTNVRSGMKSRKKKPKTTVIDDDDDCMTCSACQSKLVKISDI 

https://www.ncbi.nlm.nih.gov/protein/1193118162
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=142327&to=142935
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=142327&to=142935
https://www.ncbi.nlm.nih.gov/protein/1193118229
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=142950&to=144428
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=142950&to=144428
https://www.ncbi.nlm.nih.gov/protein/1193118149
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=144409&to=144642
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=144409&to=144642
https://www.ncbi.nlm.nih.gov/protein/1193118294


                     TKVSLDYINTMRGNTLACAACGSSLKLLNDFAS" 

     gene            complement(144612..144857) 

                     /locus_tag="CPXV152A" 

     CDS             complement(144612..144857) 

                     /locus_tag="CPXV152A" 

                     /codon_start=1 

                     /product="CPXV152A protein" 

                     /protein_id="ARR30940.1" 

                     /translation="MIDCLVIILQHPELRQRWPLITKMFLFHVPRYTRSIIIKMSIHY 

                     IAIKIETIYQVLHDRAIGHILTYFLLPKWIAPMCVPE" 

     gene            complement(144643..144996) 

                     /locus_tag="CPXV153" 

     CDS             complement(144643..144996) 

                     /locus_tag="CPXV153" 

                     /codon_start=1 

                     /product="CPXV153 protein" 

                     /protein_id="ARR30927.1" 

                     /translation="MITLFLILCYFILIFNIIVPAISEKMRRERAAYVNYKRLNKNFI 

                     CVDDRLFSYNFTTSGIKAKVAVDNKNVPIPCSKIHEVNNNKNVDTLYCDKDRDDIPGF 

                     ARSCYRAYSDLFFTT" 

     gene            144995..146275 

                     /locus_tag="CPXV154" 

     CDS             144995..146275 

                     /locus_tag="CPXV154" 

                     /codon_start=1 

                     /product="CPXV154 protein" 

                     /protein_id="ARR30807.1" 

                     /translation="MTSSADLTNLKELLSLYKSLRFSDSAAIEKYNSLVEWGTSTYWK 

                     IGVQKVANVETSISDYYDEVKNKPFNIDPGYYIFLPVYFGSVFIYSKGKNMVELGSGN 

                     SFQIPDEMRSACNKVLDSDNGIDFLRFVLLNNRWIMEDAISKYQSPVNIFKLASEYGL 

                     NIPNYLEIEIEEDTLFDDELYSIIERSFDDKFPKISISYIKLGELRRQVVDFFKFSFM 

                     YIESIKVDRIGDNIFIPSVITKSGKKILVKDVDHLIRSKVREHTFVKVKKKNTFSILY 

                     DYDGNGTETRGEVIKRIIDTIGRDYYINGKYFSKVGSAGLKPLTNKLDINECASVDEL 

                     VDEINKSGTVKRKIKNQSAFDLSRECLGYPEADFITLVNNMRFKIENCKVVSFNIENT 

                     NCLNNPSIETIYGNFNQFVSIFNAVTDVKKRLFE" 

     gene            146205..146768 

                     /locus_tag="CPXV155" 

     CDS             146205..146768 

                     /locus_tag="CPXV155" 

                     /codon_start=1 

                     /product="CPXV155 protein" 

                     /protein_id="ARR30885.1" 

                     /translation="METLTSSSQSLMPLPMSKKDYSSEIICAFDIGAKNPARTVLEVK 

                     DNSVRVLDISKLDWSSDWERRIAKDLSQYEYTTVLLERQPRRSPYVKFIYFIKGFLYH 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=144612&to=144857
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=144612&to=144857
https://www.ncbi.nlm.nih.gov/protein/1193118289
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=144643&to=144996
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=144643&to=144996
https://www.ncbi.nlm.nih.gov/protein/1193118276
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=144995&to=146275
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=144995&to=146275
https://www.ncbi.nlm.nih.gov/protein/1193118156
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=146205&to=146768
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=146205&to=146768
https://www.ncbi.nlm.nih.gov/protein/1193118234


                     TSAAKVICVSPVMSGNSYRDRKKRSVEAFLDWMDTFGLRDSVPDRRKLDDVADSFNLA 

                     MRYVLDKWNTNYTPYNRCKSRNYIKKM" 

     gene            146788..147936 

                     /locus_tag="CPXV156" 

     CDS             146788..147936 

                     /locus_tag="CPXV156" 

                     /codon_start=1 

                     /product="CPXV156 protein" 

                     /protein_id="ARR30812.1" 

                     /translation="MDNLFTFLHEIEDRYARTIFNFHLISCDEIGDIYGLMKERISSE 

                     DMFDNIVYNKDIHPAIKKLVYCDIQLTKHIINQNTYPVFNDSSQVKCCHYFDINSDNS 

                     NISSRTVEIFEREKSSLVSYIKTTNKKRKVNYGEIKKTVHGGTNANYFSGKKSDEYLS 

                     TTVRSNINQPWIKTISKRMRVDIINHSIVTRGKSSILQTIEIIFTNRTCVKIFKDSTM 

                     HIILSKDKDEKGCIHMIDKLFYVYYNLFLLFEDIIQNEYFKEVANIVNHVLTATALDE 

                     KLFLIKKMAEHDVYGVSNFKIGMFNLTFIKSLDHTVFPSLLDEDSKIKFFKGKKLNIV 

                     ALRSLEDCINYVTKSENMIEMMKERSTILNSIDIETESVDRLKELLLK" 

     gene            147933..151427 

                     /gene="rpo132" 

                     /locus_tag="CPXV157" 

     CDS             147933..151427 

                     /gene="rpo132" 

                     /locus_tag="CPXV157" 

                     /note="CPXV157 protein; DNA-directed RNA polymerase 132 

                     kDa polypeptide" 

                     /codon_start=1 

                     /product="Rpo132" 

                     /protein_id="ARR30765.1" 

                     /translation="MKKNTDSEMDQRLGYKFLVPDPKAGVFYRPLHFQYVSYSNFILH 

                     RLHEILTVKRPLLSFKNNTERIMIEISNVKVTPPDYSPIIASIKGKSYDALATFTVNI 

                     FKEVMTKEGISITKISSYEGKDSHLIKIPLLIGYGNKNPLDTAKYLVPNVIGGVFINK 

                     QSVEKVGINLVEKITTWPKFRVVKPNSFTFSFSSVSPPNVLPTRYRHYKISLDISQLE 

                     ASNISSTKTFITVNIVLLSQYLSRVSLEFIRRSLSYDMPPEVVYLVNAIIDSAKRLTE 

                     SITDFNIDTYINDLVEAEHIKQKSQLTINEFKYEMLHNFLPHMNYTPDQLKGFYMISL 

                     LRKFLYCIYHTSRYPDRDSMVCHRILTYGKYFETLAHDELENYIGNIRNDIMNNHKNR 

                     GTYAVNIHVLTTPGLNHAFSSLLSGKFKKSDGSYRTHPHYSWMQNISIPRSVGFYPDQ 

                     VKISKMFSVRKYHPSQYLYFCSSDVPERGPQVGLVSQLSVLSSITNILTSEYLDLEKK 

                     ICEYIRSYYKDDISYFETGFPITIENALVASLNPNMICDFVTDFRRRKRMGFFGNLEV 

                     GITLVRDHMNEIRINIGAGRLVRPFLVVDNGELMMDVCPELESRLDDMTFSDIQKEFP 

                     HVIEMVDIEQFTFSNVCESVQKFRMMSKDERKQYDLCDFPAEFRDGYVASSLVGINHN 

                     SGPRAILGCAQAKQAISCLSSDIRNKIDNGIHLMYPERPIVISKALETSKIAANCFGQ 

                     HVTIALMSYKGINQEDGIIIKKQFIQRGGLDIVTAKKHQVEIPLENFNNKERDRSNAY 

                     SKLESNGLVRLNAFLESGDAMARNISSRTLEDDFARDNQISFDVSEKYTDMYKSRVER 

                     VQVELTDKVKVRVLTMKERRPILGDKFTTRTSQKGTVAYIADETELPYDENGITPDVI 

                     INSTSIFSRKTISMLIEVILTAAYSAKPYNNKGENRPVCFPSSNETSIDTYMQFAKQC 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=146788&to=147936
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=146788&to=147936
https://www.ncbi.nlm.nih.gov/protein/1193118161
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=147933&to=151427
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=147933&to=151427
https://www.ncbi.nlm.nih.gov/protein/1193118114


                     YEHSNPKLSDEELSDKIFCEKILYDPETDKPYASKVFFGPIYYLRLRHLTQDKATVRC 

                     RGKKTKLIRQANEGRKRGGGIKFGEMERDCLIAHGAANTITEVLKDSEEDYQDVYVCE 

                     NCGDIAAQIKGINTCLRCSKLNLSPLLTKIDTTHVSKVFLTQMNARGVKVKLDFERRP 

                     PSFYKPLDKVDLKPSFLA" 

     gene            complement(151405..155259) 

                     /gene="ati" 

                     /locus_tag="CPXV158" 

     CDS             complement(151405..155259) 

                     /gene="ati" 

                     /locus_tag="CPXV158" 

                     /note="CPXV158 protein" 

                     /codon_start=1 

                     /product="A-type inclusion protein" 

                     /protein_id="QEM24864.1" 

                     /translation="MEVTNLIEKCTKHSKDFATEVEKLWNDELSSESGLSRKTRNVIR 

                     NILRDITKSLTTDKKSKCFRILERSTINGEQIKDVYKTIFNNGVDVESRINTTGKYVL 

                     FTVMTYAAAELRLIKSDEIFALLSRFFNMICDIHRKYGCGNMFVGIPAALINLLEIDQ 

                     INKLFSVFSTRYDAKTYLYTEYFLFLNINHYLLVSGSELFINVAYGPASFSSPISVPD 

                     YIMEALTFKACDHIMKSGDLKYTYAFTKKVKDLFNTKSDSVYQYVRLHEMSYDGVSED 

                     TDDDDEVFAILNLSIDSSVDRYRNRVLLLTPEVASLRKEYSEAEPDYKYLMDEEVPAY 

                     DKHLPKPITNTGIEEPHATGGDKEEQEQQPVKVVQSKPDDGITPYNPFEDPDYVPTIT 

                     KTVLGIADYQLVINKLIEWLDKCEEECGNGGEYKTELEEAKRKLTEMNLELSDKLSKI 

                     RTLERDSVYKTERIDRLTKEIKELRDIQNGTDDGSDSSEIDKKTIRELRESLDREREM 

                     RTELERELDTIRDGKVEGSCQRELELSRMWLKQRDDDLRAEIDKRRNVEWELSRLRRD 

                     IKECDKYKEDLDKAKTTISNYVSRISTLESEIAKYQQDRDTLSVVRRELEEERRRVRD 

                     LESSLDECTRNQEDTQEVDALRSRIRELENKLADCIESGGGNLTEISRLQYRITDLER 

                     QLRECRGNATEISRLQYRITDLERQLNDCRRNNENNADTEREMQRLRNRITDLERQLS 

                     DCRRNNESNADMEREMQRLRDRIMDLDRQLNECKRNGNGTSSEEVNRLKTRIRDLERS 

                     LEICSKDESELYSAYKSELGRAREQISNLQESLRRERESDKTDSYYRRELTRERNKIV 

                     ELEKELNKCFDTNHAKYIDEINSKKTRISDLERQLAACKSNGGSNGDMDQYKREIESL 

                     KRELAECRRGNNGSHSDCKYYDEEAREEVKRLRQELTQLHEDLKRARESDKNDSYYKR 

                     ELERQRAKVIEVEKELERYFDDSRLAECKRHGDEMLRKIADLEKKLRDGGNGNGGNGC 

                     TSSCEFERKRIAVLEAEVRKSMETIKALEKFMEFDRLQKDCADKLDREKERRMKAERD 

                     LEREIARKNCGGNPCERELESERSNVKRLEYQLDAEKEKVKFYKRELERDRYLSSRYL 

                     TSSSDPDEKPLSNYTFPRIEVDPLMTEDTEPKPVEVVPPSSDVTEPISSGVTPSVDAE 

                     PEHPQLSEYQTSVSQVAVTPPPKPETPQISDYQDYSELYSASNNTESKNVFSELAYLD 

                     ELDKLDDIDEYLLNNIMPEKTV" 

     gene            complement(155305..155883) 

                     /locus_tag="CPXV159" 

                     /note="p4c1; disrupted version of p4c" 

     CDS             complement(155305..155883) 

                     /locus_tag="CPXV159" 

                     /note="P4c1; fragment of the intact P4c" 

                     /codon_start=1 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=151405&to=155259
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=151405&to=155259
https://www.ncbi.nlm.nih.gov/protein/1735180534
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=155305&to=155883
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=155305&to=155883


                     /product="CPXV159 protein" 

                     /protein_id="QEM24865.1" 

                     /translation="MVIIDNECANIQSSAENATDTGHHQDSKINIEVEEDDDDDDDXD 

                     DDDDDDDDDDDDDDDDDDVIDDDDYDPKPTPIPDPHPRPPFPRHDYHKRPKVLPVEEP 

                     DPVKKDADRIRLNNHILNTLDHNLNSIGHYCCDTAAVARLEHHIETLGQYAVILARKI 

                     NMQTLLFPWPLPTVHPHAIDGSIPPHGRSTIL" 

     gene            155899..156105 

                     /locus_tag="CPXV160" 

     CDS             155899..156105 

                     /locus_tag="CPXV160" 

                     /codon_start=1 

                     /product="CPXV160 protein" 

                     /protein_id="ARR30955.1" 

                     /translation="MYMLSISTIVDESYSMNSLIVIGFIFCHLSNSFFIKLYIIITIS 

                     IVCSNINEYSIIAKFFNSIENRIS" 

     gene            complement(156102..156884) 

                     /locus_tag="CPXV161" 

                     /note="p4c1; disrupted version of p4c" 

     CDS             complement(156102..156884) 

                     /locus_tag="CPXV161" 

                     /note="P4c1; fragment of the intact P4c" 

                     /codon_start=1 

                     /product="CPXV161 protein" 

                     /protein_id="QEM24867.1" 

                     /translation="MANIINLWNGIVPTVQDVNVASITAFKTMIDETWDKKIEANTCI 

                     SRKHRNIIHEVIRDFMKAYPKMDENRKSPLGAPMQWLTQYYIVKNEYYKTMLAYDNGS 

                     LNTKFKTLNIYMITNVGQYILYIVFCIISGKNHDGTPYIYDSEITSNDKTLINDRIKY 

                     ACKQILHGQLTMALRIRNKFMFIGSPMYLWFNVNGAHIYREIYDGNVGFHNREIGRLL 

                     YAFMYYLSISGRFLNDFALLKFTYLGESWTFSLSVPDIYYMV" 

     gene            complement(156936..157268) 

                     /locus_tag="CPXV162" 

     CDS             complement(156936..157268) 

                     /locus_tag="CPXV162" 

                     /codon_start=1 

                     /product="CPXV162 protein" 

                     /protein_id="ARR30930.1" 

                     /translation="MDGTLFPGDDDLAIPATEFFSTKAAKKQEAKREAIVKAEGDDNE 

                     ETLKQRLTNLEKKITNVTTKFEQIEKCCKRNDEVLFRLENHAETLRAAMISLAKKIDV 

                     QTGRRPYE" 

     gene            complement(157269..157709) 

                     /locus_tag="CPXV163" 

     CDS             complement(157269..157709) 

                     /locus_tag="CPXV163" 

                     /codon_start=1 

https://www.ncbi.nlm.nih.gov/protein/1735180535
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=155899&to=156105
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=155899&to=156105
https://www.ncbi.nlm.nih.gov/protein/1193118304
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=156102&to=156884
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=156102&to=156884
https://www.ncbi.nlm.nih.gov/protein/1735180536
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=156936&to=157268
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=156936&to=157268
https://www.ncbi.nlm.nih.gov/protein/1193118279
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=157269&to=157709
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=157269&to=157709


                     /product="CPXV163 Protein" 

                     /protein_id="ARR30915.1" 

                     /translation="MNSLSIFFIVVATAAVCLLFIQGYSIYENYGNIKEFNATHAAFE 

                     YSKSIGGTPALDRRVQDVNDTISDVKQKWRCVTYPGNGFVSASVFGFQAEVGPNNTRS 

                     IRKFNTMQQCIDFTFSDVINIDIYNPCVAPNINNAECQFLKSVL" 

     gene            complement(157710..158627) 

                     /locus_tag="CPXV164" 

     CDS             complement(157710..158627) 

                     /locus_tag="CPXV164" 

                     /codon_start=1 

                     /product="CPXV164 protein" 

                     /protein_id="ARR30842.1" 

                     /translation="MPHPREENSIVVELEPSLATFIKQGFNNLVKWPLLNIGIVLYNT 

                     STAVNEEWLTAVEHIPTMKIFYKHIHKILTREMGFLVYLKRSQSERDNYITLYDFDYY 

                     IIDKDTNSVTMVDKPTELKETLLHVFQEYRLKSSQTIELIAFSSGTVINEDIVSKLTF 

                     LDVEVFNREYNNVKTIIDPDFVSRSPFIVISPMGKLTFFVEVYSWFDFKSCFKDIIDF 

                     LEGALIANIHNHMIKVGDCDETVSSYNPESGMLFVNDLMTMNIVNFFGCNSRLESYHR 

                     FDMTKVDVELFIKALSDACKKILSASNRL" 

     gene            complement(158590..158820) 

                     /locus_tag="CPXV165" 

     CDS             complement(158590..158820) 

                     /locus_tag="CPXV165" 

                     /codon_start=1 

                     /product="CPXV165 protein" 

                     /protein_id="QEM24897.1" 

                     /translation="MEDLNEANFSHLLINLSNNKDIDVQYTSTLSVVHELLSAINFKI 

                     FNINKKSKKNSKSIEQYPVYHAASSGREFNRR" 

     gene            158980..159402 

                     /locus_tag="CPXV166" 

     CDS             158980..159402 

                     /locus_tag="CPXV166" 

                     /codon_start=1 

                     /product="CPXV166 protein" 

                     /protein_id="ARR30889.2" 

                     /translation="MASILNTLRFLEKTSFYNCNDSITKEKIKIKHKGMSFVFYKPKH 

                     STVVKYLSGGGIYHDDLVVLGKVTINDLKMMLFYMDLSYHGVTSSGAIYKLGSSIDRL 

                     SLNRTIVTKVNNYNNYNNYNNYNNYNNYNYDTFFDDDD" 

     gene            complement(159372..160307) 

                     /locus_tag="CPXV167" 

     CDS             complement(159372..160307) 

                     /locus_tag="CPXV167" 

                     /codon_start=1 

                     /product="CPXV167 protein" 

                     /protein_id="ARR30841.1" 

https://www.ncbi.nlm.nih.gov/protein/1193118264
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=157710&to=158627
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=157710&to=158627
https://www.ncbi.nlm.nih.gov/protein/1193118191
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=158590&to=158820
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=158590&to=158820
https://www.ncbi.nlm.nih.gov/protein/1735180537
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=158980&to=159402
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=158980&to=159402
https://www.ncbi.nlm.nih.gov/protein/1735180538
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=159372&to=160307
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=159372&to=160307
https://www.ncbi.nlm.nih.gov/protein/1193118190


                     /translation="MIINNKYYLYHNVPSLFASLLTTLVFHILIYYQINLVTVNIIMN 

                     CFQEKQFSRENLLKMPFRMVLTGGSGSGKTIYLLSLFSTLVKKYKHIFLFTPVYNPDY 

                     DGYIWPNHINFVSSQEALEYNLIRTKSNIEKCIAVAQNHKKSAHFLLIFDDVGDKLSK 

                     CNTLIEFLNFGRHLNTSIILLCQTYRHVPILGRANITHFCSFNISISDAENMLRSMPV 

                     KGKRKDILNMLNMIQTARSNNRLAIIIEDSVFCEGELRICTDTADKDVIEQKLNIDIL 

                     VNQYSHMKKNLNTILESKKTKLCNSDQSSSSKNVS" 

     gene            160306..160869 

                     /locus_tag="CPXV168" 

     CDS             160306..160869 

                     /locus_tag="CPXV168" 

                     /codon_start=1 

                     /product="CPXV168 protein" 

                     /protein_id="QEM24898.1" 

                     /translation="MMTPENDEEQTSVFSATVYGDKIQGKNKRKRAIGLCIRISMVIS 

                     LLSMITMSAFLIVRLNQCMSANEAAITDAAVAVAAASSSTHRKVAASSTTQYDHKESC 

                     NGLYYQGSCYIFHSDYKSFSDAKANCTTESSTLPNKSDVLTTWLIEYVEDTWGSDGNP 

                     ITKTTSDYQDSDVSQEVRKYFCVKTMN" 

     gene            160893..161399 

                     /locus_tag="CPXV169" 

     CDS             160893..161399 

                     /locus_tag="CPXV169" 

                     /codon_start=1 

                     /product="CPXV169 protein" 

                     /protein_id="ARR30897.1" 

                     /translation="MKSLNRQTVSRFKKLSVPAAIMMILSTIISGIGTFLHYKEELMP 

                     SACANGWIQYDKHCYLDTNIKMSTDNAVYQCRKLRARLPRPDTRHLRVLFSIFYKDYW 

                     VSLKKTNDKWLDINNDKDIDISKLTNFKQLNSTTDSEACYIYKSGKLVKTVCKSTQSV 

                     LCVKRFYK" 

     gene            complement(161373..161558) 

                     /locus_tag="CPXV170" 

     CDS             complement(161373..161558) 

                     /locus_tag="CPXV170" 

                     /codon_start=1 

                     /product="CPXV170 protein" 

                     /protein_id="QEM24868.1" 

                     /translation="MLPMMYGPIKSMIEISRSSYNVSVIVNTPIGVITNAASMAAFVK 

                     GLLLFHFLLLLVESFNT" 

     gene            161443..161973 

                     /locus_tag="CPXV171" 

     CDS             161443..161973 

                     /locus_tag="CPXV171" 

                     /codon_start=1 

                     /product="CPXV171 protein" 

                     /protein_id="ARR30893.1" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=160306&to=160869
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=160306&to=160869
https://www.ncbi.nlm.nih.gov/protein/1735180539
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=160893&to=161399
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=160893&to=161399
https://www.ncbi.nlm.nih.gov/protein/1193118246
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=161373&to=161558
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=161373&to=161558
https://www.ncbi.nlm.nih.gov/protein/1735180540
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=161443&to=161973
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=161443&to=161973
https://www.ncbi.nlm.nih.gov/protein/1193118242


                     /translation="MDAAFVITPMGVLTITDTLYDDLDISIMDFIGPYIIGNIKTVQI 

                     DVRDIKYSDMQKCYFSYKGKIVPQDSNDLARFNIYSICAAYRSKNTIIIACDYDIMLD 

                     IEGKHQPFYLFPSIDVFNATIIEAYNLYTAGDYHLIINPSDDLKMKLSFNSSFCISDG 

                     NGWIIIDGKCNSNFLS" 

     gene            162037..162711 

                     /locus_tag="CPXV172" 

     CDS             162037..162711 

                     /locus_tag="CPXV172" 

                     /codon_start=1 

                     /product="CPXV172 protein" 

                     /protein_id="ARR30872.1" 

                     /translation="MMLVPLVTVTVVAGTILVCYILYICRKKIRTVYNDNKIIMTKLK 

                     KIKSSNSSNSSKSTDSESDWEDHCSAMEQNNDVDNISRNEILDDDSFAGSLIWDNESN 

                     VVAPSTEHIYDSVAGSTLLINNDRNEQTIYQNTTVVINETETEVLNEDTKQNPSYSSN 

                     PFVNYNKTSICSKSNPFITELNNKFSENNPFRRAHSDDYLNKQEQDRDQDHKHDYIES 

                     SVVSLV" 

     gene            162778..163569 

                     /locus_tag="CPXV173" 

     CDS             162778..163569 

                     /locus_tag="CPXV173" 

                     /codon_start=1 

                     /product="CPXV173 protein" 

                     /protein_id="ARR30856.1" 

                     /translation="MEIFPVFGISKISNFIANNDCRYYIDTEHQKIISDEINRQMDET 

                     VLLTNILTVEVVNDNEMYHLIPHRLSTIILCISSVGGCVISIDNDINDKNILTFPIDH 

                     AVIISPLSKCVVVSKGPTTILVVKADIPSKRLVTSFTNDILYVNNLSLITYLPLSVFI 

                     IRRVTDYLDRHICDQIFANNKWYSIITIDDKQYPIPSNCIGMSSAKYINSIIEQDTLI 

                     HVCNLEHPFDAVYKKMQSYNSLPIKEQILYGRIDNINMSISISVN" 

     gene            163677..163868 

                     /locus_tag="CPXV174" 

     CDS             163677..163868 

                     /locus_tag="CPXV174" 

                     /codon_start=1 

                     /product="CPXV174 protein" 

                     /protein_id="ARR30958.1" 

                     /translation="MNSFFSSLFMKLCCISTDKTGSKESDRKNKNKIKDYMEHDYYKI 

                     VIVPGSSSTSTSSWYYTHA" 

     gene            complement(163865..164698) 

                     /locus_tag="CPXV175" 

     CDS             complement(163865..164698) 

                     /locus_tag="CPXV175" 

                     /codon_start=1 

                     /product="CPXV175 protein" 

                     /protein_id="ARR30850.1" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=162037&to=162711
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=162037&to=162711
https://www.ncbi.nlm.nih.gov/protein/1193118221
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=162778&to=163569
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=162778&to=163569
https://www.ncbi.nlm.nih.gov/protein/1193118205
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=163677&to=163868
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=163677&to=163868
https://www.ncbi.nlm.nih.gov/protein/1193118307
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=163865&to=164698
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=163865&to=164698
https://www.ncbi.nlm.nih.gov/protein/1193118199


                     /translation="MSRVRISLIYLYTLVVITTTKTIEYTACNDTIIIPCTIDNPTKY 

                     IRWKLDNHDILTYNKTSKTTILSKWHTSARLHSLSDSDVSLIMEYKDILPGTYTCEDN 

                     TGIKSTVKLVQHHTNWFNDYQTMLMFIFTGITLFLLFLEIAYTSISVVFSTNLGILQV 

                     FGCVIAMVELCGAFLFYPSMFTLRHIIGLLMMTLPSIFLIITKVFSFWLLCKLSCAVH 

                     LIIYYQLAGYILTVLGLGLSLKECVDGTLLLSGLGTIMVSEHFSLLFLVCFPSTQRDY 

                     Y" 

     gene            164714..165943 

                     /locus_tag="CPXV176" 

     CDS             164714..165943 

                     /locus_tag="CPXV176" 

                     /codon_start=1 

                     /product="CPXV176 protein" 

                     /protein_id="QEM24899.1" 

                     /translation="MIPLLFILFYFANGIEWHKFETSEEIISTYLLDDVLYTGVNGAV 

                     YTFSNNKLNKTGLTNNNYITTSIKVEDKDTLVCGTNNGNPKCWKIDGSEDPKHRGRGY 

                     APYQKSKVTIISHNGCVLSDINISKEGIKRWRRFDGPCGYDLYTADNVIPKDGVRGAF 

                     VDKDGTYDKVYILFTDTIGSKRIVKIPYIAQMCLNDEGGPSSLSSHRWSTFLKVELEC 

                     DIDGRSYRQIIHSKTIKTDNDTILYVFFDSPYSKSALCAYSMNSIKQSFSTSKLEGYT 

                     KQLPSPAPGICLPAGKVVPHTTFEVIEKYNVLDDIIKPLSNQPIFEGPSGVKWFDIKE 

                     KENEHQEYRIYFIKENTIYSFDTKSKQTRSAQVDARLFSVMVTSKPLFIADIGIGVGM 

                     PRMKKYLKCNLIEYTQQ" 

     gene            165940..166422 

                     /locus_tag="CPXV177" 

     CDS             165940..166422 

                     /locus_tag="CPXV177" 

                     /codon_start=1 

                     /product="CPXV177 protein" 

                     /protein_id="QEM24900.1" 

                     /translation="MNKPKTDYAGYACCVICGLIIGIIFTATLLKTIERKVVINTPSI 

                     DKTIKDAYIREDCPADWISYNNKCIHLSTDRKTWEEGRNACKALNPNSDLIKIETPNE 

                     LSFLRSLRRGYWVGESEILNQTTPYNIIAKNATKNGTKKRKYICSTTNIPKLHSCYTI 

                     " 

     gene            complement(166529..167185) 

                     /locus_tag="CPXV178" 

     CDS             complement(166529..167185) 

                     /locus_tag="CPXV178" 

                     /codon_start=1 

                     /product="CPXV178 protein" 

                     /protein_id="QEM24901.1" 

                     /translation="MYSLFIILMGLPFSFQTSEPAYDKSVCDSNNKEYMGIEVYVEAT 

                     LDEPLRQTTCESEIHKYGASVSNGGLNISVDLLNCFLNFHTVGVYTNRDTVYAKFASL 

                     KPSTEPINSMTHDDLVKLTEECIVDIYLKCEVDKTKDFMKNGNRLKPRDFKTVPPSNV 

                     GSMIELQSDYCVEDVTAYVKIYDECGNIKQHSIPTLRDYFTTKNGQPRKILKKKFDSC 

                     " 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=164714&to=165943
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=164714&to=165943
https://www.ncbi.nlm.nih.gov/protein/1735180541
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=165940&to=166422
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=165940&to=166422
https://www.ncbi.nlm.nih.gov/protein/1735180542
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=166529&to=167185
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=166529&to=167185
https://www.ncbi.nlm.nih.gov/protein/1735180543


     gene            167357..167758 

                     /locus_tag="CPXV179" 

     CDS             167357..167758 

                     /locus_tag="CPXV179" 

                     /codon_start=1 

                     /product="CPXV179 protein" 

                     /protein_id="ARR30919.1" 

                     /translation="MAEWHKIIEDISKNNKFEDAAIVDYKTTKNVLAAIPNRTFAKIN 

                     PGEIIPLITNRNILKPLIGQKYCIVYTNSLMDENTYAMELLTGYAPVSPIVIARTHTA 

                     LIFLMGKPTTSRRDVYRTCRDHATRVRATGN" 

     gene            167796..168380 

                     /locus_tag="CPXV180" 

     CDS             167796..168380 

                     /locus_tag="CPXV180" 

                     /codon_start=1 

                     /product="CPXV180 protein" 

                     /protein_id="QEM24870.1" 

                     /translation="MMMMKWIMSIMXMSIMPVLAYSSSIFRFHSEDVELCYGHLYFDR 

                     IYNVVNIKYNPHIPYRYNFINRTLTVDELDDNVFFTHGYFLKHKHGSLNPSLIVSLSG 

                     NLKYNDIQCSVNVSCLIKNLATSTYTILTSKHKTYSLHRSKCIIIIGYDSILWYKDIY 

                     DKYNDIYDFTAICMLIASTLIVSIYVFKKIKMNS" 

     gene            168383..168628 

                     /locus_tag="CPXV181" 

     CDS             168383..168628 

                     /locus_tag="CPXV181" 

                     /codon_start=1 

                     /product="CPXV181 protein" 

                     /protein_id="ARR30941.1" 

                     /translation="MLLEMDKIKITVDSKIGNVVTISYNLEKITIDVTPKKKKEKEVL 

                     VQVINADEAKDVKEEEKNIIDITDDDGMDVESSVIYE" 

     gene            complement(168718..169755) 

                     /locus_tag="CPXV182" 

     CDS             complement(168718..169755) 

                     /locus_tag="CPXV182" 

                     /codon_start=1 

                     /product="CPXV182 protein" 

                     /protein_id="ARR30823.1" 

                     /translation="MAVYAVTGGAGFLGRHIVKLLISADDVQEIRVIDVAEDPQPLTS 

                     KVKVINYIQCDINDFDKVREALDGVNLIIHTAALVDVFGKYTNNEIMRVNYYGTQTIL 

                     AACVDLGIKYLIYTSSMEAIGPNKHGDPFIGHEHTLYDISPGHVYAKSKRMAEQLVMK 

                     ANNSVIMNGAKLYTCCLRPTGIYGEGDKLTKVFYEQCKQHGNIMYRTVDDDAVHSRVY 

                     VGNVAWMHVLAAKYIQYPGSEIKGNAYFCYDYSPSCSYDMFNLLLMKPLGIEQGSRIP 

                     RWMLKMYAYKNDMKRILFRKPSLLNNYTLKIYNTTFEVRTNNAELDFNYSPIFDVDVA 

                     FERTRKWLESE" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=167357&to=167758
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=167357&to=167758
https://www.ncbi.nlm.nih.gov/protein/1193118268
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=167796&to=168380
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=167796&to=168380
https://www.ncbi.nlm.nih.gov/protein/1735180544
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=168383&to=168628
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=168383&to=168628
https://www.ncbi.nlm.nih.gov/protein/1193118290
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=168718&to=169755
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=168718&to=169755
https://www.ncbi.nlm.nih.gov/protein/1193118172


     gene            169802..170179 

                     /locus_tag="CPXV183" 

     CDS             169802..170179 

                     /locus_tag="CPXV183" 

                     /codon_start=1 

                     /product="CPXV183 protein" 

                     /protein_id="ARR30924.1" 

                     /translation="MAVCIIDHGNIRGVIYFEPVHGKDKVLGSVIGLKSGTYSLIIHR 

                     YGDISRGCESIGSPEIFIGNIFVNRYGVAYVYLDTDVNISTIIGKALSISKNDQRLAC 

                     GVIGISFINEKIIHFLTINENGV" 

     gene            170163..170891 

                     /locus_tag="CPXV184" 

     CDS             170163..170891 

                     /locus_tag="CPXV184" 

                     /codon_start=1 

                     /product="CPXV184 protein" 

                     /protein_id="ARR30866.1" 

                     /translation="MRMAFDISVNASKTINALVYFSTQQNKLVIRNEVNDTHYTVEFD 

                     RDKVVDAFISYNRHNDSIEIRGALPEETNIGCTVNTPVSMTYLYNKYSFKLILAEYIR 

                     HRNTVSGNIYSALMTLDDLAIKQYGDIDLLFNEKLKVDSDSGLFDFVNFVKDMICCDS 

                     RIVVALSSLVSKHWELTNKKYRCMALAEHIADSIPISELSRLRYNLCKYLRGHTETIE 

                     DEFDYFEDDDSSTCSAVTDRETDV" 

     gene            complement(170981..171715) 

                     /locus_tag="CPXV185" 

     CDS             complement(170981..171715) 

                     /locus_tag="CPXV185" 

                     /codon_start=1 

                     /product="CPXV185 protein" 

                     /protein_id="ARR30864.1" 

                     /translation="MGNKNIKPSKENRLSILSKDKMDSFKRGSWATSSFREKSRATIQ 

                     RFSSLRREHIKVDHPDKFLELKREIYAIIQKSSSIDVDKRTKLISNIKTMMINPFMIE 

                     GLMTSLESLDPNNKMSYSSVMILGEFDIINISDNEAAFEFINSLLKSLLLLNTSQLKL 

                     LEYSISNDLLYANINALEYIIKNTFNVPERQLILRGQYLTPIFSDLLKYAGLTIKSNI 

                     LMWNKKFIKPVSDLYTSMRLLHCVTV" 

     gene            171749..172432 

                     /locus_tag="CPXV186" 

     CDS             171749..172432 

                     /locus_tag="CPXV186" 

                     /codon_start=1 

                     /product="CPXV186 protein" 

                     /protein_id="QEM24872.1" 

                     /translation="MTYIFIFSFIIRINCKKYVRFTKMSRGALIVFEGLDKSGKTTQC 

                     MNIMESITSNTIKYLNFPQRSTVTGKMIDDYLTRKKTYNDHIVNLLFCANRWEFASFI 

                     QEQLEQGITLIVDRYAFSGVAYAAAKGASMTLSKSYESGLPKPDLVIFLESGSKEINR 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=169802&to=170179
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=169802&to=170179
https://www.ncbi.nlm.nih.gov/protein/1193118273
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=170163&to=170891
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=170163&to=170891
https://www.ncbi.nlm.nih.gov/protein/1193118215
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=170981&to=171715
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=170981&to=171715
https://www.ncbi.nlm.nih.gov/protein/1193118213
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=171749&to=172432
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=171749&to=172432
https://www.ncbi.nlm.nih.gov/protein/1735180545


                     NVGEEIYEDVTFQQKVLQEYKKMIEEGDIHWQIISSEFEEDVKKELIKNIVIEAIHTV 

                     TGPVGQLWM" 

     gene            172482..172970 

                     /locus_tag="CPXV187" 

     CDS             172482..172970 

                     /locus_tag="CPXV187" 

                     /codon_start=1 

                     /product="CPXV187 protein" 

                     /protein_id="ARR30901.1" 

                     /translation="MDEAYYSGNLESVLGYVSDMHTELASKSQLIIAKIETIDNDILN 

                     NDIVNFIMCRSNLDNPFISFLDTVYTIIDQENYQTELINSLDDNEIIDCIVNKFMSFY 

                     KDNLENIVDAIITLKYIMNNPDFKTTYAEVLGSRIADIDIKQVIRKNILQLSDDIRER 

                     YL" 

     gene            173002..174666 

                     /locus_tag="CPXV188" 

     CDS             173002..174666 

                     /locus_tag="CPXV188" 

                     /codon_start=1 

                     /product="CPXV188 protein" 

                     /protein_id="ARR30795.2" 

                     /translation="MTSLREFRKLCRDIYQASGYKEKSKLIRDFITDRDDTDTYLIIK 

                     LLLPGLDDRIYNMNDKQIIKLYSIIFKQSQEDMLQDLGYGYIGDTISTFFKENTEIRP 

                     KDKSILTLEEVDSFLTTLSSVTKESHQIKLLTDIASVCTCNDLKCVVMLIDKDLKIKA 

                     GPRYVLNAISPNAYDVFRKSNNLKEIIENASKQNLDSISISVMTPINPMLAESCDSVN 

                     KAFKKFPSGMFAEVKYDGERVQVHKKNNEFAFFSRNMKPVLSHKVDYLKEYIPKAFKK 

                     ATSIILDSEIVLVDEHNVPLPFGSLGIHKKKEYKNSNMCLFVFDCLYFDGFDMTDIPL 

                     YERRSFLKDVMVEIPNRIVFSELTNISNESQLTDVLDDALTRKLEGLVLKDINGVYEP 

                     GKRRWLKIKRDYLNEGSMADSADLVVLGAYYGKGAKGGIMAVFLMGCYDDESGKWKTV 

                     TKCSGHDDNTLRVLQDQLKMIKINKDPKKIPEWLEVNKIYIPDFVVEDPKQSQIWEIS 

                     GAEFTSSKSHTANGISIRFPRFTRIREDKTWKESTHLNDLVNLTKS" 

     gene            174719..175723 

                     /locus_tag="CPXV189" 

     CDS             174719..175723 

                     /locus_tag="CPXV189" 

                     /codon_start=1 

                     /product="CPXV189 protein" 

                     /protein_id="ARR30827.1" 

                     /translation="MDGVIVYCLNALVKHGEEINHIKNDFMIKPCCERVCEKVKNVHI 

                     DGQSKNNTVIADLPYLDNAVSDVCESIYKKNVSRISRFANLIKIDDDDKTPTGVYNYF 

                     KPKDAIPVIISIGKDKDVCELLISSDKACACIELNSYKVAILPMNVSFFTKGNASLII 

                     LLFDFSIDAAPLLRSVSDNSVVISRHRRLHDELPSSNWFKFYISIKSDYCSILYMVVN 

                     GSVMYAIANNRTHAIISKNILDNTTINDECRCCYFEPQIKILDRDEMLNGSSCDMNRH 

                     CIMMNLPDVGEFGSSILGKYEPDMIKIALSVAGSLIRNRDYIPGRRGYSYYVYGIASR 

                     " 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=172482&to=172970
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=172482&to=172970
https://www.ncbi.nlm.nih.gov/protein/1193118250
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=173002&to=174666
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=173002&to=174666
https://www.ncbi.nlm.nih.gov/protein/1735180546
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=174719&to=175723
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=174719&to=175723
https://www.ncbi.nlm.nih.gov/protein/1193118176


     gene            175793..176365 

                     /locus_tag="CPXV190" 

     CDS             175793..176365 

                     /locus_tag="CPXV190" 

                     /codon_start=1 

                     /product="CPXV190 protein" 

                     /protein_id="ARR30883.1" 

                     /translation="MDIKIDISISGDKVTVTTRRENEERKKYLPLQKEKTTDVIKPDY 

                     LEYDDLLDRDDMSTILEEYFMYRGLLGLRIKYGRLFNEIRKFDNDAEEQFGTIEELKQ 

                     KLRLNSEEGADNFIDYIKVQKQDIVKLTVYDCISMIGLCACVVDVWRKEKLFSRWKYC 

                     LRAIKLFIDDHMLDKIKSILQNRLVYVEMS" 

     gene            176686..177246 

                     /gene="CrmC" 

                     /locus_tag="CPXV191" 

     CDS             176686..177246 

                     /gene="CrmC" 

                     /locus_tag="CPXV191" 

                     /note="CPXV191 protein" 

                     /codon_start=1 

                     /product="soluble TNF receptor CrmC" 

                     /protein_id="ARR30886.1" 

                     /translation="MDIKNLLTVCTILYISTLVTADIPTSSLPHAPVNGTCEEGEYLD 

                     KTHNQCCNRCPPGEFAKVRCNGNDNTKCERCPPHTYTTVPNYSNGCHQCRKCPTGSFD 

                     KVKCTGTQNSKCSCLPGWFCATDSSKTEDCRDCIPKRKCPCGYFGGIDELGNPLCKSC 

                     CVGEYCDDIRNHRVGPFPPCKLSKCN" 

     gene            177134..177286 

                     /locus_tag="CPXV192" 

     CDS             177134..177286 

                     /locus_tag="CPXV192" 

                     /codon_start=1 

                     /product="CPXV192 protein" 

                     /protein_id="QEM24874.1" 

                     /translation="MNSEILFVNRVVLVNIATTYVIIELVLFLHANYLNVISHDHVTI 

                     HHIATW" 

     gene            177509..179200 

                     /locus_tag="CPXV193" 

     CDS             177509..179200 

                     /locus_tag="CPXV193" 

                     /codon_start=1 

                     /product="CPXV193 protein" 

                     /protein_id="ARR30792.1" 

                     /translation="MHNSSELIAVINGFRNSGRFCDINIVINDERINAHRLMLSGASE 

                     YFSILFSSDFIDSNDYEVNLSHLDYQSVNDLIDYIYGIPLSLTNDNVKYILSTADFLQ 

                     IGSAITECEKYILKNLCSRNCIDFYIYADKYNNKKIESASFNTILRNILRLINDENFK 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=175793&to=176365
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=175793&to=176365
https://www.ncbi.nlm.nih.gov/protein/1193118232
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=176686&to=177246
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=176686&to=177246
https://www.ncbi.nlm.nih.gov/protein/1193118235
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=177134&to=177286
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=177134&to=177286
https://www.ncbi.nlm.nih.gov/protein/1735180547
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=177509&to=179200
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=177509&to=179200
https://www.ncbi.nlm.nih.gov/protein/1193118141


                     YLTEESMIKILSDDMLNIKNEDFAPLILIKWLESTQQPCTVELLRCLRISLLSPQVIK 

                     SLYSHRLVSSIYECITFLNNIAFLDESFPRYHSIELISIGISNSHDKISINCYNRKKN 

                     TWEMISSRRYRCSFAVAVLDNIIYMMGGYDQSPYRSSKVIAYNTCTNSWIYDIPELKY 

                     PRSNCGGVADDEYIYCIGGIRDQDSSLISSIDRWKPSKPYWQTYAKMREPKCDMGVAM 

                     LNGLIYVIGGIVKGDACTDALESLSEDGWMKHQRLPIKMSNMSTIVHAGKIYISGGYN 

                     NSSAVNGPSNLVLSYNPIYDEWTKLSSLNIPRINPALWSAHNKLYVGGGISDDQTTTS 

                     ETYDKEKDCWTLDNGHVLPRNYIMYKCEPIKHKYPLEKIQYTNDFLKCLESFIDS" 

     gene            179252..180145 

                     /locus_tag="CPXV194" 

     CDS             179252..180145 

                     /locus_tag="CPXV194" 

                     /codon_start=1 

                     /product="CPXV194 protein" 

                     /protein_id="ARR30846.1" 

                     /translation="MTRLPILLLLISLVYATHTSKKIGDDATLSCSRNNTSDYVVMSA 

                     WYKEPNSIILLAAKSDVLYFDKYTKDKISYDSPYDDLATTITIKSLTSEDAGTYVCAF 

                     FMTNDTTDKVEYEEYSTELIVNTDSESTIDIILSGSTPETISEKPDYIDNSNCSSVFE 

                     IATPEPITDNEEDHTVTYTSENINTVSTTDETTEPITDNEEDAVSYTTVSTSSGIVTT 

                     KSTTDDADLYDTYNDNESSTVSPTTVENITKSIGKYSTKDYVEVFGIAALIILSAVAV 

                     FCITYYICNKRSRKYKTENKV" 

     gene            180162..180755 

                     /locus_tag="CPXV195" 

     CDS             180162..180755 

                     /locus_tag="CPXV195" 

                     /codon_start=1 

                     /product="CPXV195 protein" 

                     /protein_id="ARR30881.1" 

                     /translation="MSGIVKSIILSGPSGSGKTAIVKRLLKDYGNIFGFVVSHTTRFP 

                     RPMEREGVDYHYVNREAIWKGIAAGNFLEHTEFLGNIYGTSKTAVNTAAINNRVCVMD 

                     LNIDGVRSLKNTYLMPYSVYIRPTSLKMVETKLRRRNTEADDEIHRRVMLAKTDMDEA 

                     NEAGLFDTIIIEDDVNLAYSKLIQILQDRIRMYFNTN" 

     gene            180899..181798 

                     /locus_tag="CPXV196" 

     CDS             180899..181798 

                     /locus_tag="CPXV196" 

                     /codon_start=1 

                     /product="CPXV196 protein" 

                     /protein_id="QEM24902.1" 

                     /translation="MNFQGLVLTDNCKNQWVVGPLIGKGGFGSIYTTNDNNYVVKIEP 

                     KANGSLFTEQAFYTRVLKPSVIEEWKKTRHIKHVGLITCKAFGLYKSINVEYRFLVIN 

                     RLGADLDAVIRANNNRLPKRSVMLVGIEILNTIQFMHEQGYSHGDIKASNIVLDQMDK 

                     NKLYLVDYGLVSKFMSNGEHVPFIRNPNRMDNGTLEFTPIDSHKGYVVSRRGDLETLG 

                     YCMIRWLGGILPWTKISETKNCALVSATKQKYVNNTATLLMTSLQYAPRELLQYITMV 

                     NSLTYFEEPNYDEFRRVLMNGVM" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=179252&to=180145
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=179252&to=180145
https://www.ncbi.nlm.nih.gov/protein/1193118195
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=180162&to=180755
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=180162&to=180755
https://www.ncbi.nlm.nih.gov/protein/1193118230
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=180899&to=181798
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=180899&to=181798
https://www.ncbi.nlm.nih.gov/protein/1735180548


     gene            181865..183382 

                     /locus_tag="CPXV197" 

     CDS             181865..183382 

                     /locus_tag="CPXV197" 

                     /codon_start=1 

                     /product="CPXV197 protein" 

                     /protein_id="QEM24903.1" 

                     /translation="MAMFYAHAFGGYDENLHAFPGISSTVANDVRKYSVVSVYNNKYK 

                     IVKNKYMWCYSQVNKRYIGALLPMFECNEYLQIGDPIHDLEGNQISIVTYRHKNYYAL 

                     SGIGYESLDLCLEGVGIHHHTLEAGNAVYGKVQHDYSTIKEKAKEMNALSPGPIIDYH 

                     VWIGDCVCQVTAVDVHGKEIMRMRFKKGAVLPIPNLVKVKLGEENDTVNLSTSISALL 

                     NSGGGTIEVTSKEERVDYVLMKRLESIRHLWSVVYDHFDVVNGKERCYVHMHSSNQSP 

                     MLSTVKTNLYMKTMGACLQMDYMEALEYLSELKESGGRSPRPELPEFEYPDGVEDAGS 

                     IERLAEEFFSRSELQADEPVNFCNSINVKHTSVSAKQLRTRIRQQLPSILSSFANTDG 

                     GYLFIGVDNNTHKVVGFTVGQDYLKLVESDIEKYIKRLRVVHFCEKKEDIKYACRFIK 

                     VYKPGEETTSTYVCAIKVERCCCAVFADWPESWYMDTSGSMKKYSPDEWVSHIKF" 

     gene            183645..185321 

                     /locus_tag="CPXV198" 

     CDS             183645..185321 

                     /locus_tag="CPXV198" 

                     /codon_start=1 

                     /product="CPXV198 protein" 

                     /protein_id="QEM24904.1" 

                     /translation="MDFFKKEILDWSIYLFLHYITRLCSNSSTSHIIQEYNLVRKYEK 

                     VDKTIVDFLSRWPNLFHILEYGENILHIYSIDAANTNIMISFLDRVLNINKNGSFIHN 

                     LGLSSSINIKEYVYQLVNNAYLDNRIRLMLENGRRTRHFLSYILDTVNIYISILINHG 

                     FYINAEDSYGCTLLHRCIYHYKKSESESYNELIKMLLNNGSDVDKKDTYGNTPFILLC 

                     KHDIDNVELFEICLENANIDSVDFNGYTPLHYVSCRNKYDFVKSLISKGANVNARNKF 

                     GTTPFYCGIIHGISLIKLYLELDTALEIDNEHIVRHLIIFDAVESLDYLLSKGVIDIN 

                     YRTIYNETSIYDAVSYDAYNTLVYLLNRNGDFETITTSGCTCISEAVANNNKIIMELL 

                     LSKRPSLKIMIPSMIAITKHKQHNTDLLKMCIEYTACMTDYDTLIDVQSLQRYKWYIL 

                     KCFDEINIMKRCYITNKTVFQLVFCTKDINTLMRYGRHPSFVKCTSLDVYGRRVRSII 

                     ASIRYRQRLISLLSKKLDAGDKWSCFPNEIKYKILENFNDNELSTYLKIL" 

     gene            185425..186378 

                     /locus_tag="CPXV199" 

     CDS             185425..186378 

                     /locus_tag="CPXV199" 

                     /codon_start=1 

                     /product="CPXV199 protein" 

                     /protein_id="ARR30837.1" 

                     /translation="MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKV 

                     TFTCDSGYYSLDPNAVCETDKWTYENPCKKMCTVSDYVSELYNKPLYEVNSTITLTCK 

                     DETKYFRCEEKNGNTSWNDTVTCPNAECQPLRLEHGSCQPVKEKYSFGEHITINCDLG 

                     YEVIGASYISCTANSWNVIPSCQQKCDIPSLSNGLISGSTFSIGGVIHLSCKSGFRLT 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=181865&to=183382
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=181865&to=183382
https://www.ncbi.nlm.nih.gov/protein/1735180549
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=183645&to=185321
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=183645&to=185321
https://www.ncbi.nlm.nih.gov/protein/1735180550
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=185425&to=186378
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=185425&to=186378
https://www.ncbi.nlm.nih.gov/protein/1193118186


                     GSSSSTCIDGKWNPVLPTCVRTKEEFDPVDDGPDDETDLSKLSKDVVQYEQEIESLEA 

                     TYHIIIVALTIIGVIFLISVIVLVCSCNKNNDQYKFHKLLP" 

     gene            186477..187016 

                     /locus_tag="CPXV200" 

     CDS             186477..187016 

                     /locus_tag="CPXV200" 

                     /codon_start=1 

                     /product="CPXV200 protein" 

                     /protein_id="QEM24875.1" 

                     /translation="MSSSVDVDIYDAVRVFLLRHYYDKRFIVYGRSNAILHNIYRLFT 

                     RCAVIPFDDIVRTMPNESRVQQWVIDTLNDIMMNERNVAVCVGTGLRFMEMFFDYNKN 

                     NSNSKNSINNQLMYDIINSVSIILANERYRSAFNDNGIYIRRTMMDKLYEYASLTTIG 

                     MITGGICYYLLMHLVSVYK" 

     gene            187055..187600 

                     /locus_tag="CPXV201" 

     CDS             187055..187600 

                     /locus_tag="CPXV201" 

                     /codon_start=1 

                     /product="CPXV201 protein" 

                     /protein_id="QEM24905.1" 

                     /translation="MYKKLITFLFVIGAIASYSNNEYTPFNKLSVKLYIDGVDNIENS 

                     YTDNNELVLNFKEYTVSIITESCDIGFDSIDIDVIDDYKILDMYTIGSSTIQRRGHTC 

                     RISTKLSCHYDKHPYIHKYEGDERQYSITAEGKCYKGIKYEISMMNDDILLRQHTLKI 

                     GSTNIFDRHEHSNIYYPKYDL" 

     gene            187652..188452 

                     /locus_tag="CPXV202" 

     CDS             187652..188452 

                     /locus_tag="CPXV202" 

                     /codon_start=1 

                     /product="CPXV202 protein" 

                     /protein_id="ARR30854.1" 

                     /translation="MRSVILTVLLINSINATITSYKFESVNFDSKIEWTGDGLYNISL 

                     KNYGIKTWQHMYTNVPEGTYDVSGFPKNDFVSFWVKFEQGDYKVEEYCTGLCVEVKIG 

                     PPTVTLTEYEDHINLYIEHPYATRGSKKIPIYKRNDMCDIYLLYTANFTFGDSEEPVT 

                     YDIDDYDCTSTGCSIDFATTEKVCVTAQGATEGFLEKITPWSSEVCLTPKKNVYTCAI 

                     RSKEDVPNFKDKMARVIKRKFNKQSQSYLTKFLDSTSNDVMTVLSMLD" 

     gene            188534..189211 

                     /locus_tag="CPXV203" 

     CDS             188534..189211 

                     /locus_tag="CPXV203" 

                     /codon_start=1 

                     /product="CPXV203 protein" 

                     /protein_id="ARR30870.1" 

                     /translation="MRSLIIFLLFPSIIYSMVIRRCEKMEEETWKLKIGMCIQAKDFY 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=186477&to=187016
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=186477&to=187016
https://www.ncbi.nlm.nih.gov/protein/1735180551
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=187055&to=187600
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=187055&to=187600
https://www.ncbi.nlm.nih.gov/protein/1735180552
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=187652&to=188452
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=187652&to=188452
https://www.ncbi.nlm.nih.gov/protein/1193118203
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=188534&to=189211
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=188534&to=189211
https://www.ncbi.nlm.nih.gov/protein/1193118219


                     STRTDCSVHRPDVGGGLITEGNGYRVVVHDQCEEPNPFIIATTKQTHFGVTHSYIEFS 

                     NSNTGAPENIPDCSKHILISVYCDQEASGLDFNTLKYVESNYLHITVKYDTSCINHLG 

                     VNYSFMNECERKLTSIYETDTLTCGAKDIQTRDKYLKTCTNTKFDRSVYKTHMQKSKI 

                     LHVKTEL" 

     gene            189357..190862 

                     /locus_tag="CPXV204" 

     CDS             189357..190862 

                     /locus_tag="CPXV204" 

                     /codon_start=1 

                     /product="CPXV204 protein" 

                     /protein_id="QEM24906.1" 

                     /translation="MDSITITVGNLTIRSNLQTLVNKSSYFADILKCGNSTNNITLCD 

                     FQEDAIYRVMQFINNDIIEIESTKDVESMIWHAKQLGVESLLKECQNYLLKILRIYNC 

                     LEIYRITNINALSYIYNNVRNFILDNILLIYKDPDFIYLPKYIIIDLLSDDHLNVFNE 

                     DNVVKIIYTYISSDIYKDISDILPVIRWNYLSPEWLTDMEWKLGNVDKTIVHKKRCYC 

                     GIVTVNYNRDKGLMIISKHGSELETEFSFSIKTDIVDKFETVYLNKKIYIIGGVKQKG 

                     ESTNQVLSVDLSTKRLTIEPSLNDKRIGAAATVVNGRIYVIGGRDGSNYLNTVESWKP 

                     MDNKWRYETPINYKRSSASAVSVNNTIFVTGGLFINDSNSMIVINNMEKLDIYKDKQW 

                     SIIEMPMARVYHGIDSTFGMLYLAGGLSVTKQYGKLEKSNEISCYNPRTNKWFDISYN 

                     IYKRSISSLCKLNNVFYVFSKDIGYVEKYDGAWKLVHDHLPAIKAFSTSPY" 

     gene            190938..191210 

                     /locus_tag="CPXV205" 

     CDS             190938..191210 

                     /locus_tag="CPXV205" 

                     /codon_start=1 

                     /product="CPXV205 protein" 

                     /protein_id="QEM24907.1" 

                     /translation="MDTDTDEYTDTDTDSDTDSDTNTANVEDIMNEIDREKEEILKNV 

                     EMENNKNIKKNHPSEYIREALVINTSSDSDSIDKEVIECISHNVGI" 

     gene            191274..192131 

                     /locus_tag="CPXV206" 

     CDS             191274..192131 

                     /locus_tag="CPXV206" 

                     /codon_start=1 

                     /product="CPXV206 protein" 

                     /protein_id="QEM24908.1" 

                     /translation="MESFKYCFDNDGKKWIIGNTLYSGNSILYKVRKNFTSSFYNYVM 

                     KIDHKSHKPLLSEIRFYITVLDPLAIDNWTSERDIKYLAIPDLYGIGETDDYRFFVLK 

                     NLGRVFTPKDTESVFDACVTMINTLEFIHSRGFTHGKIEPRNILIRNKRLSLIDYSKT 

                     NKLYKSGDGDSHIDYNEDMITSGNIDYMCVDNHLGATVSRRGDLEMLGYCMIEWFGGK 

                     LPWKNESSIKVIKQKKEYKKFIATFFEDCFPEGNEPLELVRYIELVYTLDYSQTPNYD 

                     RLRRLFIQD" 

     gene            192224..193249 

                     /gene="CrmA" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=189357&to=190862
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=189357&to=190862
https://www.ncbi.nlm.nih.gov/protein/1735180553
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=190938&to=191210
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=190938&to=191210
https://www.ncbi.nlm.nih.gov/protein/1735180554
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=191274&to=192131
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=191274&to=192131
https://www.ncbi.nlm.nih.gov/protein/1735180555
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=192224&to=193249


                     /locus_tag="CPXV207" 

     CDS             192224..193249 

                     /gene="CrmA" 

                     /locus_tag="CPXV207" 

                     /note="CPXV207 protein; serpin inhibitor of caspase-1 and 

                     granzyme B" 

                     /codon_start=1 

                     /product="cytokine response modifier A" 

                     /protein_id="ARR30824.1" 

                     /translation="MDIFREIASSMKGENVFISPPSISSVLTILYYGANGSTAEQLSK 

                     YVEKEADKNKDDISFKSMNKVYGRYSAVFKDSFLRKIGDNFQTVDFTDCSTMDAINKC 

                     VDIFTEGKINPLLDEPLSPDTCLLAISAVYFKAKWLMPFEKEFTSDYPFYVSPTEMVD 

                     VSMMSMYGEAFNHASVKESFGNFSIIELPYVGDTSMMVILPDNIDGLESIEQNLTDTN 

                     FKKWCDSMDAMFIDVHIPKFKVTGSYNLVDALVKLGLTEVFGSTGDYSNMCNSDVSVD 

                     SMIHKTYIDVNEEYTEAAAATCALVADCASTVTNEFCADHPFIYVIRHVDGKILFVGR 

                     YCSPTTN" 

     gene            193389..193838 

                     /locus_tag="CPXV208" 

     CDS             193389..193838 

                     /locus_tag="CPXV208" 

                     /codon_start=1 

                     /product="CPXV208 protein" 

                     /protein_id="ARR30911.1" 

                     /translation="MTANFSTHVFSPQHCGCDRLTSIDDVRQCLTEYIYWSSYAFRNR 

                     QCAGQLYATLLSFRDDAESVFIDVREMVKNMPWDDVKDCVEIIRCYISDEQKTIREIS 

                     AIIGLCAYAATYWGGEDHPTSNSLNALFVMLEMLNYVDYNIIFRRMN" 

     gene            193922..194902 

                     /locus_tag="CPXV209" 

     CDS             193922..194902 

                     /locus_tag="CPXV209" 

                     /note="soluble secreted IL-1 binding protein" 

                     /codon_start=1 

                     /product="CPXV209 protein" 

                     /protein_id="QEM24909.1" 

                     /translation="MSIPPVIFLPIFFYSSFVQAFNAPECIDKGQYFASFMELENEPV 

                     ILPCPQINTRSSGYNILDILWEKRGADNDRIIPIDNGSNMLILNPTQSDSGIYICITK 

                     NETYCDMMSLNLTIVSVSESNIDLISYPQIVNERSTGEMVCPNINAFIASNVNADIIW 

                     SGHRRLRNKRLRQRTPGIITIEDVRKNDAGYYTCVLKYTYGDKTYDVTRIVKLEVRDR 

                     MIPPTMQLPEGVVTSIGSNLTIACRVSLRPPTTDADVFWISNGMYYEEGDEDGDGRIS 

                     VANKIYTTDKRRVITSRLKINPVKEEDATTFTCMAFTIPSISKTVTISIT" 

     gene            complement(194950..195972) 

                     /locus_tag="CPXV210" 

     CDS             complement(194950..195972) 

                     /locus_tag="CPXV210" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=192224&to=193249
https://www.ncbi.nlm.nih.gov/protein/1193118173
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=193389&to=193838
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=193389&to=193838
https://www.ncbi.nlm.nih.gov/protein/1193118260
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=193922&to=194902
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=193922&to=194902
https://www.ncbi.nlm.nih.gov/protein/1735180556
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=194950&to=195972
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=194950&to=195972


                     /codon_start=1 

                     /product="CPXV210 protein" 

                     /protein_id="ARR30826.1" 

                     /translation="MSRKFMQVYEYDREQYLDEFIEDRYNDSFITSPEYYSAEKYMCR 

                     YTTLNHNCVNVRRCALDSKLLHDIITNCKIYNNIELVRATKFVYYLDLIKCNWVSKVG 

                     DSVLYPVIFITHTSTRNLDKVSVKTYKGVKVKKLNRCADHAIVINPFVKFKLTLPNKT 

                     SHAKVLVTFCKLRTDITPIEAPLSGNVLVYTFPDINKRIPGYIHLNIEGCIDGMIYIN 

                     SSKFSCILKLHRSMYRIPPFPIDICSCCSQYINYDIEIPINDLIKDVTIFKNKEMVYY 

                     LKLNNKTIARFTYFNNIDTAITREHEYVKIALGIVCKLMINNMHSIVGVNHSNTFVNC 

                     LLEDNV" 

     gene            196117..197841 

                     /locus_tag="CPXV211" 

     CDS             196117..197841 

                     /locus_tag="CPXV211" 

                     /codon_start=1 

                     /product="CPXV211 protein" 

                     /protein_id="QEM24910.1" 

                     /translation="MSRRLIYVLNINRKSTHKIQENEIYTYFSYCDIDYKSTELDFVV 

                     KNYDLNRRQPVTGYTALHCYLYNNYFTNNVLKVLLNHGVDVTMKTSSGHMPIYILLTR 

                     CCNISHDVVIDMINKDKNHLSHRDYSNLLLEYIKSRYALLREEAIDEKIVSTLLDKGI 

                     DPNFKQDGYTALHYYYLCLAHVYKPGECRKLIPIKKARKIISLFIQHGANINELDNCG 

                     NTPFHLYLAVETCNNIHMTKMLLTFNPKFEIRNNHGLTPILCYITSDYIQHDILVMLI 

                     HHYETNVGEIPIDERRMIVFEFIKTYSTHPADSITYLMNRFKNIDIYTRYEGKTLLHV 

                     ACEYNNTHVIDYLIRINGDINALTDNNKHSTQLIIDNKENSPYTIDCLLYILRYIVDK 

                     NVIRSLVDQLPSLPIFNIKSFKKFISYCILLDDTFYDRHVQNRDSKTYRYAFSKYMSF 

                     DEYDGIITRCHKETILLKLSTVLDTTLYSVLRCRNSRKLRRYLNELKKYNNDKSFKIY 

                     SNIMNERYLNVYYKDMYVSKVYDKLFPVFTDKNCLLTLLPSEIIYEILYMLTTYDLHN 

                     ISYPPTKV" 

     gene            197860..198960 

                     /locus_tag="CPXV212" 

     CDS             197860..198960 

                     /locus_tag="CPXV212" 

                     /codon_start=1 

                     /product="CPXV212 protein" 

                     /protein_id="ARR30818.1" 

                     /translation="MYIKLILYNYLSAGMSKITMKMMVRIYFVSLLLFHSYAIDIENE 

                     ITEFFNKMRDTLPAKDSKWLNPACMFGGTMNDMAALGEPFSAKCPPIEDSLLSHRYKD 

                     YVVKWERLEKNRRQQISNRRVKHGDLWIANYTSKFSNRRYLCTVTTKNGDCVQGIVRS 

                     HVRKPSSCIPTTYELGTHDKYGIELYCGILYANYYNNITWYKDNKEINIDDIKYSQTG 

                     KELIIHNPELEDSGRYDCYVHYDDVRIKNDIVVSRCKILTVIPSQDHRFKLILDPKIN 

                     VTIGEPANITCTAVSTSLLVSDVMVEWENPSGWIIGFDFDVYSVLTSRGGITEATLYF 

                     ENVTEEYIGNTYTCRGHNYYFDKTLTTTVVLA" 

     gene            199022..201424 

                     /locus_tag="CPXV213" 

https://www.ncbi.nlm.nih.gov/protein/1193118175
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=196117&to=197841
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=196117&to=197841
https://www.ncbi.nlm.nih.gov/protein/1735180557
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=197860&to=198960
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=197860&to=198960
https://www.ncbi.nlm.nih.gov/protein/1193118167
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=199022&to=201424


     CDS             199022..201424 

                     /locus_tag="CPXV213" 

                     /codon_start=1 

                     /product="CPXV213 protein" 

                     /protein_id="QEM24911.1" 

                     /translation="MDDDKIRLSKYLYLMDRERINVNTVKQLCETSDPNACYRCGCTA 

                     LHEYFYNYRSVNGKYKYRYNGYYQYYSSSDYENYNEYYYDYDRTGMNSESENESESDS 

                     DNISIKTEYENEYEFYDETQDQSTQLVGYNIKLKTNEDDFVDEFYGYDRSVGVHDYID 

                     ESINKVVYGRESHVRWRDIWQEHNDGVYSIGKECIDNIYEDRHTVDEFYRIDSLTEVD 

                     DTDHTFPIKKDASTQTWEKKSELDRYMESYPRHRYSKHSVFKGFSDKVRKNDLDMNVV 

                     KELLSNGASLTTKDRSNKDPITVYFRRTIMNLEMIDIINKHTTIDERKYIVHSYLKNY 

                     RNFDYPFFRKLVLTNTHCLNNYYNVSDSKYGTPLHILASNKKLITPNYMKLLVYNGND 

                     INARGEDTQMLTPLHKYLCNFVYHNIECGVRYYNEKIIDAFIELGADLTIPNNDGLIP 

                     VIYCIHVNAEYGYNNITNIKIIRKLLNLSRHAPHNLFRDRVMHDYIRNTYIDSECLDI 

                     IRSLDGFDINGYFEGRTPLHCAIQHNFTQIAEYLLDRGADISLKTDDGKSVFDLSLCS 

                     YIPLKWTSFLIGRLPPKSVICSLTNHIIDYVLTNNRRIIWQSQMINKYVLLLDPSFYS 

                     RFRNAIESKLNQHANRYNRFEHDRDRVNENYDKVLHDIDIYIKDVQILKSISITNNIT 

                     LYDTIINKSEFPVHRTNDKQLINLIKSNTYHNLIEKVIKNTLEKYTLTNIVLEYMIKY 

                     QSQSSYLSRIPNEILFKILYKLDVSDLRKLYTRYMRENENENDIVLDYHIENTRSVST 

                     QT" 

     gene            complement(201461..201613) 

                     /locus_tag="CPXV214" 

     CDS             complement(201461..201613) 

                     /locus_tag="CPXV214" 

                     /codon_start=1 

                     /product="CPXV214 protein" 

                     /protein_id="ARR30962.1" 

                     /translation="MITSHNISSSKRLLMLRMIRLLRISFSISMMIRQLKLRFQYYNL 

                     DVISVI" 

     gene            201525..203198 

                     /locus_tag="CPXV215" 

     CDS             201525..203198 

                     /locus_tag="CPXV215" 

                     /codon_start=1 

                     /product="CPXV215 protein" 

                     /protein_id="ARR30794.1" 

                     /translation="MDIENDIRNRRIIRNISNLLDDDILCDVIITIRDGEEIKAHKTI 

                     LAAGSTYFKTMFTTPMIARDLVTRVNLQMFDKDAVKNIVQYLYNRHISSMNVIDVLKC 

                     ADYLLIDDLVADCESYIKDYTNHDTCICMYHKLYEMIHIPIVKYIKRILMSNIPTLIT 

                     TDAFKKTVFEILFDILSTNDNVYLYREGYKVTILLKWLEYNYITEEQLLCILSCIDIQ 

                     NLDKKSRLLLYSNKTINMYPSCIQFLLDNKQNRNIIPRQLCLVCHDTKYNVCNPCVLV 

                     YNINTMEYSVISTIPNHIINYASAIVDNEIIIAGGYNFNNPSLNKVYKINIENKIHVE 

                     LPPMIKNRCRFSLAVIDDTIYAIGGQNGTNVERTIECYTMGDDKWKMLPDMPIALSSY 

                     GMCVLDQYIYIIGGSTQHIDYTSVHAVNSIDMEEDTDTSNKVIRYDTVNNIWETLPNF 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=199022&to=201424
https://www.ncbi.nlm.nih.gov/protein/1735180558
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=201461&to=201613
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=201461&to=201613
https://www.ncbi.nlm.nih.gov/protein/1193118311
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=201525&to=203198
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=201525&to=203198
https://www.ncbi.nlm.nih.gov/protein/1193118143


                     WTGTIKPGVVSHEDDIYVVCDIKDEKNVKTCIFRYNTNTYNGWELVTTTESRLSALHT 

                     ILHDDTIMMLHCYESYMLQDTFNVYTREWNHTCHQHSNSYIMYNILPIY" 

     gene            204484..205065 

                     /locus_tag="CPXV218" 

     CDS             204484..205065 

                     /locus_tag="CPXV218" 

                     /codon_start=1 

                     /product="CPXV218 protein" 

                     /protein_id="QEM24878.1" 

                     /translation="MMIYGLIACLIFVTSSIASPIYIPVIPPITEDKSFNSVEVFVSL 

                     FRDEQKDYTVTSQFNNYTIDTKDWTINVLSTPDGLEIPLTNITYWSRFPTIGHALFKS 

                     ESEDIFQKNMSILGVSIECKKPSTLLTFLTVRKISRVFNRFPDMAYYRGDCLEVVYVT 

                     MTYKNTKTGETDYTYLSNVGIPEYYRLMSGVDG" 

     gene            205311..211070 

                     /locus_tag="CPXV219" 

     CDS             205311..211070 

                     /locus_tag="CPXV219" 

                     /codon_start=1 

                     /product="CPXV219 protein" 

                     /protein_id="QEM24879.1" 

                     /translation="MNLQRLSLAIYLTATCSWCYETCVRKSALYHDNQLGHAEDNQDS 

                     VASLPYKYLQVVNQRERSRLLATFNWTSIAEGVRNEFIKICDINGTYLYNYTIAVSMI 

                     IDSTEELPTVTPFTTYEPSTYNYTFDNSTVVTTEELKVTPSPTPYATVTTPLPTSPVP 

                     YDQRSNNNVSTISIQILSKILGVNETELTNYLITHKNATVDNNTTNNNITVNDETSDN 

                     NTLHGNIGFLEITNCYNISVSNASFRITLVNDTSEEIVLMLTGTSSSDTFISSTNITE 

                     CLKTLINNTSNISDVSITQNMNVTSNCDKCSMNLMTSVIPVVNEFNNTLEKIGVKDDK 

                     NNTVHNYYNCKLTTNSACDELINLDEVINNITLTNIISSSVSTTNSRKRRDLNGEFEF 

                     STSKELDCLYESYGVSDDVSHCFSSPRRRRSDDKQEYTEMKLLDHAKKDLGIDSVIPR 

                     GTTHFQVGASGASGGVVGDSNPFQNVKSRASILAEKIMPRVPTTATEEQLYATINRQT 

                     KLPAGVKSTPFTEALVSTINQKLSSVKDVTYASLNLPGSSGYIHRPSDSVIYSTIRRT 

                     RLPSDSDSDFEDIQTVVREYNERYGRRVSRTQSSSSSDFEDIDEVVAEYKQKYGGAAA 

                     SRVRTSSSSSSDFEDIDEVVREYNQKYGTAMTKGRGSPKPDPLYSTVKKTPKSIASGV 

                     DIVTKQTDYSLLPGVNTGSSIVTPLTRRGATRRPKRPSTPPREDLPPLPPLPPHRQLP 

                     RGGDHSPPQVPQRDYSPPLPPRGPPPLPPKPVPAIPPRDGQPDNKGFSKFVSPRRCRR 

                     STSGVVCGMIQSRPNDDYSLLQRPKIEPEYAEVGNGLPKNNVPVIGKKHSKKYTSAMS 

                     KISTRFDKSMAFGTAMLLTGQQAINQQARSTALIRKDQMSKDEKIFEAVTMTLSTIGS 

                     TLTTAGMIAPPLMIAGIGITAITGIIDTVKDIYYLFSGHEKPVDPVVKLFNTYAGLVS 

                     DSSKMGVRKCLTPGEDTLIYMAYRNDTSFKQNTEAMALYFLDVIDSEILYLNTSNLVL 

                     EYQLKVACPIGTLRSVDVDITAYTILYDTADNIKKYKFVRLATLLSKHPVIRLTCGLA 

                     ATLVIKPYEVPISDMQLLKMATHGEPESTKSIPSDVCDKYPLKKFYLLAGGCPYDTSQ 

                     TFIVHTTCSILLRTATWDQFRNRWVLQNPFRQEGTYKQLFTFSKYDFNDTIIDPNGVA 

                     GHASFCTNRSSNQCFWSEPMILEDVSSCSSRTRKIYVKLGIFNAEGFNSFVLNCPTGS 

                     TPTYIKDKNADSNNVIIELPVGDYGTAKLYSATKQSRIAVFCTHNYDKRFKSDIIVLI 

                     FNSISGVPFSSIYTGSVNGRNRLFTTLSRGMPYRSMYCDNRRPGCYYSGIPFNENSVE 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=204484&to=205065
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=204484&to=205065
https://www.ncbi.nlm.nih.gov/protein/1735180559
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=205311&to=211070
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=205311&to=211070
https://www.ncbi.nlm.nih.gov/protein/1735180560


                     SDLHYGPEIMLKETYDANSIDPRVITKSKTHFPTPISVKFMVDNLGNGYNKPENFWKD 

                     AKNKKRTYSAMTIKILPCTVRNKNVNFGYNYGHIISNMVYAQSTSQDYGDGTNYTFKS 

                     VNRSDHECESILDLKAKEVTVMCPAFSIPRNISAYEGLCFSVTTSKDHCATDNDWLKS 

                     HGYGKADAIKQRACFHHWNYATTSLDYYCSSENIFKSDWPDYDPCKSYIHIEYRDIWI 

                     ESKVLQQPPYTFEFTHDDSNEYVDKEISNKLNDLYNEYKNIMEYSDGSLPASINRLAK 

                     ALTSEGREIASVNIDGNLLDIAYQADKEKMADIQNKINDIARDLFIHTLSDKDIKDII 

                     ESEESKRCCIIDVKNNRVEKYYPIDNYLCGTLDDYIYTSVEYNKSYVLVNDTYMSYDY 

                     LESSGVVVLSCYEMTIISLDTKDAKDAIEDEIVASAVAEALNDMFKEFDKNVSAIIIK 

                     EEDNYLNSSPDIYHIIYIIGGTILILLVIILILAIYIARNKYRTRKYKIMKDDTMSIK 

                     SEHHNSLETVSMEIMDNRY" 

     gene            211361..213100 

                     /locus_tag="CPXV220" 

     CDS             211361..213100 

                     /locus_tag="CPXV220" 

                     /codon_start=1 

                     /product="CPXV220 protein" 

                     /protein_id="ARR30789.2" 

                     /translation="MLCDYDTKMFNDTILDFISSEMSSESFIITMFNNNSSTNIDNMC 

                     HLYFKYIEVCPSSLLFRLFVECCDINKLVEGTTPLHCYLMNERFESSVLKNLLKEYGM 

                     NTFNVRDSDGHIPLHKYLTHDKVENDIFDMLSDSIDSFSEYKNILIHYIYSKLDSKPI 

                     NYYVLYKLLRKGADPNYADDEGNTFLHYFCIYMSAYEKMSLMHREKKFIKELVKYGAD 

                     INKVNNIGNTPLHNYVSQYDHSPSIIFTLLSLGADLTIQNNDRLTPIMEYIKCEDIEY 

                     NTLLMLINWYESKYKKLEKEEGLHLLYLFIRHNDSNDLNILSYLLKKFDMKNDEYYND 

                     ITPLHNACIACNIDIMSYLVYIGCNINLPTKDNKNIFDIISTQQNNIIYRNCIIYHII 

                     RNGLDISLSVIKSLLSIIPYLPTDHYVRYIITYCILMNNNFIKEYNNQCLNHNYRELF 

                     VNFITFDYIDNIVSDCVNDINRLKQENYYNILRYEDIKYYNLVNDIYVTNKTFPMYTD 

                     IIENCNLRMRRKYKLINTVLDKIYSISSVDNRELSLLPPEIIREIISKLSEYELNTIL 

                     YGRNHLKHYYKFN" 

     gene            213107..214069 

                     /gene="CrmD" 

                     /locus_tag="CPXV221" 

     CDS             213107..214069 

                     /gene="CrmD" 

                     /locus_tag="CPXV221" 

                     /note="CPXV221 protein" 

                     /codon_start=1 

                     /product="TNF receptor CrmD" 

                     /protein_id="ARR30834.1" 

                     /translation="MMKMTPSYILLVYIFVVVSGDVPYEHINGKCNGTDYNSNNLCCK 

                     QCDPGMYMTHSCNTTSNTKCDRCPDGTFTSIPNHIPTCLSCRGKCSSNHVETKSCSNT 

                     QDRVCVCASGYYCEFEGSNGCRLCVPQTKCDSGYGVYGYSSKGDVICKKCPGNIDKCD 

                     LSFNSIDVEINMYPVNKTSCNSSIGSSSTISTSELTITLKHEDCTTVFIGDYYSVVDK 

                     LATSGFFTNDKVHQDLTTQCKINLEIKCNSGGESRQLTPTTKVYFMPHSETVTVVGDC 

                     LSNLDVYIVYANTNAIYSDMDVVAYHTSYILNVDHIPPNDCERD" 

https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=211361&to=213100
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=211361&to=213100
https://www.ncbi.nlm.nih.gov/protein/1735180561
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=213107&to=214069
https://www.ncbi.nlm.nih.gov/nuccore/KY549150.2?from=213107&to=214069
https://www.ncbi.nlm.nih.gov/protein/1193118183


     gene            214691..215152 

                     /locus_tag="CPXV222" 

     CDS             214691..215152 

                     /locus_tag="CPXV222" 

                     /codon_start=1 

                     /product="CPXV222 protein" 

                     /protein_id="ARR30906.1" 

                     /translation="MASPCPQFTPCHCHATKDSLNTVDDIKHCLTEYILWVSHRWTHR 

                     ETAGSLYRLLISYRTDATELFGSELKEFSDSLPWDNIDNCVGIINCFIRNESMKTAKE 

                     LRAIIGLCTQSAIVSGRVFNDKYIDILLMLRKILNENDYLTLLDHIRTAKY" 

     gene            215376..217394 

                     /locus_tag="CPXV223" 

     CDS             215376..217394 

                     /locus_tag="CPXV223" 

                     /codon_start=1 

                     /product="CPXV223 protein" 

                     /protein_id="ARR30777.2" 

                     /translation="MDCGRDCTILCRLLDEDVTYKKIKLEIETCHNLSKHIDRRGNNA 

                     LHCYVSNKCDTDIKIVRLLLSRGVERLRRNNEGLTPLGVYSKRRYVKSQIVHLLISSY 

                     SNASNELKSNIDDFDLYSYMSSDNIDLRLLKYLIVDKRIRPSKNTNYYINCLGLVDIY 

                     VTTPNPRPEVLLWLLKSECYSTGYVFRSCMYDIDRCKNSLHYYILSHRESESLSKDVI 

                     KCLIDNNVSIHGRDEGGSLPIQYYWSCSTIDIEIVKLLIKDVDTCSVYDDISQPYIRG 

                     VLADYLNKRFRVTPYNVDMEIVNLLIEGRHTLIDVMRSITSYDSREYNHYIIDNILKR 

                     FRQQDESIVQAMLINYLHYGDMVSIPIIQCMLDNGATMDKTTDNNYPLHDYFVNNINI 

                     VDVNVVRFIVENNGHMAINHVSNNGRLCMYGLILSRFNNCGYHCYETILIDVFDILSK 

                     YMDDIDMIDNENKTLLYYAVDVNNIQFAKRLLEYGASVNTTSRSIINTAIQKSSYRRE 

                     NKTKLVDLLLSYHPTLETMIDAFNRDIRYLYPEPLLACIRYALILDNDFPSKVKYDIA 

                     GRHKELKRYRADINRMKNAYISGVSMFDILFKRNKRHRLRYAKNPTFINFVSNIKWYK 

                     KELTSIITETVKNSERIDSIVDNINTDDNLISKLPMEIQREILYYSIK" 

     gene            217431..217583 

                     /locus_tag="CPXV224" 

     CDS             217431..217583 

                     /locus_tag="CPXV224" 

                     /codon_start=1 

                     /product="CPXV224 protein" 

                     /protein_id="QEM24881.1" 

                     /translation="MAYYKIDSVQDDKNIYRHHKHGVYFICQPLLKKYIVLVFFFFRT 

                     SLIMKK" 

     gene            217508..219367 

                     /locus_tag="CPXV225" 

     CDS             217508..219367 

                     /locus_tag="CPXV225" 

                     /codon_start=1 

                     /product="CPXV225 protein" 
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                     /protein_id="QEM24882.1" 

                     /translation="MSTITKKIYCSGFLFLSYISNYEKVNDEMYEMGEMDEIVRIVND 

                     SMWYIPNAFMDDGENEGHISVNNVCHMYLAFFDVDTSSHLFKLVIKHCDLNKRLKCGN 

                     SPLHCYTMNTRFKPSVLKILLHHGMRNFDSKDEKGHIPLHHYLIHSLSIDNKIFDILT 

                     DNIDDFSKSSDLLLCYLRYKFNRRLNYYVLYKLLTKGSDTNCVDDDGLTSLHYYCRHI 

                     SFFHENNYYETKRYTKMYAEKRFINTIIDHGANINAVTKIGNTPLHTYLQEHTKHSPR 

                     VVYALLSRGADTRIRNNFDCTPIMEYIKNDCVACHILIMLLNWHEQKYGKLQKEEGHH 

                     LLYLFIKHNQLHKHSIDILRYLLDRFDIQKDEYYNTMTPLHTAFQNCNNKVASYLVYI 

                     GYDINLPTKDGKTVFDLVFENRNILYKSDVIHDIIRHRLHVSLPMIKSLFYRMSEFSP 

                     YNDYYVKKIISYCVLRDESFSELHRKFCLNEDYKSVFMKNISFDEIDSIIERCSHDIS 

                     RLKEIRISDTDLYTVLRTEDIRYHTYLEAIHSDKHISFPMYDDLIEQCHLSMKYKSKL 

                     IDKALDKLESTIDGQSRLSYLPPEIIRNIISKLSDYHLKSMLYGKNHYKHYPY" 

     gene            223813..224007 

                     /locus_tag="CPXV229" 

     CDS             223813..224007 

                     /locus_tag="CPXV229" 

                     /codon_start=1 

                     /product="CPXV229 protein" 

                     /protein_id="QEM24883.1" 

                     /translation="MESLKYFYSLSLSLFNGLTKILNLFLMESLKYFYSLSLSLFNGL 

                     TKILNLFLMVSIKRSIFLTL" 

ORIGIN       

        1 aattataaaa ttatatatat aatttactaa ctttagttag ataaattaat aatatataag 

       61 ttttagtaca ttaatattat attttaaata ttttatttag tgtctagaaa aaaatgtgta 

      121 acccatgact gtaggaaact ctagagggta agaaagatcg atcgctttat agagaccatc 

      181 agaaagaggt ttaatatttt tgtgagacca ttgaagagag aaagagaaag agaataaaaa 

      241 tattttagtg actccatcag aaagaggttt aatatttttg tgagaccatt gaagagagaa 

      301 agagaaagag aataaaaata ttttagtgac tccatcagaa agaggtttaa tatttttgtg 

      361 agaccatcga agagagaaag agaataaaaa tatttttgta aaactttttt atgagaccat 

      421 tgaagagaga aagagaataa aaatattttt gtaaaacttt tttatgagac cattgaagag 

      481 agaaagagaa taaaatattt ttacgactcc atcagaaaga ggtttaatat ttttgtgaga 

      541 ccattgaaga gagaaagaga ataaaaatat ttttgtaaaa cttttttatg agaccattga 

      601 agagagaaag agaataaaaa tatttttgta aaactttttt atgagaccat tgaagagaga 

      661 aagagaataa aatnaaagag aataaaaata tttttgtaaa acttttttat gagaccattg 

      721 aagagagaaa gagaataaaa atatttttgt aaaacttttt tatgagacca ttgaagagag 

      781 aaagagaata aaatattttt acgactccat cagaaagagg tttaatattt ttgtgagacc 

      841 attgaagaga gaaagagaat aaaaatattt ttgtaaaact tttttatgag accattgaag 

      901 agagaaagag aataaaaata tttttgtaaa acttttttat gagaccattg aagagagaaa 

      961 gagaataaaa tatttttacg actccatcag aaagaggttt aatatttttg tgagaccatt 

     1021 gaagagagaa agagaataaa aatatttttg taaaactttt ttatgagacc atcgaagaga 

     1081 gaaagagaat aaaaatattt ttgtaaaact tttttatgag accatcgaag agagaaagag 

     1141 aataaaatat ttttacgact ccatcagaaa gaggtttaat atttttgtga gaccattgaa 

     1201 gagagaaaga gaataaaaat atttttgtaa aactttttta tgagaccatt gaagagagaa 

     1261 agagaataaa aatatttttg taaaactttt ttatgagacc attgaagaga gaaagagaat 
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     1321 aaaatatttt acgactccat cagaaagagg tttaatattt ttgtgagacc attgaagaga 

     1381 gaaagagaat aaaaatattt ttgtaaaact tttttatgag accattgaag agagaaagag 

     1441 aataaaatat tttacgactc catcagaaag aggtttaata tttttgtgag accattgaag 

     1501 agagaaagag aataaaatat tttacgactc catcagaaag aggtttaata tttttgtgag 

     1561 accattgaag agagaaagag gtttaatatt tttgtgagac cattgaagag agaaagagaa 

     1621 atagtctaga tatttttctt agtacaaaag tcaatgtttt aaaatatatg gacaagaatt 

     1681 tgtctgtata aaaacttgtg tgaaattttg taccagagaa aaaacgtgag cagtatcccc 

     1741 tacatggatt ttactagatc atttatatac caaaaaatat tatacgatct acgttttatt 

     1801 atatgatttt aacgtgtaaa ttataaacat tattttatga tgcaattgtc tggtaaccta 

     1861 gatgggcata gggatgttga tacgctctac gagtatatgt tgttggacgt tatcgtttac 

     1921 gaaatagttg agacatcaga aagagaataa aaatattttt acgactccat cagaaagagg 

     1981 tttaatattt ttgtgagacc attgaagaga gaaagagaat aaaaatattt ttgtaaaact 

     2041 ttttttatga gaccattgaa gagagaaaga gaataaaata tttttacgac tccatcagaa 

     2101 agaggtttaa tatttttgtg agaccattga agagagaaag agaataaaaa tatttttgta 

     2161 aaactttttt tatgagacca ttgaagagag aaagagaata aaatattttt acgactccat 

     2221 cagaaagagg tttaatattt ttgtgagacc attgaagaga gaaagagaat aaaaatattt 

     2281 ttgtaaaact ttttttatga gaccattgaa gagagaaaga gaataaaaat atttttgtaa 

     2341 aacttttttt atgagaccat tgaagagaga aagagaataa aaatattttt gtaaaacttt 

     2401 ttttatgaga ccattgaaga gagaaagaga ataaaaatat ttttgttact ccatcagaaa 

     2461 gaggtttaat attttagtga tcataatcgt atcacatatt gagacagaaa aagaagaagt 

     2521 cgcgagaggt aactttttgt gaatgtagtt aagaacattt ttgttttgca aaccggaata 

     2581 tagtgtccgg tacacttttt ttagtttgtg gtgtgcctga atcgctcgat taaccctact 

     2641 catccaattt cagatgaata gggttatcga ttcagacaca cgctaaaagt tttgctgaat 

     2701 tgatgagtga agtatcatcg gctgcatctt ccgatgccga tccgtcgaca tacttgaatc 

     2761 catccttgac ctcaagttca gatgattcct tgcacatgtc tcctatacga acgctaatct 

     2821 ctagattctt gacgcatttc gtatcgacga tcgttgatcc gatgatatct tcgtaactca 

     2881 ctttcttatg ggagatgtta gacccgagta ctggatgggt cttgatgttg ctgtctttct 

     2941 cttcttcgct acatttgatg ttgatagaca tttcacagtc tttgatcata gacagagctt 

     3001 cttcacgagt gatagcggga gagtccttac cttgtcctgg ggacacgcta gacaatctag 

     3061 cattcacagt gtttccgtca gagtattcag agatggatga aatctttggg catttggtga 

     3121 atccaaagtc catcgtaaga cctccaccga cgacagtgta ataagtggtg ggatatcctt 

     3181 ttacgacttc ttctgactcg tcgtaagact ctgtaacttc ggttactgat tgacaaatct 

     3241 tatcattggt cggtgtttgg tcttgcttgg tgactttgat aataacatcg attcccatat 

     3301 gatgtttgtt ttcttcttcc gtacacgagg atgaggatga gaatgattgc tgaagactgg 

     3361 tagggatagc aactgccgcc aggcatatgc atgccaggac gatttgtttc atgattgctg 

     3421 ttctagatga ttctatttcc tcaccataca ataaattaga atatattttc tacttttacg 

     3481 aaaaattaat tattgtattt atttatgggt taaaaactta ctataaaaag tgggtgggat 

     3541 actgggaatt ggaattagta atcagtttat gtgtatcgca actaccgggc atatggctat 

     3601 cgacatcgag aacattaccc acatgataag agattgtatc agtttcgtag tcttgagtat 

     3661 tggtattact atatagtatg tagatatcga cgctagatag acagtcgccc actagagtta 

     3721 ccgattccga atgcggcatg atggagtcgt cgtcattctt tgttttcgtt aactgtttgg 

     3781 aggaagaata agaatctttg ttattacatt taatctcgaa attcagagtg cacacctttg 

     3841 aaatattctg atatctattt tgtcctgtaa agaaccctga agttgctacc tcattaagaa 

     3901 cggagaagta tccattacga aagacgggat cgcagtcttt atgattcata gtaatagtta 



     3961 gttccgaagt tgagatggat tcactgagac cggtagtggt cgtccgagta cacgatgtgt 

     4021 cgttgacggg atacagatta atttccacat cgatatagtt aaaggtatta ctgggtacgg 

     4081 gttcgcattt atctacggaa gagacggtgt gagaatatgt tccgagaccg cacggagaac 

     4141 agatgacgtc tccggtatgc gtgtgtccgg atactccgta tcctattcca cactttgttt 

     4201 gggaaacaca tgccttgcat ccggacgatc ctttgagaag acaataatat ccgggagcgc 

     4261 aatcacagat tctattgtga gtcgcgttac acgatcgcgt ctctacctga ttactatcac 

     4321 atcttccgtt acaacttaga caagcgggta aatgattatt gcgagacgta aaggtgtccg 

     4381 acgcacacgg cgtacattgt gtgtttgtgt tagtcttgct atcgcataat ctggaagcgt 

     4441 atgttcccgg aggacacgat aaacaacata gatgatggcg tttgtattcg ttgtctttac 

     4501 actttccgtt ggatggttca tgcggtgtta tatcgctgtt tattatgatt atacatgaaa 

     4561 gcagcaatag caatatatat gacttcatga tttaataatg tagtagtaat tatcacctcg 

     4621 ttcccgctct ccaatcatta tagatatttt ttaaatattt ttatttcatt tcatttcatt 

     4681 tcatttcatt tcatttcatt tcatttcatt tcatttcatt tcatttctag tatggataat 

     4741 gtttgtaatg gttctttccg tacaacatac tttttagatg atagtcgctt aacttggata 

     4801 tgatgctgcg tataatttct ggaggcaagt aatatagtct agattgacca tcgatggtag 

     4861 actctaattt atcgagtgct ttgtcgatga gtttactttt atacttcatc gatagatggc 

     4921 actgttctat gagatcgtcg tacatgggaa atgaaatgtg tttgtccgaa tgtatggctt 

     4981 cgagataggt gtgataccgg atgtcttctg ttcttaatac cgtatacagg tcggtgtcgg 

     5041 agattcgaat ctctttgaga cgacttatgt catgactgca tctttcgatg atggaatcta 

     5101 tttcgtcgaa tgatatattt ttcataaata cacttttata gtcctcgttt aaacagaatt 

     5161 tacgatgtag ttcagagaat gactcgtccc ttaatacgca gtaggatatt atcttcttta 

     5221 cgtagtaatc gttgtaggga gagaactcgg acatcctata gaacaacgat ttaatcatag 

     5281 gcagagatac gtgcagtctg tgtctgatga tgtcgtgaat gacatccgac ttgtataaga 

     5341 tgtttctgtt ttcaaacacc aagtcgaata ccgtcttacc gtctttagtc ggaaggttga 

     5401 tgtcgtatcc gatgtatacg aggtatgagg caaccttgtt gttacaattc tggaaggcag 

     5461 tatgaagagg agtcatggta ttatagtatt cgtctttctg aatgtcgaac ctatctagta 

     5521 gataccttag tatgtcgata gagtgtttgt gcaattgatt atgttttatg aatagataaa 

     5581 gtagatggtg tccttcttcc ttttgtaatt tcccgtattt ttgttcgtgc caattgagta 

     5641 acattatgag aatatgacag gcgacacaat cgttctttat gtattccatg atgggtgtac 

     5701 aatcaaaatt attacgtatc ctcgtatcgg ctcctctaga taaaagagca tacaccacac 

     5761 gaggactatg tttggtatgc tcttgaaggt aagtgtgtaa cggcgtattt cctattttcg 

     5821 taaccgcgtt aatgtttgct ccatgatcta ttatcgtgtt gatgaatcgc ttctcggcgt 

     5881 acatcttagt gtacctcttt gtctcgtaat aattgttttc gtggaaaaat gatatgtgtc 

     5941 tacagtagta atgaagagaa gtgagtccat catcgtcgac gcaattcgtg tcggatcctt 

     6001 tagtcaataa tttgtacaga acgtagtagt ttaatctcct attgaattta tatctaagat 

     6061 aacacagcaa tagatctgat gatttactaa agtcatcgat gttgtccgtt agtatatcaa 

     6121 agatcttgtt atcgattgat agtgaatgaa tcagatagtg gtgtagagga atatgtcctt 

     6181 tttcatcctt gctatcaaag ttacgcatgc cgtggtgtaa caatatcttt aatacagatg 

     6241 gcttaaatcg tgtattcatc gtatagcaat gtaatggaga gttaccacat tttagtcgtt 

     6301 tattcagatc gcagtgttta ataactaact taaacagatg agacgatgta tccacatcaa 

     6361 agaatgcgag atacatatga cagacattgt tgacagaaat gtgaccttca ttctcaccgt 

     6421 cgtccataaa tgcgttaggt atgtaccaca tactatcatt aacgatgcgc acaatctcgt 

     6481 ccatctcgtc catctcatac atttcatcat ttactttttc ataattagag atgtacgaaa 

     6541 gaaaaagaaa aacagaacaa tatatttttt tagtaatggt tgacatataa aataaactcc 



     6601 gtgtttatga tgccggtaaa tgtttttatc atcttggacg gaatcgattt tgtaatatgc 

     6661 catggaaaca aatgaaacac attatcactc catgataaat tatttaatgg agtaataaag 

     6721 tatctcgcgt tgtatctcca tgggtaattt cgaaatcaag ttatcgtctg tattaatgtt 

     6781 gtccactatg gagtcgatcc tctcactgtt ctttacagtc tctgtaatga tggacgttag 

     6841 ttcttttttg taccatttga tgttggatac aaagtttata aatgtcggat tctttgcgta 

     6901 tctcaatctg tggcgtttgt tccgtttaaa taatatatca aacatagaga cgcctgatat 

     6961 gtaggcattc ttcattctat taatgtctgc tctatagcgc tttagttcct tatgacgacc 

     7021 ggcgatatca tactttactt tagaaggaaa atcattatct aggattaagg cgtatctgat 

     7081 acaggccaat aatggttcag gatatagata gcgtatatct ctattaaatg cgtcaatcat 

     7141 agtctctaga gtgggatggt agctaagtaa taaatcaact agctttgttt tgttttctct 

     7201 tcggtaactg cttttctgga tggccgtatt gattatcgag cgcgacgttg tgttaacgct 

     7261 cgctccatat tccaataacc gctttgcaaa ttgtatatta ttgacatcga ccgcgtaata 

     7321 tagtaaagtt ttattctcat tatcgatcat atctatatca tccatgtact tgcttagtat 

     7381 atcaaataca tctatcagta tggtttcata acagtgatat ccgcaattat taaatctcga 

     7441 taatatcaga ccgtacatgc atagacggcc attgttcgat acgtgattaa tagccatgtg 

     7501 tccattattt tccacgataa accttacgac gtttacatcg acgatattaa tattattaac 

     7561 aaagtagtcg tgtagaggat agttgttgtc cgtcgtctta tccatggtcg ctccgttatc 

     7621 caacatgcat tgaatgatcg gtatacttac catatcgccg taatgtaagt agtttatcaa 

     7681 catagcttgt acgatggatt catcctgttg tctaaatctc tttagaatgt tatcgatgat 

     7741 gtagtggtta tattctctgg aatcgtacga agtaatacta cgcattacgt cgataagagt 

     7801 atgacgtccc tcaataagaa gattaacgat ttccatgtct acattatatg gggttactct 

     7861 aaatcgcttg tttagataat ccgctagtac tcccctaata tagggctgac tgatgtcgtc 

     7921 gtatacgcta cacgtgtcca catcctttat taataatttg acaatctcta tatctatggt 

     7981 tgagcaagac cagtagtatt ggatgggtaa agatcctcct tcgtctctgc catggatgga 

     8041 aacattgtta tcgatcaaac atttaattac atccttggat agagattcag attctctatg 

     8101 agacaatata tagtaatgaa gagagttctt acacctatcg atatcgtaca tacagctacg 

     8161 aaatacgtaa ccggtgctgt aacattctga tttaagaagc catagcaata cttctggtct 

     8221 cggattaggc gtcgttacgt atatatccac caatccgaga caattgatgt agtagttcgt 

     8281 attcttggac ggacgtatcc gtttatccac aattagatat tttagtagac gtaagtcgat 

     8341 attatccgaa gacatatacg aatacagatc gaaatcatct atattcgact tgagttcgtt 

     8401 ggaggcatta gaatagctgg atatcagtag atgcacaatc tgagatttga cgtatctacg 

     8461 tttactgtat actcctagcg gagttaatcc ttcgttgttt ctacgaagtc tctcgactcc 

     8521 gcgagagagc aacagccgaa caatcttaat gtctgtatcg catttattgg agacgtaaca 

     8581 atgtagcgca ttgtttcctc gtctatctat atgcttggat aagttatgac acgtttcaat 

     8641 ctctagtttt atttttttgt acgtcacatc ttcatccagt agacgacata gaatagtgca 

     8701 atctctgccg caatccatag ctattctagt tctaattatt actatattat atttcacgaa 

     8761 aaatgatgaa ggcaatcatt cctcataaga tgataaaaag taaggtgtgt gtgtgtgtgt 

     8821 gtgtgtgata aaaagtgtag tgagtgagag tattagtgag tgagtgagtg tgtgagtgag 

     8881 tgagtgagag tatgagtgag tgtatgagtg agtgagagta ttagtgagag agcaagaaga 

     8941 tttagtattt agcagtacgg atatgatcca agagggtgag atagtcgttc tcgttcagaa 

     9001 tctttcgcag cataagtagt atgtcgatat acttatcgtt gaagactctt ccagagacga 

     9061 tagctgattg agtacaaagt ccaatgattg cacgaagttc tttggcggtt ttcatggatt 

     9121 catttctgat gaaacagtta atgatcccca cgcaattgtc gatattgtcc cacggaagtg 

     9181 aatccgagaa ctccttcaac tcgctaccaa agagctccgt tgcatcagtt ctgtaagaga 



     9241 tgagaagcct gtagagagac cctgcagttt ctctatgggt ccatctatga gaaacccaca 

     9301 ggatgtattc agtcagacaa tgtttgatgt catccacggt gttcagggag tccttagtag 

     9361 cgtggcaatg acagggagtg aactggggac aaggagaggc cattgtgaag gtagacgaag 

     9421 gttaacctga tggtagacct gtagccgtct gtgctaatag agggctttat tttccatttt 

     9481 tttaatggtg ttgtggatga gggatgagga gtgagagtgt cttatctagt ccttggttta 

     9541 ttacatggat catcagaggg agaaaaaaat atcttgtata ttattaacta acaaccttgg 

     9601 tttccaaata gcttaagaag gcatttacgt atgacggaga tatattccag ccgaaaactg 

     9661 gataaccatc caaaatatta tttgatatag tcgtctttga tataatagac gcgattccga 

     9721 tagcagtctt tgtaaatgga acagggtcta cagtataagt accttctgac ttctgtttaa 

     9781 gtttcttata caagtcaatg ttatagagat catccatatc agagtcagag tcaacggcat 

     9841 cacgatcttc ttgtacgtct agtacagtaa cacacgcatc acgtataaat ggtttcccat 

     9901 acttttcaat cgctaagtcc tcataagtcg taaactcttt gaatattggt cccatatcat 

     9961 caatgtttag attacgtacg attctcaagt actctttgac aagattataa aaccctctta 

    10021 cttgagtttt agctacgata actgaaaatg gcatatattt gataaactcc tgaaagaata 

    10081 atttcgtcag gactccatct ctcatgaagt tacacgtatt tgtaataacg tcatttaagg 

    10141 tactattttc ttgtaaatct aaatgtttaa tgattctatt aacttcttga ttattcatgg 

    10201 acttgataac attggctatt ttatcatcca tgtttaaaaa atgacctata tgttgatact 

    10261 tgatattgat aattagtata attagtataa ttagtataat tagtataatt actatgtatt 

    10321 atatttcatt attatgagga tttatgtcat atcatgaaat taataagaga actagattaa 

    10381 aggaatagga ataggaattg gaattacttt tcatttgtct cactattata aaaagatgtt 

    10441 atatctcaat cactgatatg aagatccatc atatactatg ataccgtatc agttcctatc 

    10501 aatctctgtt ttgggtgatt caaaaaatta ataataccta gaaaatattc cacgagcatt 

    10561 cattccttta tcgatatagc atttggatag cctgtcaata tcgacatcat tgaacaacgg 

    10621 attcatctta cacttttgaa catcctgaga tacattgttc catcttataa cccgaattaa 

    10681 tacttgaact taacaatatc gtttataaaa aaatcattca tgggtctgtg tttggacgct 

    10741 tttcatagac tgtagtgagt ggtcaatatc acatcctatg taatcaatag cagggttagt 

    10801 tgcataatat ttcatataca agtcacgtat ttctggtagg ttcatgttgg aaaatatctc 

    10861 cataactaat tcttttggga tggtatttaa gtaagttggt tgatcatggt ctatgtagta 

    10921 gatgactttc ctcataagat tgaatttctc tctaatacca ctaataacat ctttcacgat 

    10981 atcgtgatat atgtttgatt cggcaattaa ttctttatta tagttgccat acactggaat 

    11041 ttttatatta ttatttaaca atatgttgta tatagttatt tcatccgtta tatagataga 

    11101 ttttaacgac atgacatcac tattataacg atacgcattg tgtaaaacat ttatatattt 

    11161 ctctctgtat acatcattaa gaggatagtt atcttcagca ttataatata tattgttcat 

    11221 ataacaatat tcgtagtctt cttcatcatc ttcctcggtt tcacgtacta aaatatcatc 

    11281 cctctgttgt atcttaaatt ctatagcctc cttgaacttg gaatagaacg acggaaccat 

    11341 taatattaga taactaatga ccgttggact accttcccat acatctctta ctttattcat 

    11401 gagaacacaa tcaataatat ggtccgtcaa tggacccaag atttctttag gaggtaatcg 

    11461 actaatgaga aaactagtcc acttacgagc actacataca cgtaatgcca aatagaaaat 

    11521 agttttatta ttataagttc gtaatgtcat atcagctcca ttattgagta agtattttgc 

    11581 aatacgtatg gtgttgtgct ttatggcata atgtaatggc gtataaccgt tataatattt 

    11641 attaatatca aacccgtcta gagatctaat aatatctaga cactcggtat ctatgtatga 

    11701 ctttttaatg tagtcgtgca taacaaaatc tctaaataat tccggtttag catgtttact 

    11761 gagtattaaa agtttacgta gtatctttat attttgtata ttatcgatat tattaatatt 

    11821 atggatagcc gtaatgacag gaattctgtt acgtgcatta ggcataatta tatccgctcc 



    11881 tagttctata aatgtatcta tgattatttc attgtaatct agaaaattgc ttcttgtaaa 

    11941 accatgtaag taataatgta acggtgttcc caacggagta ttttcattca tggcgtttat 

    12001 atcatttcca ttatacacta ataacttcat gtaattaggt gttattaaac tttttaaact 

    12061 agccaataca tggagaggag ttccgtaaaa gatacgcgtt aatcccttaa agtctccaca 

    12121 ataataagtt ttaagacaat gtttattagt cagaactaac ttcttaaaga atggatagtc 

    12181 aaatttttta tgatctaata gataaacatg aactaaagac gatctctgtt tcatagtaag 

    12241 ataatcgttt agtatatcaa tcatttctaa attcattatg tcccgtttaa aataggcaga 

    12301 tacggctgta ttcagattat aatccttgac tgttaagtca tatccgttag cgaggaaatc 

    12361 ttttacaatg ttcatatcta aatcattttt tctgatttca tcagaatatc ccaagataga 

    12421 attatttttt ttatatctat catcgacgac attagtttct tcccatgttt gagtagatgc 

    12481 gtctttagta gacagttctt tatattctac atttggttca ttacatatcg tattgtagaa 

    12541 agataagtaa tcttcatatt cgtttttatt tgtggagctt attgtgttgt tttctggatt 

    12601 ctcaaagtat tgagatggag attgagatgg agattcatga gacttcttgc tagcaatata 

    12661 aaagtatttg tgtaatgaat atctttccat ctccaaatca taacatattt gataaaaatt 

    12721 caataatcta cggaccttca tccatcttct atctgcgtat attctagccg aactaattcc 

    12781 gttgttgaga tagcatagtc ttcaaacact ctaggtataa tataattaat tatatggttt 

    12841 attatcacaa ttcaaccatg gtgattgtga attagtacta cccaataatc aaatgtgctt 

    12901 gtattgtatc taccggatat gtgtcattaa taatacatgc taaagggccc gtatattttt 

    12961 acaatattca gacgatgctg tccaatttgt ggtagtatcg tctgaaaagt aatgacatat 

    13021 gttgtttata ccaatggtaa ggacatattt tgaatcttga tattccttct tgaaagtatc 

    13081 catgttccat cgaacatata actaaaaagg aggatataag agatagatat aatataacta 

    13141 tcatgacgcg gtaaattgat tcacgcatga taaacatgat tatattatat catcgctaat 

    13201 tagttaattt atttttttgt tttttattgg taacgtgacg cctaataaaa atgttatttt 

    13261 ctaacaaatg taacgaattg gcgttctaat gaaagtagct tgttttgttt taggcttatc 

    13321 catctattag ttttatggtt atatacatca acatcatgtg ttgcattagt cataatatcc 

    13381 acgccaccaa tcataaataa ttcgtcacct aatacagcta aagagtaatt atatctatat 

    13441 ctatatctat gtatagttag tttatctata taattatatg atttcgtatc atctctatat 

    13501 tctatatttt taaatctatt aatacaatat atacctccgt tatacgcgat aattgcacta 

    13561 ttagctgcat atgaactttt cagtttaata cattttctcc atcttaaaat cttggtatca 

    13621 caacgatata taacaccttt ataagaattt ataatgatgt atatattatc tcctattgat 

    13681 gtggctgaac agatacctgc tacgggcatt gtcatcttta aaactctcca ctttccatct 

    13741 tctggagatc ttctttcaat ggtaggatta taatatctgt tgttataatc ataatatcca 

    13801 caatcaggat ctgtaaagcg agctgaatca gtatccgtat ctgaatgcgg ttcagcagtc 

    13861 ccacctataa ggtatatata atcatttaca acggcaagtc cagcattcgc tctgggatat 

    13921 acagtagaag gttccttctt ccaaatatta gtttttgtat tataactata tacattagta 

    13981 gttgtaaaat tatatgtctg tttaccacac attatgtata caatatctcc tatagcagct 

    14041 atcatgcaat tgattgcttt aaacggaata tctgatacaa tcttccattc attttcaaca 

    14101 cggttataca ttgccaattt actagaataa gtatcatcat ctggtgaaat acctacggcg 

    14161 tacaagacgc ctgatgagga ttttctagga acagatggag gcagattttc acatcctagt 

    14221 tcgttcagaa tatacttctt agataatagc tcatctactc taattagttt actaatattt 

    14281 tccttgacca tgttgatacg ttcagcatca cctttcatcc atatacatag tgcatccatg 

    14341 gcttcatctt ctgattttgt gtcgaggtcg tcgttttcaa atatggagct gataatatca 

    14401 aatggcaaag atataaacgt atcatcttta actacatgtg taaaattagt tgctgttgta 

    14461 ttaatagcag ctaattttag atcctccaaa ttataaaatg ctgcataagt tataatatct 



    14521 agacagttga tagcgtctaa tctttctttt ataaattcag tacagaggtc tatggctttt 

    14581 gttatattta gagaatctgc tagtaccaac atatcctgta cattgtcttc atttatgtcc 

    14641 aattcattag tattaatgaa cataatcagc tttttaatca agtcatgatt gtcgtaagaa 

    14701 gttagattta tatctgtggt atcgtcaaat tcaaatctat ttttaaagaa gctgtacgag 

    14761 catagtaact ttttatcaga cgtaagtact tgatctccca gaattatatt cacgtactcc 

    14821 tccattatgt aaaatttaat cgtagaagcg aataatcata aaatattata tcaattttat 

    14881 tatacgcatg atagctatct aattaatggt tctggtagcg cacatatttg gaggtatacc 

    14941 gttaatatcg agtttgtttc ctatatgaat agtagcagta tcctcttcaa attcctcatc 

    15001 ggtattgaca tacgcaatat agagatggag atctgataga cagttgccta ttaaagtgaa 

    15061 attttcagcg tgggttgatg ctttttcagg aacgcgtgta aaattaccga ttaatacagg 

    15121 ttccgtttca gcgttacatt ttacttctat attcagcgta cacatcttgg atgtattttg 

    15181 tttttttgta gtatctgtga aaagtccggc tatagcagtt ttatccttta ccgagaaata 

    15241 ttctgttaca aagactggat cacaatctgt actattaaca gtaattgtca attcagaagt 

    15301 cgatataaca tctgatgatt gttttgtact tagtcgatta caagatgata cgttaactgg 

    15361 atatagttca aaatctatag atatgtagtt aaatgtattt gtaatgtatt tgtcttcgaa 

    15421 gaaaccgggt ggaggataat catttgcaaa cgatgcaaca aataatgatg cgaatattag 

    15481 tattgtgttt atgtttatgt ttatcatgat gagtatttat gataacaaag ttttgtatta 

    15541 tccggagtgg tacagcattg ttctttttgt actttttttg tagtggtatc aggagtacat 

    15601 cttgcacaac tattgacggc aggcaccgta cattttaatc ctggaccaca ttgacatttt 

    15661 cgtggtttat ccggtccaca tgattgtgtc tctaccatat tgcttaaaca agtaacacac 

    15721 gccgtacata aaccatcttc aggttcaaga tagtaatccg caggacacgt tttaccaaag 

    15781 gttgtatata ctaggcaggt tacgatagcg gataaaaaga taatattcat cttcatgcta 

    15841 tttaatacat agtaatatat gtattgtcat ttaaaaaaaa tattattgta tagaaacttt 

    15901 gtacgtgtat ttagaacaat tttatctcac tcacgcttca tcagtaagtc gagcattgat 

    15961 aaatgagtca tgatgtctgt caattatgat ttttttaaaa tacgttagtc taaatatccc 

    16021 gataatgcaa ctaaataaaa gaggaacggg aatacgcata acgggataca tatccatgat 

    16081 atatctggat atgtcattgg ctatataata catagatcgt gcatctgtta tgtacttatt 

    16141 aattatatca tataatggat cattgccatg acaacacgct actagattgt gattttccct 

    16201 atgtgtgatt atgtcctctt tgtaacattt actaactagt atatcgtata tgctgatatt 

    16261 acttctcgaa ttaatgtgta actttgttaa cttatcgatg ttatctctga tgctaactaa 

    16321 cttatcaaat gccaaaaaca tggcatgact attatcgaga atcgctatat ccctctccat 

    16381 atactcgatg catttattac agtaatccaa tccagctaac ataagagcca atctcaatgt 

    16441 tggtttaatg atatcatctt cacttaataa taacgatgga aactttccag tagtgtaaca 

    16501 cttatctaag aaggatataa ctatgtctac attaggtctc ttgtcgagaa tattcttaac 

    16561 aagataccat tggtgtcccg acaacatatt attttccatg gttaacatta gaggatctac 

    16621 accatttttt gttggtgtat taatattggc ttggatggat aataagtaca caaatgaatc 

    16681 catgacaata ttggcattag tatgcgagat aatagataca tgtaatggtg tcataccaga 

    16741 tgtttcacat actgcgttat tatatctttc tataatcgca caatgatata cgtcatgtat 

    16801 atttgtacta tcgtacggct catattcatc agtatataag tcagtaggta tattatattt 

    16861 agcaatgata tgatgaataa tgcatggagt gtcgtctact ctaattaata gatcttgaag 

    16921 tatacgatgc tttaccatgt ttaatacttt atcagatatc agacaatcta ttatgtcata 

    16981 atacatataa ttttgagcgg tgcatatata tgaagttaat ggagtatacc ctaaacaatt 

    17041 gacggctgtt atatcagcac ccaaggatag cagacactga ataacatcta gtcttatatc 

    17101 gttatcggtt tctggatcta agatatgaac aacagacaac atagagagat atgtgtgtag 



    17161 taccgtatta ccaatattgt cgggttcatt tacatcattg ccgtactcgt gtaaaagttt 

    17221 aataatgctc gtacttatat tgtgtctcag tatatattga tgaagacaag ttcttccagc 

    17281 actatcttta taatgtagtt ttactcctgg ttgtaaaaag gagtaaacga ctgatatatc 

    17341 gatattccga gctagtgtta tatacgagtg gagtatcata ggtatatttt ttactttatc 

    17401 gccatctagc gattctatat atgcgtttgt tatttctgga ttaacattat ctatattggt 

    17461 catgtatgtc ataatcggac tcattccatt aacgcatttc atgtccatgt ctccacctag 

    17521 ttcgataatc tttttaatta cgtctacaca aacatttcct gttatcatgt atgtgtgcaa 

    17581 cggggtaata agattactat tctgcaaatt tacatcaact ccgttattgc ataaccactc 

    17641 taatatatct atatcaacat tcatgttgcc gagatacgcg tgtaggatac cgtatcctgt 

    17701 tttcttgcat acataattaa gatttacaat tcctacatct accatatatt taattaagtc 

    17761 tagttttata cagcgagttc tcgatgagtt gaaatacgta tatagaatat ccatatctcc 

    17821 attgttggga atatcaaaca catgattggc ggttttactt ttattatctt taataatata 

    17881 tttgacgaat tttttatact gatcaaccaa cgatttattt tttctatccg cttttagcat 

    17941 taaaatcata ctaccgatga tatcaatcaa tgctgtttta ctatctgtat actgttgacg 

    18001 ttgtctatta tcaataccat aatatttctt tttaaaaact tttatgtgtt tatatctaac 

    18061 tgtatgatta taactgtata tatccccatc gctacagtat ccatcatctg gatcataatt 

    18121 atttatgcga gcattagtgc ttatacggtt atcaaaatct tccaagcatg tcgaatatat 

    18181 cagttttcta acattaacta tagcgtgttc ggttaatgat gccatttcga taactataat 

    18241 caaaaactgt cagtgttggt agtacataaa aagtttatat tattgttaca tttttttaaa 

    18301 aagatcaagg tataaaaatt agaagtgtta gattatatta attatactat aaaaattaga 

    18361 agtgttagac tattaactaa cttataaaac tatcttatta actattaact aacttataaa 

    18421 actatcttat aactattaac taacttataa aactatctta taactattaa ctaacttata 

    18481 aaactatctt ataactatta actcatttca agaagggtgg gtggagagaa ctctatatga 

    18541 tagcttgtga aacaattaga tccctaattt ctaatggaag ttttgatagg agattgtcat 

    18601 cagttgatac attgtttatt atctcatcta ttagagcacg tctgtttaga gctttagcga 

    18661 catgctcgtt tacttctgtg taaatcttga atcctctagt aatacactgt gtcaaaactg 

    18721 gatgcttaga atacctatgt agaatatggg aagcatgctt gtttttgtct ctattataga 

    18781 ttaactcata catggttgta ttatgaattt tcatctgcct aatgtactcc aattcttgtt 

    18841 tacaatcaat tatataatca aagagtgatg attcatacac atcacaaagt gaataatcta 

    18901 ccatcataaa atacttgata cagagcttta tcacatcata gttttcaact gtattattaa 

    18961 gtatagctga ttttatacag tcgatagaca atggttctct aagcactatt tctaatattt 

    19021 taagatgtat gtccctacgg gcgatgactg atcccctatc cactgccaca tcaagacatg 

    19081 tatatccatc actcattact gcgttgacat ttgctccatt ttctaatagc cataatacta 

    19141 aatctatata acctgcatag atagcgcgat aaagcaaggt ccttccacca gcatctagtt 

    19201 gattgatatc ttcaatatat gggatacaaa gcttacaaat ttctaatact gtgggttcat 

    19261 ctacaatgaa tctcctacta tactgaatta ttttatatag atctaagttg acatcatttt 

    19321 catctaggat accacaattt aaaataaact caacaacgct actttctttt ttacacattc 

    19381 ccccaaaata ggcattcaag cattctattt tatatattac agccccatga tctaccataa 

    19441 aatcaacaat gtctatttct acatatgcat tagttagata gcaaagtaag agatcttgca 

    19501 cagaattaca attcttaata atcatagaga aaatatcttc cgtataattc cttgacacta 

    19561 atgcagatat aatatcttga tatgtaatat atgcaaacag tctatctact atatactgat 

    19621 caatattgtc tctatgaatc ctaaaataat catagagaat atctacagga tcactaaatg 

    19681 gttcaaggag aaatctatca aatatcttcc tatcaacaac tggttctaga acataacagt 

    19741 caacacccaa tccatgtttt gcatagtcat ctatcaaaga taaggaccga aggtcgtcgt 



    19801 gaaactgctc atcgacagcc atgaaatctg ccgactccat ggtgtgaatc gcactgtctt 

    19861 atccgccatt gattttcatt ttttataact atacacttaa tatttttaag tctctagtga 

    19921 ttatgaaaat atttataact aaccagtgtt tcgtttactg tcctccattt ttctaactaa 

    19981 cgatctaaga tgcattatac aatcttcgcc atcgaaccat ttttttagtc taaactcgga 

    20041 agtagttagc cacatatttt tattagtggc ctcctgtgtt ttgacagtat attcttcgcc 

    20101 attataaaga taaaactgat caaatgtaga tttattgtct gtatagtcgc attcataaaa 

    20161 atatgtcaag tcttcatatg gagtacttgt agaaactctt ttaaacatag agaaaaactc 

    20221 actaaacaca tttttataaa acggtaagaa attttcatca cctatcatga acgggatggt 

    20281 tggacggata tcttttccat caaaagttat aatttgagaa ttatcaagat atacatctac 

    20341 tgtagaatgt gtatcagtgc catttatttc tagattgaag ttgaatgcga gtttgtgaca 

    20401 gtcaataaga gatacaatag atacaataga tatcgcataa tattgtagat gcattgttgt 

    20461 atgatttata tatccgacaa taaataaata cgtatactac tgaagaatac aagaaattaa 

    20521 ttcagatgat tcaatgtcgg caatatcgct gaagtgttac gctttagtgt ctctctgaat 

    20581 cctgataaat catacatatc aatgacacaa ttacgcagta aactagtagg aatacacata 

    20641 tctggatagg tacgtaaata gtagattata tcttttacaa tactattagt ctttattgca 

    20701 ttatctatat atccattaat aatattatac agtggatact tatcagaagt atacctctta 

    20761 cagatttcta tacatgaagt aatatcgata ttgtatgttc tacttattag tatatcatat 

    20821 atagatatag tagaatagtt gttaatatat gtagacatta ataaactaat attatctcga 

    20881 atatccacta gtacatctaa agtttgactc agtgatctat aatcagttgt atttcgtgtt 

    20941 tccaaatcat gttttatacg ctcgataaat ttgttacaat tatttactcc tatcaacatg 

    21001 aatgccaacg ccatcattcc atacaggcta gtatttttag tactacataa cgaaaataat 

    21061 gattcgtttt tatagcattt atctaaaaat attataatgt tatttataga aggtctatta 

    21121 tctagtaaca tcttaactat atgacaatta gtatatctat ctctacgaaa tattaacatc 

    21181 aatgcagtaa gaccctttat agttggttta tcgatactat atccaataga taataaatat 

    21241 ttcattatta catcattgca tatacaaacg gctacgtgaa acgcagtcat tccagaaaat 

    21301 ggcactatat tattattata gtactttatc attcgaaaat gatacgcatc attagttttg 

    21361 taattacatt ttttatattc atcggtgtat gagtctacag gaatattata tttagtaata 

    21421 acatgatgaa ttattctcgg cgatatatct tttctagtta ttagatcttg gattatacga 

    21481 tgctttacca tgtttaatac tttatcagac atcagacaat ctattatgtc gtgatacata 

    21541 taattttgtg cggtacatat gtaggacgtt aatggggtat aacctaaatt attaaccaac 

    21601 gatatatctg atcctgaacg tataagatat ttaacaactt ctatgtttat attgttattg 

    21661 atactcgaat catatgtcaa atttttatta acgatacata atctagaaag atatgtgtgt 

    21721 agtactgtat taccaaaatc atcgacctca ttcagatagt tgccgtgttc gagtaaaagt 

    21781 ttaacgatat cgatatttat ataagttcgt aacatataac catgcagaca agttcttcca 

    21841 acactatctt tgtaatcaag gattacacca ttttttagaa aatgttttac aacgtctata 

    21901 tcaacatatt gagccatttg tatatacaga tacaatatct ctggtatatt agttatcttg 

    21961 ttatcgtcca tgtaaatctt tataatttct tcgtctatat tcatcgcatt atatattata 

    22021 taagtcatta taggagttaa cttcatacaa catctgagat tcctatcagc acctagttca 

    22081 ataactttct ttaacacgct tgctgaaatt gattcgtctc tccgtaaata tgaatgtaat 

    22141 ggagtaatta gatgattgtt ttgttcattt atattctttc cacttctaca taataattct 

    22201 agtacatctg tgtctacgta catattaccg agatatgtat gcaatatacc agatccatat 

    22261 tcgtttttat aattaatatc tacgccttta gcaatcatcc atttaaccaa ttttatgtcg 

    22321 atgcctatcg tgttatgtgc tttgaaatat acagagaata tgttactact atatttgcca 

    22381 ctgttttcat aacgactatc ctcgtcctca tcatcactat cactatcact atcactatya 



    22441 tcgtccttat tatcatcata gtctattaaa cacaaatcat ctacgtctat aacaacattc 

    22501 tcatcattaa ttagttctgt agtaatatct ttaataattt ggctatacat ctgttcgata 

    22561 ctatctattg atgatttctt tttacgactt aaactagtta tgtaatgacg atgaaatcga 

    22621 gtagtaactt ctaataaaga cttgatatca ttatcatatg tttgatcgtc gtaattaata 

    22681 gtgtggctaa tggtactgtt aataagttta tagacaatat catagtattt tctttccaga 

    22741 actagattat ttttaaatac tgatctaaca tatatgtcgt aactatcata ctgattctca 

    22801 caatcccgtg atgtagcagt agttggtgca tggtctatat cgttaaaatg tatcgtatat 

    22861 aatagttttc tgacgtggag tacagaattt tcgattaatg agttcatggt aaggaagtgc 

    22921 gaatgaatgc ctgcctgtat ataatataaa taagttaata ttttttatca tatttttcta 

    22981 ataccatata aaaatatcat tatgtataat catcactgtc gctatcatta ttgcgtttgt 

    23041 gtagttctgc cctatcatct acatcactgt cactgtcact ctcgctataa cttctaaaat 

    23101 tacaaacaac tggatattcg ataacagcat ttgtgtagtt tttgtctttt acagtatata 

    23161 cgttattgtc aaaatctaaa caaatattag cataatacct atctataaga tcaggatcca 

    23221 tgttcgagca tactagcata tttgtaactt cgtcgtacag cgttagatca atagaataaa 

    23281 caatcttgtg gcgcaacttt ttacgatcta gttgtatgag tttatcgttt acataagcca 

    23341 ttaacggctt taacagatga tctgagtaat atacctctat tatacattta atgttcactg 

    23401 tcttagtatt tttagatatc aattgtaatt tacacccata ttcgactccc ttgtgtaacg 

    23461 ttagacattc taaatctata ttattatcta ttacagcata aaacacatgc atttttttaa 

    23521 cagcaacaca ttcaatattg tattgttatt tttatattat ttacacaata aacaatgtta 

    23581 ttagtttata ttactgaatt aataatataa aattcccaat cttgtcataa acacacactg 

    23641 agaaacagca taaacacaaa atccatcaaa aatgtcgatg aaatatctga tgttgttgtt 

    23701 cgctgctatg ataatcagat cattcgccga tagtggtaac gctatcgaaa cgacatcgcc 

    23761 agaaattaca aacgctacaa cagatattcc agctatcaga ttatgcggtc cagagggaga 

    23821 tggatattgt ttacacggtg actgtatcca cgctagagat atcgatggta tgtattgtag 

    23881 atgctttcat ggttatattg gtattagatg tcagcatata gtattagtag actatcaacg 

    23941 ttcagaaaaa ccagacacta caacatcata tatcccatct cccggtattg tgcttgtatt 

    24001 agtaggcatt attattacgt gttgtctatt atctgtttat aggttcacta gaagaactaa 

    24061 actacctcta caagatatgg ttgtgccata atttttataa aattttttta tgagtatttt 

    24121 acaaaaatat atatgtatgt cgtatgtata tttataaaaa aatgccaagt atgcgatgta 

    24181 tcctgtatta tttgtattta tctaaacaat actctacctc tagatgtgat acaaaaattt 

    24241 tttatttcag catattaaag taaaatctag ttaccttgaa attgaataca gtgggtggtt 

    24301 ccgtatcacc agtaagaaca taatagtcga atacagtatc cgattgagat tttgcataca 

    24361 atactagtct agaaagaaat ttgtaatcat cttctgtgac gggagtccat atatctgtat 

    24421 catcgtctag tttatcagtg tcccatgcta tattcctgtt atcattatta gttaatgaaa 

    24481 ataactctcg tgcttcagaa aagtcaaata ttgtatccat gcatacatcg ccaaaactat 

    24541 cacttatacg tttatcttta acgataccta tacctagatg gttatttact aacagacatt 

    24601 ttccagatct attgactata actcctatag tttctacatc aaccaagtaa tgatcatcta 

    24661 ttgttacata acaataacat aactcttttc catttttatc agtatgtata tctatatcaa 

    24721 cgtcatcgtt gtagtgaata gtcgtcatta atttcctata tgaaatggat atgtctagaa 

    24781 cggcaattgt cgtgcgtcca gataacactt tctttgattt aaagtctaga gtctttgcaa 

    24841 acataatatc cttgtctgac tttatatttc ctgtagggtg gtataatttt attttgcctc 

    24901 cacatatcgg tgtttccaaa tatattacta gacaatattc catatagtta ttagttaagg 

    24961 gtacccaatt agaacacgta cgtgtattat catcatttgg atcgtatttc ataaaagtta 

    25021 ttgtgttatc gatgtcaaca cattctacat tttttaatcg tctatatagt atttttctga 



    25081 tattttctat aatatcagat ttgtcttcca tcggaagttg tatactatcg gaatcagtta 

    25141 catgtttaaa taattctctg atgtcattcc ttacacaatc aaattcatta ttaaacagtt 

    25201 taataatctg tagacctttg tcgtcgtaaa tatccattgt cttattagtt acgcttattt 

    25261 ttatgtgttt tacgttgctt tattatattt tataagaatg attgtttgac aatgtcgtag 

    25321 tatagatata ttattagagg tgtatatatt ataaaaagtt tttgattacg atgttataag 

    25381 aggaaagagg acaccatcga catcatacat catacaaaat tacattctta taacatcgta 

    25441 atcaaaaata attaattgca attttgatgt ataataactg tcaatggatt aatggaattg 

    25501 tatattacac attatacggt attctgtaac ggccaacacc gatcggtaat tgtctgccgg 

    25561 tgtaatagat atataattct atatctatta caccggccga gtatacataa taatgatgag 

    25621 ttgtggtagt attatctaca tatttataat ttaggacttt gtattcagta tttttggaat 

    25681 cataaaaaat aaaaaaagtt ttaccatttt aaaatttaaa aagtatttac atttttttca 

    25741 ctgtttagtc gcggatatgg aatttgatcc taccaaaatc aatacatcat ctatagatca 

    25801 tgtaacaata ttacaataca tagatgaacc aaatgatata agactaacag tatgtattat 

    25861 ccaaaatatt aataacatta catattatat caatatcaca aaaataaatc cacatttggc 

    25921 taatcaattt cgggcttgga aaaaacgtat cgccggaagg gactatatga ctaacttatc 

    25981 tagagataca ggaatacaac aatcaaaact tactgaaact atacgtaact gtcaaaaaaa 

    26041 tagaaacata tatggtctat acatacacta caatttagta attaatgtgg ttattaattg 

    26101 gataactgat gtgattgttc aatcaatatt aagagggttg gtaaattggt acatagctaa 

    26161 taataactat actccaaata cacccaataa tacaacaacc atttcggagt tggatataat 

    26221 caaaatactg gataaatacg aggaagtgta tagagtaagt aaagaaaaag aatgtggaat 

    26281 ttgctatgaa gttgtttact caaaacgatt agaaaacgat agatactttg gtttattgga 

    26341 ttcgtgtaat catatatttt gcataacatg tatcaatata tggcatagaa cacgaagaga 

    26401 aaccggtgcg tcggataatt gtcctatatg ccgtacccgt tttagaaaca taacaatgag 

    26461 caagttctat aagctagtta actaataaat aaaaagttta attatcgacg acgcatgtcg 

    26521 ttatttttct catattaaag attaatttga ttctcatata atcttcagta ttggatgaat 

    26581 ctcaattcaa attaattcca ttagattata tcatgaataa aaaatagtag catgcactac 

    26641 ttcagccaaa tattcttttt tgaaacgcca tctatcgtag tgaggacaca agtgaacata 

    26701 taatgagcaa atttattagt atcggttaca cgaagaactt tacgtagagt ggtgattcca 

    26761 ccatctgtgg tacgaacggt ttcatcttct ttgatgccat cacccagatg gtctataaac 

    26821 ttggtatcct cgtccgattt catatccttt gccaaccaat acatataact aaaatcaggc 

    26881 atatgttcca cacatcctga acaatgaaat tcttcagaag atgttacaat gtctaggtta 

    26941 ggacatttgg tttcatcggc gttaacatat gagtgaacac acccatacat gaaagcgatg 

    27001 agaaatagga ttctcatctt gccaaaatat cactagaaaa aatttattta tcaattttaa 

    27061 aggtataaaa aatacttatt gttgctcgaa tattttgtat ttgatggtat aaggcagatt 

    27121 agacatgtag gtattgtcat caactgattc tatgttttta tgaattttat tatgcttcac 

    27181 tatcgcattg gaaataatat catatacttc cacgtatatt ttattttgtt ttgactcata 

    27241 atacgcacgt aattctggat tattgacata ccgatgaata attttagctc catgatcagt 

    27301 aaatattaat gagaacatag tgttgcctcc cactattatt tttttcatct cgttcaattc 

    27361 ttgattgcaa atatctatat aatcattata gtgtttactt atggactctg gaatcttaga 

    27421 cgatatacag tcatctataa tcatggcata tctaatacat tgttttatag cataggcatt 

    27481 atctactatg ttagatattt ctctcaatga atcaatcaca caatctaatg taggtttatg 

    27541 acataatagc atgttcagca gttcaatgtt tctagattcg ttgattgcaa tggctataca 

    27601 tgtatatccg ttatttgatc taatgttgac atctgaaccg gattctagca gtaaagatac 

    27661 tagagattgt ttattatatc taacagcctt gtgaagaagt gtttctcctc gtttgtcaat 



    27721 catgttaatg tctttaagat aaggtaggca aatgtttata gtactaagaa ttgggcaagc 

    27781 ataagacata tcacgaaaac cctgtctgta tgtatcagtg tagaaattat aacgtccata 

    27841 gttggattta cataggtgtc caatcgggat ctctccatca tcgagatgat tgacggcatc 

    27901 tcccccttcc ttttttagta gatatttcat cgtgtaagaa tcaatattaa tatttttaaa 

    27961 gtatccgtga atagcctctt tatttacaac agctccatat tccaacatgc attccactag 

    28021 agagatatcg atatcgctga atgttatata ctcaattagt atatgttgga ggacatccga 

    28081 gttcattgtt ttcaatatca aagagatggt ttccttatca tttctccata gtggtacaat 

    28141 actacacatt attccgtgcg gctttccatt ctccaaaaac aatttgatca aatctaaatc 

    28201 tacatcttta ttgtatctat aatcactatt tagataatca gccataattc ctcgagtgca 

    28261 acatgttaga tcgtctatat atgaataagc cgtgttatct attcctttca ttaacaattt 

    28321 aacgatgtct atatctatat gagatgactt aatataatat tgaagagctg tacaatagtt 

    28381 tttatctata gaagatgggt tgattccatg attaatcaga catttaacaa cttccgggtt 

    28441 cacacatgat ctcgaatccg actctgaata cagatgagag atgatataca gatgtaatac 

    28501 tgtacagcaa tttcgtggtt gataatcgtc attgtgtgag tgatattctt catacgcgta 

    28561 tccgtactca tcatcctcgt cctcataaat aacactgcat ccattttcta tgaataaatc 

    28621 aataatttca ggaacaggat catctgtcat tacataattt tctataactg aacgatggtt 

    28681 ttcgcattta acactcaagt caaatccatg ttctaccaat acctgtatca agccgatatc 

    28741 tacatttttg gatttcatat aggtgaatat attaaagtca tttatgttgc tatatccagt 

    28801 agcttctagt agaaccatcg ctatatcctt attaacttta acatgtctac tatttgtgta 

    28861 ttcccctaat ggagtaagct gtctccaatt tttgtgtaat ggattagtac cactgtctag 

    28921 tagtagtttg acaacctcaa cattattaca atgctcattg aaaaggtatg catgtagagc 

    28981 attattcttg aattggttcc tggtatcatt aggatctctg tctctcaaca tctgtttgag 

    29041 ttcatcgaga gccacctcct cattttccag atagtcaaac attttgactg aatagaagtg 

    29101 aatgagctac tgtgaactct atacacccgc acaactaatg tcattaaatt atcatttttg 

    29161 aatgtattta taccaggtca aaaacttgta caattattaa taaaaaataa tttagtgttt 

    29221 aaattttacc aactccagat tttacacctc cgttaacacc tccattaact ccacttttta 

    29281 caccactaga cgatcctccc cacattccac cgccaccaga tgtataagtt ttagatcctt 

    29341 tattaccacc atcatgtccg tgaatgaaga cactccacat accaccgcta ctacctcctt 

    29401 tagaagacat attaataaga cttaagagtt aagacaagtt taacagtaaa attaatcaca 

    29461 agtactccta ccaacctaca ctattatatg attatagttt ctatttttta cagtaccttg 

    29521 actaaagtct ctagtcacaa gagcaatagt accaacctac attattatgt gattatagtt 

    29581 tctattttta taggaacgcg tacgagaaaa tcaaatgtct aatttctaac ggtagtattg 

    29641 ataaacgatt attgtcaacg gataccgcct ctatcatgtt gtctatttta ttactttctt 

    29701 ctattaactt attcgcgttg taaattattt gattataaaa cttatattgc cttttagccc 

    29761 actctgtaaa aactggatgt cttacatatc gtttctttgt atgtttgttt aacttgtaca 

    29821 ttatggtgaa tatgtccata ccgtttattt taatttgacg catatccgca atttcttttt 

    29881 cgcagtcggt tataaattct atataagatg gatacgtatc acatgtgtac ttataatcga 

    29941 ctaatatgaa gtacttaata catattttca gtaacgattt agcattatta cctattaata 

    30001 agtgcctgtc gttggatagg taatcaactg ttttcttaat acattcgatg gttggtaatt 

    30061 tactcagaat aatttccaat atcttaatat atatttctgc tatttctggt atacatgcat 

    30121 gtgccattat aacacaaata ccaatacatg tagacccata tgttgttgtt atattaatat 

    30181 ctgcgccatt atctattaac cattctacta ggctgacact atgcgactca atacaatgat 

    30241 aaagtatgct acatccatgt ttatctattt tgtttatatc atcaatatac ggcttacaaa 

    30301 gttttagtat cgataacaca tccaactcac gcatagagaa ggtagggaat aatggcataa 



    30361 tatttattag gttatcatta tcattaacaa ctacgtttcc attttttaaa atatactcga 

    30421 caactttagg atccctattg ccaaattttt gaaaatattt atttatatgc ttaaatctat 

    30481 ataatgtagc tccttcatca atcatacatt taataacatt gatgtatact gtatgataag 

    30541 atacatattc taacaataga tcttgtatag aatctgtata tcttttaaga attgtggata 

    30601 ttaggatatt attacgtaaa ctattacaca attctaaaat ataaaacgta tcatgctcag 

    30661 ataatagttt atcaactata taattatcta ttttgtaatt tttcttccta aattgtttac 

    30721 gtaaatagtt agatagaata tgcattagtt catgaccact atagttacta tcgaataacg 

    30781 cgtcaaatat ttcccgttta atatcgcatt tgtcaagata ataatagagt gtggtatgtt 

    30841 cacgataagt ataataacgc atctcttttt cgtgtgaaat taaatagttt atcacgtcca 

    30901 aagatgtagc ataaccatct tgtgacctag taataatata ataatagaga actgttttac 

    30961 acattctatc atcataatca gtggtgtagt cgtaatcgta atcgtctaat tcatcatccc 

    31021 aattataata ttcaccagca cgtctaatct gttctatttt gatcttgtat ccatactgta 

    31081 tgttgctaca cgtaggtatt cctttatcca ataatagttt aaatacatct acattgggat 

    31141 ttgatgttgt cgcgtatttc tctacgatat taataccatg tttgatgcta tttatttcta 

    31201 gacctttcga aattaataat ttcaataatt ctatatcgat gttatcagaa catacatatt 

    31261 caaatatatc aaagtcattg atatttttat agtcgactga cgacaataac aaaatcacaa 

    31321 catcgttttt gatattatta tttttcttgg taacgtacgc ctttaatgga gtttcaccat 

    31381 tatactgata taatggattt gcaccacttt ctatcaatga ttgtgcacta caggcatcaa 

    31441 tgttaaatgt tttacaacta tcatagagta tcttatcgtt aatcatgatc gtgggtgatg 

    31501 ttatcgcata tttttgtttc tatcatttca gttatgtatg gatttagcac gagtaggcag 

    31561 catgagctcg tatgatttca gtactgtagt atcggtacta ttagtttcta tcagctcaat 

    31621 gtctagatct atagaatcaa aacacgatag gtcagaagat aatgaatatc tgtacgcttc 

    31681 ttcttgtacc gtaacttctg gttttgttag acgatcacat cgtgctttga catcaatggt 

    31741 acaaatttta tcctcacttt gtgtatcata ttcgtctctg ctataaaatt gtatattcag 

    31801 attatcgtgc gatgtatata cgctaactgt atcaataaac ggatcacacc atttagtcat 

    31861 aacggtaatc caaaattttt taaagtatat cttaacgaaa gaagttgtgt catcgttagg 

    31921 atttggcaaa tcgttgtcta cagtgtatgg tactagatcc tcataagtgt atatatctaa 

    31981 agtaatgttt aatttatcaa atggttgata atatggatca acagaacgac aatttccgaa 

    32041 gacggaaata agacatagac acgcaataaa tctaattgcg gtcatggtct caaataaaaa 

    32101 tacgaataaa cactttgtct atttagtaag tggcatttaa cacgatacta ttaatccatg 

    32161 gactcataat ctctatacgg gattaacgga tgttctatat acggggatga gtagttctct 

    32221 tctttaactt tatacttttt actaatcata tttagactga tgtatgggta atagtgtttg 

    32281 aagagctcgt tctcatcatc agaataaatt aatatctctg tttttttgtt atacagatgt 

    32341 atcacagcct catatattac gtaatagaac gtgtcatcta ccttattaac tttcacggcg 

    32401 tagttgtttg caaatacggt taatcctttg acatcgtcga tctccgacca atcaggtcgt 

    32461 ataatgaatc tgaactttaa ttgcttgtac ccatttgaaa taatttttag tctgcatccg 

    32521 tagttatccc ctttatgcaa ctgtaaattt ctcaacgcta tatctccatt aatgatgatg 

    32581 tcgaattcgt gttgtatacc catactggat ggataaacga ataccaacgg tattaatagt 

    32641 aatttacttt ttcatcttta catactgggt actagtttga ctatcataag tttataaatt 

    32701 ccacaagcta ctatggagta agccaaccat cttagtatag cacacatgtc ttaaagttta 

    32761 ttaattaatt acatgttgtt ttatatatcg ctacgaattt aaacagagaa atcagttagg 

    32821 aagaaaaaat tatctatcta catcatcgtc tattggataa cgtctctgta ttctacgata 

    32881 gagtgctact ttaagatgcg acagatccat gtcatcaaat atatactcca ttaaaatgat 

    32941 tattccggca gcgaacttga tattggatat atcacgacct ttgttaatat ccactacaat 



    33001 agacagcagt cccatggttc cataaacagt gagtttatct ttctttgaag cgatattttg 

    33061 tagagatctt ataaaactgt cgaatgacat cgcgtttatt tctttagcta attcatatat 

    33121 gtcaccatcg taatatctaa cagcatctat cttaaaggtt tccatcacgt taaagacgtt 

    33181 tccgatagat ggtcttgctt catcaggcat actgagccaa caaatgtaat cgtgtataac 

    33241 atctttgata gaatcagact ctaaagaaaa cgaatcagct ttattatacg cattcatgat 

    33301 aaacgtaaac aatgaaaaat gtttttcgtt gtttaagttg gatgaatagt atatcttaat 

    33361 aattattatt atttcactaa ttaatattta gtaatgagtg cctctataaa aaactatacg 

    33421 acaatgacat aactaaacat aacgagatat caaanggacg cgtaattttt atatgatata 

    33481 gatactgtaa gcgttgtatg tattctggag ctattttctc tatcacatta gtgagatcag 

    33541 tatatatgtt ataaagtagt ctattaactc ttttattttc tagccatagt aattctctag 

    33601 ttactacgat cacatactga atctgcatcc aattttagaa attggtctgt gttacatatc 

    33661 tcttctatat tattattgat gtattggctt agaaaactat tacttagacc attttcttta 

    33721 taaaacgaat atatggtacg ccaattatct ttaccgatat atttgcacac ataatccatt 

    33781 ctctcaatca ctacatcttt aagattttgg ttgttaagat atttggctaa actatataat 

    33841 tctattagat catcaaccga atcagtatat atttttctgg atccaaagat aaactctttg 

    33901 gcgtcctcta taatattctc agaaaagata ttttcgtgtt ttagtttatc aagatctaac 

    33961 ctgttcatat ccatgataac cgcataaaat aaaaatccat tttcattttt aacacaatac 

    34021 tattcataat tgagattgat gtaatacttt gttactttga acgtaaagac agtacacgga 

    34081 tctgtatctc caacaagcac gtagtaatca aatttggtgt tgttaaactt tgcaatattc 

    34141 atcaatttag atagaagctt atactcatca tctgttttag gaatccatgt attattacca 

    34201 ctttccaact tatcattatc ccaggctatg tttcgtccat catcattgcg cagagtgaat 

    34261 aattcttctg tattcggtag ttcaaatata tgatctatgc atagatcggt aaagctatcg 

    34321 tagatgtgat gtttcctaaa tcgagtataa tactcgttta ctattaaaca ctttcctgat 

    34381 ctatcaacca atacacacat ggtttctaaa tctatcaagt ggtggggatc catagttata 

    34441 acgcagtaac atagattatt accttcttga ctgtcgctaa tatctatata cttatcgtta 

    34501 tcgtattgga ttctacatat agatggcttg tatgtcaaag atatagaaca cataaccaat 

    34561 ttatattctc gctttacatt ctcgaatcta aagttaagag atttagaaaa cattatatcc 

    34621 tcggatgatg ttatcactgt ttctggagta ggatatatta aagtctttac agatttcgtc 

    34681 cgattcaaat aaatcactaa ataatatccc atattatcat ctgttagagt agtatcatta 

    34741 aatctattat attttatgaa agatatatca ctgctcacct ctatatttcg tacattttta 

    34801 aactgtttgt ataatatctc tctgatacaa tcagatatat ctattgtgtc ggaagacgat 

    34861 accgttacat ttgaattaat ggtgttccat tttacaactt ttaacaagtt gaccaattca 

    34921 tttctaatag tatcaaactc tccatgatta aatattttaa tagtatccat ttttatatca 

    34981 ctacggacac aaagtagctg acataaaaac cattgtataa tttttatgtt ttatgtttat 

    35041 tagcgtacac attttggaag ttccggctgc catgtatttc ctggagagca agtagatgat 

    35101 gaggaaccag atagtttata tccgtgcctg cacgtaaagt gtacattgtc gttgtgtgag 

    35161 tatgatcttt taaacccgct agacaagtat ccgtttgtta ttgaaggatg tgggcattta 

    35221 acgatctgac acgtgggtgg atcggaccat tctcctcctg aacacaggac accagagtta 

    35281 ccaatcaacg aatatccact attgcaacta tacgttacaa cgcttccttc ggtataaaaa 

    35341 tcctcgtatc cgttatgtct tccgttggat atagatggag gggatgggca tttaacagat 

    35401 tcacaaatgg gtgcctcggg attccacacc atagatccag tatatcctag ttcacaatac 

    35461 gatttagatt ctcctatcaa ctgatatccg ctattgcaag agtacgttat actagagcca 

    35521 aactctactc catcaatatc aatttgacca ttatcaatat ctcgaggcga tggacatttc 

    35581 cgtttaatac attgattaaa gagtgtccat ccagtacctg tacatttagc atatataggt 



    35641 cccatttttt gctttctgta tccaggtaga catagatatt ctatagtgtc tcctatgttg 

    35701 taattagcat tagcatcagt ccccacacta ttcttaaatt tcatattaat gggacgtgac 

    35761 ggaatagtac agcatgatag cacgcatcct attcccaaca atgtcaggaa cgtcacgctc 

    35821 tccaccttca tatttattta tccgtaaaaa tgttatccca ggcattgtcc aataataaaa 

    35881 agtcatgcta ttgtaaaaat tgtttttcac agttgctcaa aaacgatggt agtgacttac 

    35941 gagttacgtt acactttgga gtctcatctt tagtaaacat atcataatat tcgatattac 

    36001 gagttgacat atcgaacaaa ttccaagtat ttgattttgg ataatattcg tattttgcat 

    36061 ctgctataat taagatataa tcaccgcaag aacacacgaa catctttcct acatggttaa 

    36121 agtacatgta caattctatc catttgtctt ccttaactat atatttgtat agataattac 

    36181 gagtctcatg agtaattcca gtaattacat agatgtcacc gtcgtactct acagcataaa 

    36241 ctatactatg atgtctaggc atgggagact tttttatcca acgattttta gtgaaacatt 

    36301 ccacatcgtt taatactaca tatttctcat acgtggtata aactccaccc attacatata 

    36361 tatcatcgtt tacgaatacc gatgcgcctg aatatctagg agtaattaag tttggaagtc 

    36421 ttatccattt cgaagtgtcg tgtttcaaat attctgctac acccgttgaa atagaaaatt 

    36481 ctaatcctcc tattacatat aactttccat cgttaacaca agtactaact tctgatttta 

    36541 acgacgacat attagtaacc gttttccatt ttttcgtttt aagatctacc cgcgacacgg 

    36601 aataaacatg tctattgtta atcatgccgc caataatgta tagacaatta tgtaaaacat 

    36661 ttgcattata gaattgtcta tctgtattac caacgatcgt ccaatattct gttctaggag 

    36721 agtaatgggt tattgtggat atataatcag agtttttaat gatcactata ttatgtttta 

    36781 taccatttcg tgtcaccggc tttatagatt tggatatagt taatcccaac aatgatatag 

    36841 cattgcgcat agcattagtc ataaacttgg gatgtaaaat gttgatgata tctacatcgt 

    36901 ttggattttt atgtatccac tttaataata tcatagctgt aacatcctca tgatttacgt 

    36961 taacgtcttc gtgggataag atagttgtca attcatcctt tgataatttt ccaaattctg 

    37021 gatcggatgt caccgcagta atattgttga ttatttctga cattgacgca ttatatagtt 

    37081 ttttaattct atatttttta gaaaagttaa acatccttat acaatttgtg gaattaatat 

    37141 tatgaatcat agtttttaca catagatcta ctacaggcgg aacatcaatt atcacggcag 

    37201 caactagtat catttctaca ttgtttatgg tgatgtttat cttcttccag cgcatatagt 

    37261 ctaatagcga ttcaaacgcg tgatagttta taccattcaa tataatcgct tcatccttta 

    37321 gatggtgatc ctgaatgcgt ttaaaaaaat tatacggaga cgccgtaata atttccttat 

    37381 tcacttgtat aatttcccca ttgatagaaa acgtcacgct ttccattctt gaagtactat 

    37441 aagtaattat agtataatgt aaaggtttat atattcaata tttttataaa aatcatttcg 

    37501 acattaattc ctttttaaat ttccgtctat catctataga aacatgttct atgaatttat 

    37561 aaaatgcttt tacgtgtcct atcgtaggcg atagaaccgc taaaaagcct atcgaatttc 

    37621 tacaaaagaa tctgttatat gatataggga gagtataaaa cattaaatgt ccgtacttat 

    37681 taaagtattc agtagccaat cctaactctt tcgaatactt attaatggct cttattctgt 

    37741 acgaatctat ttttttgaac aacggaccta gtggtatatc ttgttctatg tatctaaaat 

    37801 aatgtcttac gagatccgtt agtttaatat ccgcagtcat cttgtctaga atggcaaatc 

    37861 taactgcggg tttaggcttt agtttagttt ctatatctac atctatgtct ttatccaaca 

    37921 ctaaaaatat aatagctaat attttattac aatcatccgg atattcttct acgatctcac 

    37981 taactaatgt ttctttggtt atactagtat agtcacgatc agacaaataa agaaaatcag 

    38041 atgatcgatg aataatacat ttaaattcat catctgtaag atttttgaga tgtctcatta 

    38101 aaatattatt agggtcggta ctcattatca tatattggca gcagctatta cttattttat 

    38161 ttttctgtat tttattattt ttcaccatat agatcaatca ttagatcatc aaaatacttt 

    38221 tcaatcatcc taaagagtat ggcgaacgaa tcttcccatc taatttctga acgttcacca 



    38281 atgtctctag ccactttggc actaatagcg atcattcgct tagcatcttc tatattatta 

    38341 actggttgat tcaatctatc tagcaatgga ccgtcagaca gcgtcattct catgttctta 

    38401 atcaatgcac atacatcgcc gtcatctacc aattcatcca acaacataag atttttaaaa 

    38461 tcatcattat aataggatgg atcaccatca tttctccaaa gaatatatct aataagtaga 

    38521 gtcctcatgt ttagtaattt aactatttta gttaataact attttttatg ttaaatcaag 

    38581 tagcaccact atgttaatac ttattcatat tttagttttt aggattgata atcaacataa 

    38641 aaattaatac atcatcaatt ttggaaatac tttgtttcca cgtagtcaat gaaacatttg 

    38701 agctcatcgt ataggacgtt ctcgaatagg acgtaattat atactggttt atatttgttc 

    38761 aagatagata caaatccgat aacttttttg acgaagtcta cgggatccac tttaaaagtg 

    38821 tcataccggg ttctttttat tcttttaaac agatcaatgg tgtgatgttg attaggtctt 

    38881 ttacgaattt gatacagaat agcgtttacg tatccaccat agtgatcaat cgccatttgt 

    38941 tcgtatgtca taaattcttt aattatatga catgttgtat tatttagttc atccttgttc 

    39001 atcgttagga atctatccaa aatggcaatt atactagaac tataactgcg tcgttgtata 

    39061 cacatatcga tgtgtctgtt tatacaatca atgatattag gatccatgct actactttcg 

    39121 ggtgaaaatg tagcatcata tgcctctagt acgttaggtt catcgttacc cattgcagag 

    39181 gacgacatga tcgaattcta aaaaaatata ttatttttat gttattttgt taaaaataat 

    39241 catcgaatac ttcgtaagat actccttcat gaacataatc agttacaaaa cgtttatatg 

    39301 aagtaaagta tctacgattt ttacaaaagt caggatgcat aagtacaaag tacgcgataa 

    39361 acggaataat aatagattta tctagtctat ctttttctat agctttcata gttagataca 

    39421 tggtctcaga agtcggatta tgtaacatca gcttcgataa aatgattggg ttatttattc 

    39481 ttacgcattc gctcatacat gtatgaccgt taactacaga gtctacacta aaatgattga 

    39541 acaatagata gtctaccatt gcttcgtatt cagatagtac agcgtagtac atggcatctt 

    39601 cacaaattat atcattgtct aatagatatt tgacgcatct tatggatccc acttcaacag 

    39661 ccatcttaaa atcggtagaa tcatattgtt ttcctttatc attaataatt tctagaacat 

    39721 cgtctctatc ataaaagata caaatattaa ctatttgatc cgtaataaca ttgctagtag 

    39781 atagcaattt attaataagt tgcgctgggg tcaatgtctt aacaagaagg gtaagaggac 

    39841 tatctccgaa tttattttgt ttattaacat ccgttgatgg aagtaaaaga tttatgatgt 

    39901 ctacattctt gactggttta gagcatacaa tatggagagg tgtatttcca tcatgatctg 

    39961 gttttgaggg actaattcct agtttcatca tccatgagat tgtagaagct tttggattgt 

    40021 ctgacataag atgtctatga atatgatttt taccaaattt atccactatc ctggcttcga 

    40081 atccgatgga cattattttt ttaaacactc tttctgaagg atctgtacac gccaacaacg 

    40141 gaccacatcc ttcttcatca accgagttgt taatcttggc tccataccgc accaataaat 

    40201 ttattctctc tatgacttca tcatctgttc ccgagagata atatagaggt gttttattct 

    40261 gtttatcaca cgcgtttgga tctgcaccgt gtgccaacag cgtcgcaact attctattat 

    40321 tattaatttt agaagctata tgtaatggat aatttccatc atcatccgtc tcatttggcg 

    40381 agtatcctat atgaagaagt tcttcaacaa atcgttcatc tagtccttta attccacaat 

    40441 acgcatgtag aatgtgataa tgtccagaag gttcgattgc ctgtagcata ttcctaaata 

    40501 catctaaatt tttactatta tacttggcat aaagagatag ataatactct gttgacataa 

    40561 tgttgtctat tgtagtataa aaattaatat ttctatttct atttctattt ctatatattt 

    40621 gcgacaattt actctctata acaaatatca taacttactt cttttatgtc aagaaagcac 

    40681 tggtttagtt catccataaa tgtcatacca taactaccac gcataccata ctcagaatta 

    40741 cgataaagat atttatcctt ggggtgcagg taatggggat taatctttgt tggatcagtc 

    40801 tctaagttaa cacacgtcac acaggatcca tttatagtta tatcacatga tgatttatga 

    40861 tgaattgatt ccggaagatc actatcgtat tttgtggttc cacaattcat ttccatacat 



    40921 gttattgtca cactaatatt atgatgaact ttatctagcc gctgagtggt aaacaacaga 

    40981 acagatagtt tattatcttt accaactccc tcagccgccg ctacaaatct ctgatccgta 

    41041 tccatgatgg tcatgtttat ttctagtccg tatccagtca acactatgtt agcatttctg 

    41101 tctatatagc tttcactcat atgacactca cccataatag tagaattaat gtcgtaattt 

    41161 acaccaatag tgagttcggc ggcaaagtac caataccggt aatcttgtcg aggaggacat 

    41221 atagtgttct tgtattctgc cgaatacccg agagatacga cacaaaggag taagactaat 

    41281 ttgtaaacca tcttacacaa tagtacgatg caattagcaa taagacaatg gaaatctatc 

    41341 tataacatat aattattcta tcaattttac caattagtta gtatagtgtt taacaaaaat 

    41401 gttggagaat ctaattagtt tttccgcgca caattgacgt acatgagtct gagttccttg 

    41461 tttttactaa ttatttcatc caatttatta ttcttgacaa tatcgagatc ttttgtatag 

    41521 gagtcagact tgtattcaac atgcttttct ataatcatct tagctatttc ggcatcatcc 

    41581 aatagtacat tttccagatt aacagaatag atattaatgt cgtatttgaa cagagcctgt 

    41641 agcatttcaa ggtctttgtt atctatagcc aatttgatgt ccggaatgaa gagaagggaa 

    41701 ttgttagtgt tggtagattc catatagtca agcaagagaa tcatcatatc cacgtttcca 

    41761 ttttttatgg agtcgtgaat gcaactgtat agaatagcca ggtcaaaagt agatggtatc 

    41821 tctgaaagaa agtatgatac aatacttaca tcattaagca tgacggcatg ataaaatgaa 

    41881 gttttccatc cagttttccc atagaacatc agtctccaat ttttcttaac aaacagtttt 

    41941 accgtttgca tgttgccact atcaaccgcg taatacaatg cggtgtttcc tttgtcatca 

    42001 aattgtgaat catccattcc actgaatagc aaaatctttg ctattttggt atcttctaat 

    42061 gtggctgcct gatgtaatgg aaattcattc tctagaagat ttttcaatgc tccagcgttc 

    42121 aacaacgtac atactagacg cacgttatta tcggctattg cataatacaa ggcactatgt 

    42181 ccgtggacat ccgccttaaa tgcatctttg ctagagagaa agcttttcag ctgcttggac 

    42241 ttccaagtat taattcgtga cagatccatg tctgaaacga gacgctaatt agtgtataat 

    42301 ttttcatttt ttataatttt gtcatactgc tccagaatta ataatatctc taatagatct 

    42361 gattagtaga tatatggcta tcgcaaaaca acatatacac atttaataaa aataatattc 

    42421 attaaggaga ttcagattcc accgtaccca ccaatataaa taaaataatt attccttcca 

    42481 ccgtacccat aatataaata attatccttc caccgtacca atcaatataa ataaaataat 

    42541 gattccttac accgtaccca taaacaatat taaggagatt ccaccttacc cataaacaat 

    42601 ataaatccag taatatcatg tctaatgatg aacacaaatg gtgtattaaa ttccagttgt 

    42661 tcaggagatg atctagccgt agctaccatg atagtagatg cctctgctac agttccttgt 

    42721 tcgtcgacgt ctatctttgc attctgaaac attttataga tatataatgg gttcctagtc 

    42781 atatgtttaa acgacgcctt atctggatta aacatactag gagccatcat ttcggctatc 

    42841 gacttaatat ccctcttatt ttcgatagaa aatctaggga gtttaagatt gtacacttta 

    42901 ttccctaatt gagatgacca atagtctaat tttgcagccg tgatagaatc tgtgaaatga 

    42961 gtcatattat cacctattgc caggtacata ctaatattag catccttata cggaaggcgc 

    43021 accatatcat attcttcatc gtcgacggtg attgtatttc cttgcaattt agcaactacg 

    43081 ttcatcatgg gaaccgtttt cgtaccgtac ttattagtaa aactagcatt gcgtgtttta 

    43141 gtgatatcaa acggatattg ccatgtacct ttaaaatata tagtattaat gattgcccat 

    43201 agagtattat cgtctagcat agtagaatca actacattag acataccgga tctacgttct 

    43261 actatagaat taattttatt aaccgcatct cgtctaaagt ttaatctata taggccgaat 

    43321 ctatgatatt gttgataata agacggttta atacacacag tactatcgac gaaactttga 

    43381 tacgttagat cagtgtacgt atatttagat gttttcatct tagctaatcc tgatattaat 

    43441 tctgtaaatg ctggacccag atctcttttt ctcaaatcca tagtcttcaa taattctact 

    43501 ctagtattac ctgatgcagg caatagcgac ataaacatag aaaacgaata gccaaacggc 



    43561 gagaagacaa tattatcatc ctcatcccca tcctgaatat ttttatacgc taatataccg 

    43621 gcattggtaa atccttgcag acgatatgcg gacgccgtac acgctaacga tagtatcaat 

    43681 aacgcaatca tgattttatg gtattaataa tttaccttat ttttatgttt agtataaaaa 

    43741 attattgatg tctgcacatc cttttgtaat tgacatctat atatcctttt gtataatcga 

    43801 ctctaatcac tttaactttt acttttttcc ctaccagttt atccctatat ttaaaatatc 

    43861 tatccatatg catctgaaca ctctctgcca agatagctgc agagtgagga tagtcaaaaa 

    43921 gatcaatata tagagcataa tcattctcgt atactctgcc ctttattaca tcgcccgcat 

    43981 tgggcaacga ataacaaaat gcaagcatct cgttaacggg ctcgtaaatt gggataaaaa 

    44041 ttatgttttt attgttttat atctgtttta ttccagatag tattcaggaa tttctttttc 

    44101 tggttgtatc tcgtcgttgt atatatcatt tgtacactgt ttcatatttt ttaatagtct 

    44161 acacctttta gtaggactag tatcgtacaa ttcatagctg tattttgaat tccaatcacg 

    44221 cataaaaata tcttccaatt gttgacgaag acctaatcca tcatccggtg taatattaat 

    44281 agatgctcca catgtatccg taaagtaatt ccctgtccaa tttgaggttc ctatatacgc 

    44341 cgttttatca gttaccatat atttggcatg gtttactctt gaatatggaa ttggaggatc 

    44401 cgcatccggt acaataaaca gttttacttc tatatctatg tttttagatt ttagcatggc 

    44461 gatagatctt aaaaagtttc tcataataaa cgaagatcgt tgccaacaac taatcaatag 

    44521 cttaactgac acttgtctgt ctatagcggc tcttcttaat tcatcttcta tatacggcca 

    44581 aaacaaaatt ttacccgcct tcgaataaat aatagggata aagttcataa cagatacata 

    44641 aacgaattta ctcgcatttc cgatacatga caataaagcg gttaaatcat tagttctttc 

    44701 catagtacat agttgttgtg gcgcagaagc aataaataca gaatgtggaa caccgcttac 

    44761 gttcatacta agaggatgat ctgtattata atacgcagga taaaagtttt tccaattata 

    44821 tggtagattg ttaactccaa gataccagta tacctcaaaa atttgagtga gatccgctgc 

    44881 caagttacta ttattgaaga tagcaatacc caattccttg acctgagtta gtgatctcca 

    44941 atccatgtta gcgcttccta aataaatatg cgtattatca gatatccaaa attttgtatg 

    45001 aagaactcct cctaggatat ttgtaatatc tatgtatctt acttcaactc cggccatttg 

    45061 tagcgtttca acatccttta atggtttgtt ggatttattg acggctactc taacgcgtac 

    45121 tcctcttttg ggtaattgta taatctcatt taatattatc gtgccgaaat tcgtacccac 

    45181 ttcatccgat aaactccaat aaaaagatga tatatctagt gtttttgtgg tattggatag 

    45241 aatttccctc cacacgttaa atgtagacaa atatacttta tcaaattgca tacctatagg 

    45301 aatagtctct gtaatcactg cgattgtttt atccggattc attttatttg ttaaaaaaaa 

    45361 taatatcact tcactctatt aaaaatccaa gtttctattt ctttcatgac tgatttttta 

    45421 acttcgtccg tttccttatg aagatgatgt ttggcacctt cataaatttt tatttctcta 

    45481 ttacaatttg catgttgcat gaaataatat gcacctgaaa catcactaat ctcattgttt 

    45541 gttccctgga gtatgagact aggggtgtta atcttgggaa ttatttttct aaccttgttg 

    45601 gtagccttca agacctgact agcaaatcca gccttaattt tttcatgatt gaccaatgga 

    45661 tcgtattggt atttataaac ttcatccata tctctagata ctgattctgg gcatagcttt 

    45721 ccgactggtg catttggtgt gaaggttccc ataagtttgg cagctagcat atttagtctt 

    45781 ggaacagctt ctgtattaac tagaggagac attagaatca ttgctgtaaa taagtctgga 

    45841 ttctcataag cggccagtat agaaattgtt gctcccatgg aatgacccaa taagaagact 

    45901 ggaactcctg gataagtaga tttaatagtc accacgtgct gtaccacatc tctaacatac 

    45961 gtaccaaagt catctatcat catcttttca ccattacttc ttccatgacc aatatgatca 

    46021 tgtgagaata ctaaaattcc taacgatgat atattttcag ctagttcatc ataacgtcca 

    46081 gaatgttcac cagctccatg acttatgaat actaatgcct taggatatgt aataggtttc 

    46141 caatatttac aatatatgta atcattgtcc agattgaaca tacagtttgc actcatgatt 



    46201 cacgttatat aactatcaat attaacagtt cgtttgatga tcatattatt tttatgtttt 

    46261 attgataatt gtaaaaacat acaattaaat caatatagag gaaggagacg gatacggtct 

    46321 tttgtgagat agtcatggcg actaaatcag attatgagga tgccgttttt tactttgtgg 

    46381 atgatgatga actatgtagt cgtgactcca tcatcgatct aatagatgaa tatatcacgt 

    46441 ggagaaatca tgttatagtg tttaacaaag atatcaccag ttgtggaaga ctgtacaagg 

    46501 aattgatgaa gttcgatgat gtcgctatac ggtactatgg aattgataaa attaatgaga 

    46561 ttgtcgagac tatgagcgaa ggagaccact acatcaatct cacagaagtc catgatcagg 

    46621 aaagtctatt cgctaccata ggaatatgtg ctaaaatcac tgaacattgg ggatacaaaa 

    46681 agatttcaga atctagattc caatcattgg gaaacattac agatctgatg acggacgata 

    46741 atataaacat cttgatactt tttctagaaa aaaaattgaa ttgatgacat agtgttataa 

    46801 cgcgtaatta ttacgttaat gcattcttat tctatatccg gtgttaaaaa aaattatcct 

    46861 atcatgtatt tgagagtctt atatgtagca aacataatag ctgtgatgcc aataagcttt 

    46921 agatattcac gcgtgccaat gttagggatg gtattatctc gcggtgaaat gtccgttata 

    46981 taatctacaa aataatcatc gcatatagta tgcgatagta gagtaaacat ttttatcgtt 

    47041 tctactggat tcatacatcg tctacccaat tcggttatga atgaaattgt cgccaatctt 

    47101 acacccaaac ccttgttatc tattagtata gtattaactt cgttatttat gtcataaact 

    47161 gtaaatgatt ctgtagatgc catatcatac atgatattca tgtccctatt ataatcatta 

    47221 ttaactttgt cacaatacat gttgataata tctatatatg atctagtttt tgttggcaac 

    47281 tgtctataca agtcgtctaa acgttgttta ctcatatagt attgaacagc catcattaca 

    47341 tggtcccgtt ccgttgatag ataatcgagt atgttagtgg acttgtcaaa tctatatacc 

    47401 atattttctg gaagtggata tacatagttg tgatcatcat tatcgctagc ctcatcttct 

    47461 atatccggta ctataccatt atctatatcc ggcactatac cattatctat atccggcact 

    47521 ataccattat ctataccatc atctacatca tcatctacat aatctactat attattatac 

    47581 ataaacatcg acaacatact attgtccatt atctaagtcc agttgatcca aacccttgag 

    47641 ctcctctatc tgtactatct agagattgta cttcctccag ttctggataa tatatacgtt 

    47701 gatagattag ctgagctatt ctatctcccg tatttacatt gaacgtacat tttccattat 

    47761 taataagaat gactcctatg tttcccctat aatcttcgtc tattacacca cctcctatat 

    47821 caatgccttt tagtgacaga ccagacctag gagctattct accatagcag aacttaggca 

    47881 tggacatact aatatctgtc ttaattaact gtctttctcc tggagggata gtataatcgt 

    47941 aagcgctata caaatcatat ccggcagcac ccggcgattg cctagtagga gatttagctc 

    48001 tgttagtttc cttaacaaat ctaactcgtg agttaatatt catgttgctc ataaaactaa 

    48061 tattttattt caaaattatt taccatccca tatattccat gaataagtgc gattattata 

    48121 cacttctata gtatctatat acgaaccacg ataaaatcct cctatcaata gcagtttatt 

    48181 atccactatg atcaattctg gattatccct cggataaata ggatcatcta tcagagtcca 

    48241 tgtattgctg tattcgcaat aaaattcagc atttctacca accaagaata accttctacc 

    48301 gaacactaac gcgcatgatt tataatgagg ataataagtg gatggtccaa actgccactg 

    48361 atcatgattg ggtagcaaat attctgtagt tctatccgtt tcagaatgtc ctcctattac 

    48421 gtatataaca ttgtttatag atgcgattgc tggattacat ctaggtttaa gaagactcgg 

    48481 catattaacc caagcagtgt ccccatggaa ccaacgctcg acagatgtgg gatttggtag 

    48541 acctcctact acgtataatt tattgttagc aggtacccca ctagcgtaca gtctgggact 

    48601 attcatcgga ggaattggaa tccaattgtt tgatacacaa tttaacgcta tagcatggtt 

    48661 atgtatttca ttgttcatcc atccaccgat gagatatact acttctccaa catgagtact 

    48721 tgtacacata tggaatatat ctataatttg atccatattc ataggatact ctatgaatgg 

    48781 atacctgtat gatttgcgtg gtcgtttatc acaatgaaat attttggtac agtctagtat 



    48841 ccattttaca ttatttatac ctctgggtga aagataattt gacctgatta catttttgat 

    48901 aaggagtagc aaatttccta atctatttct tcgcttcata taccacttaa tgacaaaatc 

    48961 aactacataa tcctcatctg gaacatttag ttcgtcgctt tctagaataa gtttcataga 

    49021 tagataatca aaattgtcta tgatgtcatc ttccagttcc aaaaagtgtt tggcaataaa 

    49081 gtctttagta tgacataaga gattggatag tccgtattct atacccatca tgtaacactc 

    49141 gacacaatat tcctttctaa aatctcgtag gataaagttt atacaagtgt agatgataaa 

    49201 ttctacagat gttaatatag aagcacgtaa taaattgacg acgttatgac tatctatata 

    49261 tacctttcca gtatatgagt aaataactat agaagttaga ctgtgaatgt caaggtctag 

    49321 acaaaccctc gtaactggat ctttattttt cgtgtatttt tgacgtaaat gtgtgcgaaa 

    49381 gtaaggagat aactttttca atatcgtaga attgactatt atattgcctc ctatagcctc 

    49441 aataattgtt ttgaatttct tagtcataga caatgctaat atattcttac agtacacagt 

    49501 atttacaaat attggcattt atgtttcttt aaaagtcaac atctagagaa aaatgattat 

    49561 cttcttgaga cataactccc attttttggt attcacccac acgtttttcg aaaaaattag 

    49621 tttttccttc caatgatata ttttccatga aatcaaacgg attggtaaca ttataaattt 

    49681 ttttaaatcc caattcagaa atcaatctat ccgcgacaaa ttctatatat gttttcatca 

    49741 tttcacaatt cattcctata agtttaactg gaagagccgc agtaagaaat tcttgttcaa 

    49801 tggataccgc atctgttata atagatctaa cggtttcttc actcggtgga tgcaataaat 

    49861 gtttaaacat caaacatgcg aaatcgcagt gtagaccctc gtctctacta attaattcgt 

    49921 tggaaaacgt gagtccgggc attaggccac gctttttaag ccaaaatatg gacgcaaatg 

    49981 acccagaaaa gaagattcct tctactgcag caaaggcaac aagtctctct ccataactgg 

    50041 cgctgtcatg tatccacttt tgagcccaat cggccttctt ttttacacaa ggcatcgttt 

    50101 ctatggcatt aaagagatag tttttttcat tactatcttt aacataagta tcgatcaaaa 

    50161 gactatacat ttccgaatga atgttttcaa tggccatctg aaatccgtag aaacatctag 

    50221 cctcggtaat ctgcacttct gtacaaaatc gttctgctaa attttcattc actattccgt 

    50281 cactggctgc aaaaaacgcc aatacatgtt ttataaaatg tttttcgttg ggtgttagtt 

    50341 tattccaatc attgatatct ttagatatat ctacttcttc cactgtccaa aatgatgcct 

    50401 ctgccttttt atacatattc cagatgtcat gatattggat tgggaaaata acaaatctat 

    50461 ttggatttgg cgcaaggatg ggttccataa ctaaattaac aatagtagta aatttttttt 

    50521 cagttatcat ctatatgact gtatttggat cttttataca ttgttattgc agctatcact 

    50581 acaataatta caagtattat tgatagcatt gttattagta ctatcataat taaattatct 

    50641 acatccatgg gtgctgaata atcgttatta tcatcatttt gtaattgtga catcatacta 

    50701 gataaatcat ttgcgagatt gttgttggag acggacatgg aagatgcatt ancattatcg 

    50761 ttattattat ttaacgcctc ccattcggat tcacaaatat ggcgcgcgtt caacatttta 

    50821 tggaaactat aattttgtga aaacaggtaa caagaaaact cttcatcgtt caaattttta 

    50881 acaatagtaa accgattaaa cgtcgagcta atttctaacg ctagcgactc tgttggatat 

    50941 ggatttccag atatatatct tttcagctcc cctacgtatc tataatcatc tgtaggaaat 

    51001 ggaatgtatt tccatctatc tagtgttcct aatatcatat atggtggtgt agtagaacca 

    51061 ttaagtgtga aagattttat ttcgcatcgt attttaactt cgcaataaga ttttgttaga 

    51121 taacgcactc taccagtcaa gtcaatgata ttagccttta cagatatatt catagtagtc 

    51181 gtgactatga ctccatcttt tagatgcgat actcccttgt atgtaccaga atcttcgtac 

    51241 ctcaaactcg atatatttaa acaagttaat gagatattga cgcgttttat gaatgacgat 

    51301 atatatccag aagtttcatc ctctgtggct agcgctataa ccttatcatt ataataccaa 

    51361 agagtattat taatatgtga tacgtcagtg tgggtacaaa tatgtacatt atcgtctacg 

    51421 tcgtattcga tacatccgca tacacccaac agatataaaa tgataaatac tctaacaaca 



    51481 ttcgtaccca tattgatgcg gcttaataca tgttttgatt tcaatttatt gtaaaaaaag 

    51541 aatcggtttt acactgttcg atattcttat tctcgtctat catctccaca cagtcaaatc 

    51601 cgtggttagc atgcacctca tcaaccggta atagactatc ggactcttct atcattataa 

    51661 ctcgagaata tttaatttgc tcattattaa tcaagtcaat tatcttattt ttaacaaatc 

    51721 tgagtatttt actcattttt tataaaaact tttagaaata tacagactct atcgtgtgtc 

    51781 tatatcttct ttttatatcc aatgtattta tgtctgattt ttcttcattt atcatatata 

    51841 atggtccaaa ttctacacgt gcttcgaatt catccagatc attaaggttc ttataatcgt 

    51901 aatatccttc tcctcccgct tctacatctt ccttcttatt cttattctta ttcttgtcac 

    51961 agaatctacc acaacaggat cccatgacga gcgtcatatt aaactaattc attttcaatt 

    52021 ataatatact gattagtaat gaccattaaa taaaaatatt cttcataacc ggtaagaaag 

    52081 tgaaaagttc acattgaaac tatgtcagtc agtagttata catcatgaaa tgatgatata 

    52141 tatattctct attttggcgg aggattatat gatataattc gtggataatc attcttaaga 

    52201 cacatttctt cattcgtaaa tcttttcacg ttaaatgagt gtccatattt tgcaatttct 

    52261 tcatatgatg gcggtgtacg tggacgatgc tgctcctgtt cttgttgtgg tcgccgactg 

    52321 tcgtgtttgc gtttagatcc ctccattatc gcgattgcgt agatggagta ctatttttat 

    52381 accttgtaat taaatttttt tattaattaa acgtataaaa acgttccgta tctgtattta 

    52441 agagccagat ttcgtctaat agaacaaata gctacggtaa aaataactag aataatcgct 

    52501 acacccacta gaaaccacgg atcgtaatac ggcaatcggt tttcgataat aggtggaatg 

    52561 tatattttat ttaaggactt aacaattgtc tgtaaaccac aatttgcttc cgcggatcct 

    52621 gtattaacta tctgtaaaag catatgttgg ccgggcggag ccgaacattc tccgatatcc 

    52681 aatttctgta tatctataat gttattaacc tccgcatacg cattacagtt cttttctagc 

    52741 ttggataccg cactaggtac atcatctaga tctattccta tttcttcggc gatagctctt 

    52801 ctatcctttt ccggaagcaa tgaaatcact tcaataaatg attcaaccat gagtgtgaaa 

    52861 ctaagtcgag aattactcat gcatttgtta gttattcgga gcgcgcaatt tttaaactgt 

    52921 cctataacct ctcctatatg aatagcacaa gtgacattag tagggataga atgttgagct 

    52981 aatttttgta aataactatc tataaaaaga ttatacaaag ttttaaactc tttagtttcc 

    53041 gccatttatc cagtctgaga aaatgtctct cataataaat ttttccaaga aactaattgg 

    53101 gtgaagaatg gaaaccttta atctatattt atcacagtct gttttggtac acatgatgaa 

    53161 ttcttccaat gctgtactaa attctatatc tttttcgatt tctggatatg tttttaataa 

    53221 agtatgaaca aagaaatgga aatcgtaata ccagttatgt tcaactttga aattgttttt 

    53281 tattttcttg ttaatgatac cagccacttg ggaaaagtca aagtcgttta atgcagattt 

    53341 aatacgttca ttaaacacaa actttttatc ctttagatga attattattg gttcattgga 

    53401 atcaaaaagt aagatattat cgggtttaag atcagcgtgt aaaaagttgt cgcaacaggg 

    53461 tagctcgtaa actttaatgt ataacagaga catctgtaaa aagataaact ttatatattg 

    53521 taccaaagat ttaaatccta atttgatagc taactcggta tctactttat ctgccgaata 

    53581 cagtgctaag ggaaaaatta taatgtttcc tctttcgtat tcgtagttag ttctcttttc 

    53641 atgttcgaaa aagtgaaaca tgcggttaaa atagtttata acattaatat tactgttaat 

    53701 aactgccggg taaaagtgtg atagtaattt cacgaatttg atactgtcct ttctctcgtt 

    53761 aaacgccttt agaaaaactt tagaagaata tctcaatgat agttcctggc catccatagt 

    53821 ttgtatcaat aataacaaca tatgaagaac ccgtttatac agagtatgta aaaatgttaa 

    53881 tttatagttt aatcccatgg cccacgcaca cacgattaat tttttttcat ctccctttag 

    53941 attgttgtat agaaatttgg gtactgtgaa ctccgccgta gtttccatgg gactatataa 

    54001 ttttgtggcc tcgaatacaa attttactac atagttatct atcttaaaga ctataccata 

    54061 tcctcctgta gatatgtgat aaaaatcgtc gtttatagga taaaatcgtt tatccttctg 



    54121 ttggaaaaag gatgaattaa tgtaatcatt ctcttctatc tttagtagtg tttccttatt 

    54181 aaaattctta aaataattta acaatctaac cgatggagcc caattttggt gtaaatctaa 

    54241 ttgggacatt atattgttaa aatacaaaca gtctcctaat ataacagtat ctgataatct 

    54301 atggggagac atccattgat attcagggga tgaatcattg gcaacaccca tttattgtac 

    54361 aaaaagcccc aatttacaaa cgaaagtcca ggtttgatag agacaaacta ttaactattt 

    54421 tgtctctgtt tttaacacct ccacagtttt taatttcttt ggtaatgaaa ttattcacta 

    54481 tatcagtatc ttctttatct accagagatt ttactaactt gataaccttg gctgtctcat 

    54541 tcaatagggt agtgatattt gtatgtgtga tattgatatc tttttgaatt gtttctttta 

    54601 gaagtgattc tttgatagtg tcagcatacg aattacaata atgcagaaac tcagttaaca 

    54661 tgcaggaatt atagtaagcc aattccaatt gttgcctgta ttgtattaga gtgtcaatat 

    54721 gtgcaatggt gtccttgcgt ttctctgata gaatgcgagc agcgattttg gcgttatcat 

    54781 ttgacgatat ttctggaatg atgaatcctg tttctactaa ctttttggta ggacaaagcg 

    54841 aaacaatcaa gaagatagct tctcctccta tttgtggaag aaattgaact cctctagatg 

    54901 atctactgac gatagtatct ccttgacaga tattggaccg aattacagaa gtacctggaa 

    54961 tgtaaattcc tgaaacgccc tcatttttta aacagattgt tgcagtaaat cctgcactgt 

    55021 gaccaagata gagagctcct ttggtgaatc catctctatg tttcagttta accaaaaaac 

    55081 agtcagctgg tctaaaattt ccatctctat ctaatacagc atccaacttg atgtcgggaa 

    55141 ccataaccgg tttaatgtta tatgtaacat tgagtaaatc cttaagttca taatcatcac 

    55201 tgtcatcagt tatgtacgag ccaaacaatg tttctaccgg catagttgat acgaagatgc 

    55261 tatccatcag aatgtttccc tgattagtat tttctatata gctattcttc tttaaacgat 

    55321 tttccaaatc agtaactatg ttcatttttt taggagtagg acgcctagcc agtatggaag 

    55381 aggattttct agatcctctc ttcaacatct ttgatctcaa tggaatgcaa aaccccatgg 

    55441 tgtaacaacc aacgataaaa ataatattgt ttttcacttt ttataatttt accatctgac 

    55501 tcatggattc attaatatct ttatacgagc tactaatgta caattcttta taactaaact 

    55561 gagatatata cacttgatct atggtttcca tgattgagta aatgaatgct ctgcaataac 

    55621 taatggcaaa tgtatagaac aacgaaatta tactagagtt gttaaagtta atattttcta 

    55681 tgagctgttc caataaatta tttgttgtgg ctgcgttcaa gtcataaatc atcttgatac 

    55741 tatccagtaa acagtcttta agttctggaa tattatcatc ccattgtaaa gcccctaatt 

    55801 cgactatcga atatcctgct ctgatagcag tttcaatatc gacggacgtc aatactgtaa 

    55861 taaaggtggt agtattgtca tcatcgtgat aaactacggg aatatggtcg ttagtaggta 

    55921 cggtgacttt acacaacgcg atatataact ttccttttgt accattctta acgtagttgg 

    55981 gacgtcctgc agggtattgt tttgaagaaa tgatatcgag aacagatttg atacgatatt 

    56041 tgttggattc ctgattattc actataatat aatctagaca gatagatgat tcgataaata 

    56101 gagaaggtat atcgttggta ggataataca tccccattcc agtattctcg gatactctat 

    56161 tgatgacact agttaagaac atgtcttcta ttctagaaaa tgaaaacatc ctacatggac 

    56221 tcattaaaac ttctagcgct cctgattgtg tctcgaatgc ctcaaacaag gatttcaagg 

    56281 atgccataga ttctttgacc aatgatttaa tattgcgttt agcatctgat ttttttatta 

    56341 aatcgaatgg tcggctctct gatttactac cccaatgata acaatagtct tgtaaagata 

    56401 agccgcaaga aaatttatac gcatccatcc aaataactct agcaccatct gatgatatta 

    56461 gtgtattatt atagattttc catccacagt tattgggcca gtatactgtt agcaacggta 

    56521 tatcgaatag attactcatg taacctacta gaatgatagt tcgtgtacta gtcataatat 

    56581 ctttaatcca atctaagaaa tctaaaatta gatctttcac actgttaaag ttaacaaagg 

    56641 tattacccgg gtacgtggat atcatatatg gtattggtcc attatcagta atagctccat 

    56701 aaactgatac ggcgatggtt tttatatgtg tttgatctaa cgaggaagaa attcgcgccc 



    56761 acaattcatc tctagatatg tgtttaatat caaacggtaa cacatcaatc tcgggacgcg 

    56821 tatatgtttc taaattctta atccaaatat aatgatgacc tatatgccct attatcatac 

    56881 tgtcaactat agtataccta gagaacttac gatacatctg tttcctgtaa tcgttaaatt 

    56941 ttacaaatct ataacatgct aaaccttttg acgacagcca ttcattaatt tctgatatgg 

    57001 aatctgtatt ctcgataccg tatcgttcta aagccagtgc tatatctccc tgttcgtggg 

    57061 aacgctttcg tataatatcg atcaacggat aatctgaagt ttttggagaa taatatgact 

    57121 catgatctat ttcgtccata aacaatctac acataggaat tggaggcgac gatcttaatt 

    57181 ttgtgcaatg cgtcaatcct ataacttcta atcgtgtaat attcatcatc gacataacac 

    57241 tatctatgtt atcatcgtat attagtatac cacggccttc ttcatttcgt gccaaaatga 

    57301 tatacagtct taaataatta cgcaatatct caatagtttc ataattgtta gctgttttca 

    57361 tcaaggtttg tatcctgttt aacatgatgg agttctataa cgtctctatt ttctattttt 

    57421 aattttttaa atttttaacg atttactgtg gctagatacc caatctctct caaatatttt 

    57481 tttagcctcg cttacaagct gtttatctat actattaaaa ctgacgaatc cgtgattttg 

    57541 gtaatgggtt ccgtcgaaat ttgccgaagt gatatgaaca tattcgtcgt cgactatcaa 

    57601 caattttgta ttattctgaa tagtgaaaac cttcacagat agatcatttt gaacacacaa 

    57661 cgcgtctaga cttttggcgg ttgccataga atatacgtcg ttcttatccc aattaccaac 

    57721 tagaagtctg atcttaactc ctctattaat ggctgcttct atgatggagt tgtaaatgtc 

    57781 gggccaatag tagctattac cgtctacacg tgtagtggga actatggcca aatgttcaat 

    57841 atctatacta gtcttagccg acttgagttt atcaataact acatcagtgt ctagatctct 

    57901 agaatatccc aataggtgtt ctggagaatc agtaaagaac actccaccta taggattctt 

    57961 aatatgatac gcagtgctaa ctggcagaca acaagccgca gagcataaat tcaaccatga 

    58021 attttttgcg ctattaaagg ctttaaaagt atcaaatctt ctacgaagat ctgtggccag 

    58081 cgggggataa tcagaatata cacctaacgt tttaatcgta tgaatagatc ctccagtaaa 

    58141 tgacgcattt cctacataac atctttcatc atctgacacc caaaaacaac cgagtagtag 

    58201 ccccacatta ttttttttat ctatgttaac agttataaaa tttatatccg ggcaataact 

    58261 ttgtagctct cccagatttc ttttccctcg ttcatctagc aaaactatta ttttaacccc 

    58321 tttttcagat gcctctttta gtttatcaaa aataagagct cccctagtag tactcatagg 

    58381 attacaacaa aaagatgcta tgtatatata tttcttggct agagtgataa tttcgttaaa 

    58441 acattcaaat gtagtcaaat gatcggatct aaaatccata ttttctggta gtgtttctac 

    58501 cagcctacat tttgctcccg caggtactga tgcaaatggc cacatttagt taacataaaa 

    58561 acttatacat cctgttctat caacgattct agaatatcat cggctatatc gctaaaattt 

    58621 tcatcaaagt caacatcaca acctaactca gttaatatat taagaagttc catgatttca 

    58681 tcttcgtcta tttccatatc catatccatt gtagattgtt gactgattat cgagtttaaa 

    58741 tcagtattaa tacccaattc ttcagaatac actcggtgtt tcatcgtaac cctctatcag 

    58801 taacgtattt aagttggtag attttcaatt atgtatcaat atagcaacag cagttcttgc 

    58861 tcctccttga ttctagtatc ctcttcatta ttttcttcta cgtacataag catgtccaat 

    58921 acgtttgaca acacgccgac gatggcggct gccacagata cgaatatgac taaaccgata 

    58981 accatttaaa aaccactctc tagctttcac ttaaacttat agatcattct tttagcacat 

    59041 gtataatata aaaacattat tctatttcga atttaggctt ccaaaaattt ttcatccgta 

    59101 aaccgataat aatatatata gacttgttaa tggtcggaat aaacagatta atgcttaaac 

    59161 tatcgtcatc accacgatta gagatacaat acttacattc tttttgctgt ttcgaaactt 

    59221 tatcaatgca cgttaataca aacccaggaa ggagatattg aaactgaggc tgttgaaaat 

    59281 gaaacggtga atacaatagt tcagataatg taaaatcatg attccgtatt ctgatagtat 

    59341 tagaactgtt aatggatgca gatggaacgt atctaggtgt atctatttta acaaagcatc 



    59401 gatttgctaa tatacaatta tccttttgat taattgttat tttattcata ttcttaaaag 

    59461 gtttcatatt tatcaattct tctacattaa caatttccat ttttaattta tgcagccccg 

    59521 caatactcct cattacgttt catttttttt ctagaatatc cattttgttc atttcggcac 

    59581 atagattatc caattgagaa gtgcatttag tagttttgta tattttaagt ttattgacga 

    59641 atcgtcgaaa attagttata gttaacattt tattatttga taccctgata ttaatacccc 

    59701 tgccgttact attatttata actgatgtaa cccatgtaac attagaatta attatcgata 

    59761 gtaatgcatc aacgcttcca aaattgtcta ttataaactc accgataatt tttttattgc 

    59821 atgttttcat attcattagg attatcaaat ctttaatctt cttacgattg tatgcgttga 

    59881 tattacaaga cgtcattcta aaagacggag gatctccatc aaatgccaga caatcacgta 

    59941 caaagtacat ggaaataggt tttgttctat tgcgcatcat agattcatat agaactccca 

    60001 tagaaatact aatttgtttt actctataaa atactaatgc atctatttca tcgttttgta 

    60061 taacgtcttt ccaagtgtca aattccaaat ttttttcatt gatagtacca aattcttcta 

    60121 tctctttaac tatttgcata gataggtaat tacagtggtg tctacaagct gttttttgaa 

    60181 actgaatcga tgcatctaga agcgatgcta cgctagtcac aatcaccgct ttcatattta 

    60241 gaatatatgt atgtaaaaat atagtagaat ttcattttgt ttttttctat gctataaatg 

    60301 aattctcatt ttgcatctgc tcatactccg ttttatatca ataccaaaga aggaagatat 

    60361 ctggttctaa aagccgttaa agtatgcgat gttagaactg tagaatgcga aggaagtaaa 

    60421 gcttcctgcg tactcaaagt agataaaccc tcatcacccg cgtgtgagag aagaccttcg 

    60481 tccccgtcca gatgcgagag aatgaataac cctggaaaac aagtcccgtt tatgagaacg 

    60541 gacgtgctac aaaatatgtt tgctgctaat cgcgacaacg tggcgtcgag acttttgaac 

    60601 taaaatacaa ttatatcttt ttcgatatta ataaatccgt gtcgcccggg ttttttatct 

    60661 ctttcagtat gtgaatagat aggtatttta tctctattca tcatcgaatt taagagatcc 

    60721 gataaacatt gtttgtattc tcccgatgtc agcatctgat acaacaatat atgtgcacat 

    60781 aaacctctgg cacttatttc atgtaccttc cccttatcac taaggagaat agtatttgag 

    60841 aaatatgtat acatgatatt atcatgaatt agatatacag aatttgtaac actctcgaaa 

    60901 tcacacgatg tgtcggcgtt aagatctaat atatcgctcg ataacacatt ttcatctaga 

    60961 tacactagac attttttaaa gctaaaatag tctttagtag taacagtaac tatgcgatta 

    61021 ttttcatcga tgatacattt catcggcata ttattacgcg taccatcaaa gactatacca 

    61081 tgtgtatatc taacgtattc tagcatagtt gccatacgag cattaaactt ttcaggatct 

    61141 ttggatagat cttccaatct atctatttga gaaaacattt ttatcatgtt caatagttga 

    61201 aacgttggat ccactatata gatattatct ataaagattt taggaactac gttcatggta 

    61261 tcctggcgaa tattaaaact atcaatgata tgattatcgt tttcatcttt tatcaccata 

    61321 tagtttctaa gatatgggat tttacttaat ataatattat ttcccgtaat aaattttatt 

    61381 agaaatgcca aatctataag aaaagtcctc gaattagttt gaagaatatc tatatcgccg 

    61441 taccgtatat ttggattaat tagatataga gaatatgatc cgtaacatat acaactctta 

    61501 ttatggcgtc taagatattc ttccatcaac ttattaacat ttttgactag ggaagataca 

    61561 ttatgacgtc ccattacttt tgccttgtct attaccgcga cgttcataga atttagcata 

    61621 tctcttgcca attcttccat tgatgttaca ttataagaaa ttttagatga aattacattt 

    61681 ggagctttaa tagtaagaac tcctaatata tccgtgtatg tggtcactaa tacagattgt 

    61741 agttctataa tcgtaaataa tttacctata ttatatgttt gagtctgttt agaaaagtag 

    61801 ctaagtatac gatcttttat ttctgatgca gatgtatcaa catcggaaaa aaatcttttt 

    61861 ttattctttt ttactaacga tacaaatatg tctttgttaa aaacagttat tttctgaata 

    61921 tttctagctt gtaattttaa catatgatat tcgttcacac taggtattct gcctaaatag 

    61981 gtttctataa tctttaatgt aatattagga agagtattct gatcaggatt cctattcatt 



    62041 ttgaggattt aaaactctga ttattgtcta atatggtctc aacgcaaact ttttcacaga 

    62101 gcgatagagt ttttgataac tcgtttttct taagaaatat aaaactactg tctccagagc 

    62161 tcgctctatc ttttatttta tctaattcga tacaaactcc tgatactggt tcagaaagta 

    62221 attcattaat tttcagtcct ttatagaaga tagttaatat agatagtaca aaatcttcag 

    62281 ttcttgatac cgatcggatt gatcctagaa ctagatatat taataaagta ctcattaggc 

    62341 agtttatggc agcttgataa ttagatatag tatattccag ttcatattta ttagataccg 

    62401 cattgcccag attttgatat tctatgaatt cctctgaaaa taaatccaaa ataactagac 

    62461 attctatttt ttgtggatta gtatactctc ttccctctat catgttcact actggtgtcc 

    62521 acgatgacaa atatctagag ggaatataat atagtccata ggatgccaat ctagcaatgt 

    62581 caaataactg taattttatt cttttctctt cattatgaat taattcttga ggtataaacc 

    62641 taacacaaat tatattatta gacttttcgt atgtaatatc tttcatgtta taagttttta 

    62701 atcctggaat agaatctatt ttaatgaggc ttttaaacgc agagttctcc aacgagtcaa 

    62761 aacataatac tctgttgttt ttcttatata cgatgttacg attttcttct ttgaatggaa 

    62821 taggtttttg aattagttta taattacaac ataatagata cggaagtgtg caaatagtac 

    62881 gcggaaaaaa cataatagct cccctgtttt catccatggt tttaagtaaa tgatcactgg 

    62941 cttccttagt caatggatat tcgaacatta accgtttcat catcattgga caaaatccat 

    63001 atttcttaat gtaaagagta atcaaatcat tgtgtttatt ataccatctt gtcgtaaatg 

    63061 tgtattctgt tatcggatct gctccttttt ctattaatgt atcgatgtcg atctcgtcta 

    63121 agaattcaac tatatcgaca tatttcattt gtatacacat aaccattact aacgtagaat 

    63181 gtataggaag agatgtaacg ggaacggggt ttgttgattc acaaactatt ctaatacata 

    63241 gttcttctgt taatacgtct tgtacgtaat ctattataga tgccaagata tctatataat 

    63301 tattttgtaa gatgatgtta actatgtgat ctatataagt agtgtaatat ttcatgtatt 

    63361 tggatatatg ttccaactcg gtctttgtaa tctctagttt cgtaatatct atagcgtcct 

    63421 caaaaaatat attcgcatat attcccaagt cttcagttct atcttctaaa aaatcttcag 

    63481 cgtatggaat ataataatct attttacctc ttctgatatc attaatgata tagtttttga 

    63541 tactattttc cgtcaattga ttcttattca ctatatctaa gaaacggata gcgtccctag 

    63601 gacgaactac tgccattaat atctctatta tagcttctgg acataattca tctattatac 

    63661 cagaattaat gggaactatt ccgtatctat ctaacatagt tttaagaaag tcagaatcta 

    63721 agacctgatg ttcatatatt ggttcataca tgaaatgatc tctattgatg atagtgacta 

    63781 tttcattctc tgaaaattgg taactcattc tatacacgct ttccttgttg ataaaggata 

    63841 ggatatactc gatggaattt gtaccaacaa actgttctct tatgaatcgt atatcatcat 

    63901 ctgaaataat catgtaaggc atacacttaa caataagaga cttgtctcct gttatcaata 

    63961 tactattctt gtgataattt atgtgtgagg caaatttgtc cacgtttttt aattttgtta 

    64021 tagtagatat caaatccaat ggagctacag ttcttggctt aaacagatat agtttttctg 

    64081 gaacgaattc tacaacatta ttataaagaa ctttgggtag ataagtggga tgaaatccta 

    64141 ttttaattaa tgcgatagcc ttgtcctcat gtaaatatcc aaacgccttt gtgatagtat 

    64201 ggcattcatt gtctagaaac gctctacgaa tatctgtgac agatatcatc tttagagaat 

    64261 actagtcgcg ttaatagtac taaaatttgt attttttaat ctatctcaat aaaaaaatta 

    64321 atatgtatga ttcaatgtat aactaaacta ctaactgtta ttgataacta gaactagaat 

    64381 cagaatctaa tgatgacgta accaagaagt gtatctacag ccaatttagc tgcattattt 

    64441 ttagcatctc gtttagattt tccatcggcc ttatcgaata ctctcccgtc gatgtctaca 

    64501 caggcataaa atgtaggaga gttactaggc cccactgatt caatacgaaa agaccaatct 

    64561 ctcttagtta tttggcagta ctcattaata atggtgacag ggttagcatc tttccaatca 

    64621 ataatttttt tagccggaat aacatcatcg aaagacttat gatcctctct cattgatttt 



    64681 tcgcgggatg catcatctat tatagcatca gccatagmat cagaatccgg cttatcagca 

    64741 tccattgtcg taaaccaacg aggaggaata tcgtcggagc tgtacaccat agcactacgt 

    64801 tgaagatcgt acagagcttt attaacttct cgcttctcca tattaagttg tctagttagt 

    64861 tgtacagcag tagctccttc gagtccaatg tttttaatag cctcacacac aatctctgcg 

    64921 tcagaacgtt cgtcgatata gatcttagac atttttagag agaaatgacg caaaaccagt 

    64981 aataaaacta atctatttta tcatttttat tcatcatctt ctggtggttc gtcgttccta 

    65041 tcgaatgtgg ctctgattaa cccgtcatct ataggcgatg ctggttctgg agattctgga 

    65101 ggagatggat tattatctgg aagaatctct gttatttcct tgttttcatg tatcgattgc 

    65161 gttgtaacat taagattgcg aaatgctcta aatttgggag gcttaaagtg ttgtttgcaa 

    65221 tctctacacg cgtgtctaac taatggaggt tcatcagcag ctctagtttg aatcatcatc 

    65281 ggtgtagtat tcctactttt acagttagga cacggtgtat tgtatttctc gtcgagaacg 

    65341 ttaaaataat cgttgtaact cacatccttt attttatcta tattgtattc tactcctttc 

    65401 ttaatgcatt ttatgccgaa caagagatag cgaaggaatt ctttttcggt accgctagta 

    65461 cccttaatca tgtcacatag tgttttatat tccaaatttg tggcgatgga cggtttattt 

    65521 ctatacgata gtttgtttct ggaatccttt gagtattcta taccaatatt attctttgat 

    65581 tcgaatttag tttcttcgat attagatttt gtattaccta tattcttgat gtagtacttt 

    65641 gatgattttt ccatggccca ttctattaag tcttccacgc tggtattatc atccacatat 

    65701 tgtgatagta actctcggat atcagtagcg gctaccgcca ttgatgtttg ttcatttgat 

    65761 gagtaactac tactaatgaa tacattttcc atttataaca cttatgtatt aactttgatc 

    65821 atttatattt tttcattatt atgttgatat taacaaaagt gaatatatat gttaataatt 

    65881 atggtgtggt gtgtacggcc acaatttcat aatgagtgga agtcagtgtc ctatgatcaa 

    65941 tgacgatcta tttagagtta ctttgaaaag aatgcatcca ctcaatagtg aggagtcgag 

    66001 tatgaaaata gataagaaga ggacaaagtt tcagaataga gccaaaatgg taaaagaaat 

    66061 aaatcagaca ataagagcag cacaaactca ttacgagaca ttgaaacaag gatacctaaa 

    66121 atttaagaga atgattagaa ctgctactct aaaagatata gcaccatcta ttccaaaaat 

    66181 tcagaaattt tataaactat tctcggacat ttcagccatc agcaaagcat cacagaatcc 

    66241 gagtaagatg gtatatgctc tactgcttta catgttcccc aatttgtttg gagatgacca 

    66301 tagattcatt cgttatagaa tgcatccaat gagtaaaatc aaacacaaga tcttctcccc 

    66361 gttcaaactt aatcttatta gaatattagt ggaagaaaga ttctataata atgaatgcag 

    66421 agattataaa tggagaataa ttggaacaca ggttgataaa atattgatag ctgaatctgc 

    66481 taaatataca atagatgcaa ggtatcgcct aagacctata tatagaatca agggagaatc 

    66541 tgaagaagat accctcttca tcaaacagat ggtagagaaa tgtgtaacgt ctcaggaatt 

    66601 ggtggaaaaa gtgttgaaga tactgtttaa agatttgttc aagagtggag aatacaaaga 

    66661 ttacagatac gatgatgatg tagacaatgg attcattgga ttggacaaac taaaattaaa 

    66721 cattgttcac gatatagttg aaccatgtat gcctgttcgt aggccagtgg ctaaggtact 

    66781 gtgtaaagaa atggtaaata aatactttga gaatcctcta catatcattg gtaagaatct 

    66841 ccaagagtgc attgactttg ttagtgagta gacatttcat cttttccttt ctcaatacta 

    66901 ttcaacttgt taaattaata atggatagtt taaaatagtt attagtagta ataagatagt 

    66961 ttaaaatagt tattagtagt aataagatag tttaaaatag ttattagtar taataagata 

    67021 gtttaaaata gtataaaata gataagtatt tactctcttc tataaaaatg gattttattc 

    67081 gtagaaagta tcttatatac acagtagaaa ataatataga ttttttaaag gatgatacat 

    67141 taagtaaagt aaacaatttt accctcaatc atgtactagc tctcaagtat ctagttagca 

    67201 atttccccca acatgttatt actaaggatg tattagctaa taccaatttt tttgttttca 

    67261 tacatatggt acgatgttgt aaagtgtacg aagcggtttt acgacacgca tttgatgcac 



    67321 ccacgttgta cgttaaagca ttgactaaga attatttatc gtttagtaac gcaatacaat 

    67381 cgtacaagga aaccgtgcat aaactaacac aagatgaaaa atttttagag gtagctgaat 

    67441 acatggacga attaggagaa cttataggcg taaattatga cttagttctt aatccattat 

    67501 ttcacggagg ggaacccatc aaagatatgg aaatcatttt tttaaaactg tttaagaaaa 

    67561 cagacttcaa agttgttaaa aaattaagtg ttataagatt acttatttgg gcatacctaa 

    67621 gcaagaaaga tacaggcata gagtttgcgg ataatgatag acaagatata tatactctat 

    67681 ttcaacaaac tggtagaata gtccatagca atctaacaga aacgtttaga gattatatct 

    67741 ttccaggaga taagactagc tattgggtgt ggttaaacga aagtatagct aatgatgcgg 

    67801 atatcgttct taatagaccc gccattacca tgtatgataa aattcttagt tatatatact 

    67861 ctgagataaa acagggacgc gttaataaaa acatgcttaa gttagtttat atctttgagc 

    67921 ctgaaaaaga tatcagagaa cttctgctag aaattatata tgatattcct ggagatatcc 

    67981 tatctattat tgatgcaaaa aacgacgatt ggaaaaaata tttcattagt ttttacaaag 

    68041 ctaattttat caacggtaat acatttatta gcgatagaac gtttaacgag gacttattca 

    68101 gagttgttgt tcaaatagat cccgaatatt tcgataatga acgaattatg tctttattct 

    68161 ctacgagtgc tgcggacatt aaacgatttg atgagttaga tattaataac agttatatat 

    68221 ctaatataat ttatgaggtg aacgatataa cattagatac aatggatgat atgaagaagt 

    68281 gtcaaatctt taacgaggat acatcgtatt atgttaagga atacaataca tacctgtttt 

    68341 tgcacgagac ggatcccatg gtcatagaga acggaatact aaagaaactg tcatctataa 

    68401 aatccaagag tagacgactg aacttgttta gtaaaaacat tttaaaatat tatttagacg 

    68461 gacaattggc tcgtctaggt cttgtgttag atgattataa gggagacttg ttagttaaaa 

    68521 ttataaacca tctcaagtct gtggaggatg tatcagcatt cgttagattt tctacagata 

    68581 aaaaccctag tattcttcca tcgctaatca aaactatttt agctagttat aatatttcca 

    68641 tcatcgtcct atttcaaaag tttttaagag ataatctata ccatgtagaa gaattcttgg 

    68701 ataaaagcat ccatctaacc aagacggata agaaatatat acttcaattg ataaggcatg 

    68761 gcagatcata gaacaaacca aatatacata ttaaaaattc acacattttt gataaatggg 

    68821 aactgctgca acaattcaga ctcccaccaa attaatgaat aaagagaatg cagaaatgat 

    68881 tttggaaaaa attgttgatc atatagttat gtatattagt gacgaattaa gagatgaaaa 

    68941 taatcctgaa tatattgatt ttcgtaacag atacggagac tatagatctc tcattataaa 

    69001 aagtgatcac gagtttgtaa agctatgtaa agatcatgca gagaaaagtt ctccagaaac 

    69061 acaacaaatg ataatcaaac acatctacga acaatatctt attccggtat ctgaagtact 

    69121 attaaaacct atgatgtcca tgggtgacat aattacatat aacggatgta aagacaatga 

    69181 atggatgcta gaacaactct ctaccctaaa ctttaacaat ctccacacat ggaactcatg 

    69241 tagcataggt aatgtaacgc gtatatttta tacatttttt agttatctga tgaaagataa 

    69301 actaaatata taagtataat cataatccca ttctaatact ttaacctgat gtattatgta 

    69361 tcacctgcat cttattagaa tattaaccta actaaaagac ataacataaa aactcattac 

    69421 atagttgata aaaagcggta ggatataaat attatggctg ctgccgttcc gcgttttgac 

    69481 gacgtgtaca aaaatgcaca aagaagaatt ctagatcaag aaacattttt tagtagaggt 

    69541 ctaagtagac cgttaatgaa aaacacatat ctatttgata attacgcgta tggatggata 

    69601 ccagaaactg caatttggag tagtagatac gcaaacctag atgctagtga ctattatccc 

    69661 atttcgttgg gattacttaa aaagtttgag tttctcatgt ctctatataa aggtcctatt 

    69721 ccagtatatg aagaaaaaat aaatactgaa ttcattgcta atggatcttt ctccggtaga 

    69781 tacgtatcat atcttagaaa gttttctgcc cttccaacaa acgagtttat tagtttttta 

    69841 ttattgacct ccatccctat ctataatatc ttattctggt ttaaaaacac acagtttgat 

    69901 attactaaac acacattatt cagatacgtc tatacagata atgccaaaca cctggcgttg 



    69961 gctaggtata tgtatcaaac aggagactat aagccgttgt ttagtcgtct caaagagaat 

    70021 tatatattta ccggtcctgt tccgatagga atcaaagata tagatcaccc taatcttagt 

    70081 agagcaagaa gtccatccga ttatgagaca ttagctaata ttagtactat attgtacttt 

    70141 accaaatatg atccggtatt aatgttttta ttgttttacg tacctgggta ttcaattact 

    70201 acaaaaatta ctccagccgt agaatatcta atggataaac tgaatctaac aaagagcgac 

    70261 gtaaaactgt tgtaaattat tttatgcttc gtaaaatgta ggttttgaac caaacattct 

    70321 ttcaaagaat gagatgcata aaactttatt atctaataga ttgactattt cggacgtcaa 

    70381 tcgtttaaag taaacttcgt aaaatattct ttgatcactg ccgagtttaa aacttctatc 

    70441 gataattgtt tcatatgttt taatatttac aagttttttg gtccatggtc cattaggaca 

    70501 aatatatgca aaataatatc gttctccaag ttctatagtc tctggattat ttttattata 

    70561 ttcagtaacc aaatacatat tagggttatc tgcggattta taatttgagt gatgcattcg 

    70621 actcaacata aacaattcta gaggagacga tctactatca aattcggatc gtaaatctgt 

    70681 ttctaaagaa cggagaatat ctatacatac ctgattagaa ttcatccgtc cttcagacaa 

    70741 catctcagac agtctggtct tgtatatctt aatcatattc ttatgaaact tggaaacatc 

    70801 tcttctagtt tcactagtac ctttattaat tctctcaggt acagattttg aattcgacga 

    70861 tgccgagtat ttcatcgttg tatatttctt cttcgattgc ataattagat tcttatatac 

    70921 cgcttcaaac tctattttaa aattattaaa caatactcta ctattaatca gtcgttctaa 

    70981 ctcctttgct atttctatgg acttatctac atcttgactg tctatctctg taaacacgga 

    71041 gtcggtatct ccatacacgc tacgaaaacg aaatctgtaa tctataggca acgatgtttt 

    71101 cacaatcgga ttaatatctc tatcgtccat ataaaatgga ttacttaatg gattggcaaa 

    71161 ccgtaacata ccgttagata actctgctcc atttagtacc gattctagat acaagatcat 

    71221 tctacgtcct atggatgtgc aactcttagc agaagcgtat gagtatagag cactatttct 

    71281 aaatcccatc agtccataca ccgagttggc tactatcttg tacgtatatt gcatggaatc 

    71341 atagatggcc ttttcagttg aactggtagc ctgttttagc atctttttat atctggctct 

    71401 ctctgccaaa aatgttctca atagtctagg aatggttcct tctatcgatc tatcgaaaat 

    71461 tgctatttca gatatgaggt tcggtagtct aggttcacaa tgaaccgtaa tatatctagg 

    71521 aggtggatat ttctgaagta agagctgatt atttatttct tcttccaatc tattggtact 

    71581 aacgacgaca ccgactaatg tttccggaga tagatttcca aagatacaca cattaggata 

    71641 cagactgtta taatcaaaga ttaatacatt attactaaac attttttgtt tcggagcaaa 

    71701 taccttaccg ccttcgtatg gaaacttttg ttttgtttct gatctcacta agatggtttt 

    71761 agtttccaac aatagcttta acagaggacc cttgatgact gtactcgctc tatattcgaa 

    71821 taccattgat tgaggaagca catatgttga cgcacccgca tctgtttttg tttctactcc 

    71881 gtaatactcc cacaaatact gacacaagca agcatcatga atacagtatc tagccatatc 

    71941 taaagctatg tttagattat aatccttata catctgtgct agatcaacgt catcctttcc 

    72001 gaaagataat ttatacgtat catttgttaa agtgggacac gatagwayaa ctttgaatcc 

    72061 attttcccaa atatctttat gaattacttt acatataata tcatcatcaa ccgtcacata 

    72121 attacccgtg gttaaaacct ttgcgaatgc agcggctttg cctttcgcgt ccgtagtatc 

    72181 gtcaccgatg aacatcattt ctctaactcc tctatttaat actttaccca tgcaactgaa 

    72241 cgcattcttg gatatagaat ccaatttgta cgaatccaat ttttcagatt tttgaatgaa 

    72301 tgaatacaga tcgaaaaata tagttccatt attgttatta acgtgaaacg tagtattggc 

    72361 catgccacct actcccttat gactagactg atttctctca taaatacaga gatgtacagc 

    72421 ttcctttttg tctggagatc taaagataat cttctctccg gttaataact ctagacgatt 

    72481 agtaatatat ctcagatcaa agttatgtcc gttaaaggta acgatatagt cgaacgttag 

    72541 ttccaacaat tgtttagcta tttgtaacaa aactatttca gaacacagaa ctagttctcg 



    72601 ttcgtaatcc atttccatca gtgactgtat cctcaaacat cctctatcta cggcttcttg 

    72661 tatttcctgt tccgttaaca tctcttcatt aatgagagta aacaataatc gtttaccgct 

    72721 taaatcgata taacagtaac ttgtatgcga gattggatta ataaatacag aaggaaactt 

    72781 cttatcaaag tgacactcta tatctagaaa taagtacgat cttgggatat cgaatctagg 

    72841 tatttcttta gcgaaacagt tacgtggatc gtcacaatga taacatccat tgttaatctt 

    72901 tgtcaaatat tgctcgtcca acgagtaaca tccgtctgga gatatcccgt tagaaatata 

    72961 aaaccagcta atattgagaa attcatccat ggtggcgttt tgtatgttgc gtttctttgg 

    73021 ctcttctatc aaccacatat ctgcgacgga gcattttcta tctttaatat ctagattata 

    73081 acttatggtc tcgtcaatgt ctatagttct catctttccc atcggtctcg cattaaatgg 

    73141 aggaggagcc aatgactgat atatttcgtc cgtcactacg taataaaagt aatgaggaaa 

    73201 tcgtataaat acggtctcgc catttcgaca tctggatttc agatataaaa atctgttttc 

    73261 accccgactt tcgaaccaat taatgcaccg aacatccatt tctagaattt agaaatatat 

    73321 tttcatttaa atgaatccca aacattgggg aagagccgta tggaccatta tttttatagt 

    73381 actttctcaa gcgggtttag atggcaacat agaagcgtgc aaaagaaaac tatatactat 

    73441 agtcagcacg cttccatgtc ctgcatgtag acggcacgcg actatcgcta tagaggacaa 

    73501 taatgtcatg tctagcgatg atctgaatta tatttattat tttttcatca gattatttaa 

    73561 caatttggca tctgatccca aatacgcaat cgatgtgtca aaggttaaac ctttataaac 

    73621 ttaacccatt ataaaactta tgattagtca cgactgaaat aacggcgtga ttattttttg 

    73681 gtataattct acacggcata gtttctgtga ctatgaattc aacacccgtt atcttagtga 

    73741 aatctttaac aaacagcaag ggttcgtcaa agacataaaa ctcattgttt acgatcgaaa 

    73801 tagatcctct atcacactta aaataaaaaa tatccttatc ctttactacc aaataaaatt 

    73861 ctgattggtc aatgtgaatg tattcactta acagttccac aaatttattt attaactccg 

    73921 aggcacatac atcgtcggta ttttttatgg caaactttac tcttccagca tccgtttcta 

    73981 aaaaaatatt aacgagttcc atttatatca tccaatatta ttgaaatgac gttgatggac 

    74041 agatgataca aataagaagg tacggtacct ttgtccacca tctcctccaa ttcatgctct 

    74101 attttgtcat taactttaat gtgtgaaaac agtactccac atgcttccat gacagtgtgt 

    74161 aacactttgg atacaaaatg tttgacatta gtataattgt ccaagactgt caatctataa 

    74221 tagatagtag ctataatata ttctatgatg gtattgaaga agatgacaac cttggcatat 

    74281 tgatcattta acacagacat ggtatcaaca gatagcttga atgaaagaga atcagtaatt 

    74341 ggaataagcg tcgtctcgat ggagtgtccg tataccaaca tgtctgatat tttgatgtat 

    74401 tccattaaat tatttagttt tttcttttta ttctcgttaa acagtatttc tgtcaatgga 

    74461 ccccaacatc gttgaccgat taagttttga ttgatttttc catgtaaggc gtatctagtc 

    74521 agatcgtata gcctatccaa taatccatca tctgtgcgta gatcacatcg tacacttttt 

    74581 aattctctat agaagagcga cagacatctg gaacaattac agacagcaat ttctttattc 

    74641 tctacagatg taagatactt gaagacattc ctatgatgat gcagaatttt ggataacacg 

    74701 gtattgatgg tatctgttac cataattcct ttgatggctg atagtgtcag agcacaagat 

    74761 ttccaatctt ttgcaatttt cagtaccatt atctttgttt tgatatctat atcagacagc 

    74821 atggtgcgtc tgacaacaca gggattaaga cggaaagatg aaatgattct ctcaacatct 

    74881 tcaatagata ccttgctatt ttttctggca ttatctatat gtgcgagaat atcctctaga 

    74941 gaatcagaat cctttttgat gatagtggat ctcaatgaca tgggacgtct aaaccttctt 

    75001 attctatcac cagattgcat ggtgatttgt cttctttctt ttatcatgat gtaatctcta 

    75061 aattcatcgg caaattgtct atatctaaaa tcataatatg agatgtttac ctctacaaat 

    75121 atctgttcgt ccaatgttag agtatctaca tcagtcttgt attccaaatt aaacatggca 

    75181 acggatttaa ttttatattc ctctattagt tcctcgtcga caataacaga gtgcagataa 



    75241 tcatttaatc catcgtacat ggttggaaga tgctcgttga caaaatcttt aattgtcttg 

    75301 atgaaggtgg gactatatct aacatcttga ttaataaaat ttataacatt gtccatagga 

    75361 tactttgtaa ctagttttat acacatctct tcatcggtaa gtttagacag aatatcgtga 

    75421 acaggtggta tattatattc atcagatata cgaagaacaa tgttcaaatc tagattgttt 

    75481 aatatattat atagatgtag tgtagctcct acagggatat ctttaactaa gtcaatgatt 

    75541 tcatcaaccg ttagatctat tttaaagtta atcatatagg cattgatttt taaaaggtat 

    75601 gtagccttga ctacattctc attaattaac cattccaagt cactgtgtgt aagaagatta 

    75661 tattctatca taagcttgac tacatttagt cccgacacca tcaaagaatt cttatgatat 

    75721 aaggaaacag cttttaggta ctcatctact ctacaagaat tttggagagc cttaatgata 

    75781 tcggtgacgt ttattatttc aggaggaaag aacctaacat tgagaatatc ggaattaata 

    75841 gcttccagat acagtgattt tggcaatagt ccgtgtaatc cataatccag taacacgagc 

    75901 tggtgcttgc tagacacctt ttcaatgttt aatttttttg aaataagctt tgataaagcc 

    75961 ttcctcgcaa attccggata catgaacatg tcgccgacat gattgagaat tgttttttca 

    76021 gtattttata tttttctcaa caagttctca ataccccaat agatgataga atatcaccca 

    76081 atgcgtccat gttgtctatt tccaacaggt cgctatatcc accaatagaa gttttcccaa 

    76141 aaaagatcct aggaacagtt ctaccaccag taatttgttc aaaatagtca cgtaattcat 

    76201 tttcaggtct aaattcttta atatcgacaa tttcatacgc tcctcttttg aaactaaact 

    76261 tatttagaat atccagtgcg tttctacaaa aaggacatgt aaacttgaca aaaattgtca 

    76321 ctttgttatt ggccaacctt tgttgtacaa attcctcggc cattttaata tttaagtgat 

    76381 ataaaactat ctcgacttat ttaactcttt agtcgagata tatggacgca gatagctata 

    76441 tgatagccaa ctacagaagg cgaacgctat aaaaaacata attacgacga gcatttataa 

    76501 atatttttat tcagcattac ttgatatagt aatattaggc acagtcaaac attcaaccac 

    76561 tctcgataca ttaactctct cattttcttt aacaaattct gcaatatctt cgtaaaaaga 

    76621 ttcttgaaac tttttagaat atctatctac tctagatgag atagcgttcg tcaacatact 

    76681 atgtttcgta tacataaagg cgcccatttt aacagtttct agtgacaaaa tgctagcgat 

    76741 cctaggatcc tttagaatca catagattga cgattcgtct ctcttagtaa ctctagtaaa 

    76801 ataatcatac aatctagtac gcgaaataat attatctttg acttgaggag atctaaacaa 

    76861 cctagttttg agaacatcga taagttcatc gggaatgaca tacatactat ctttaataga 

    76921 actcttttca tccagttgaa tggattcgtc cttaaccaac tgattaatga gatcttctat 

    76981 tttatcattt tccagatgat atgtatgtcc attaaagtta aattgtgtag cgcttctttt 

    77041 tagtctagca gccaatactt taacatcact aatatcgata tacaaaggag atgatttatc 

    77101 gatggtatta agaattcgtt tttcgacatc cgtcaaaacc aattcctttt ttcctgtatc 

    77161 atccagtttg ccatcctttg taaagaaatt attttctact agactattaa taagactgat 

    77221 gaggattcct ccataattgc acaatccaaa ctttttcaca aaactagact ttacaagatc 

    77281 tacaggaatt cgtacttcag gtttcttagc ttgtgatttt ttcttttgcg gacattttct 

    77341 tgtgaccaac tcatctacca tttcattgat tttagcagtg aaataagctt tcaatgcacg 

    77401 agcactgata ctattgaaaa cgagttgatc ttcaaattcc gccatttaag ttcaccaaac 

    77461 aacttttaaa tacaaatata tcaatagtag tagaataaga actataaaaa aaataataat 

    77521 taaccaatac caaccccaac aaccggtatt attagttgat gtgacagttt tctcatcact 

    77581 tagaacagat ttaacaattt ctataaagtc tgtcaaatca tcttccggag aacccataaa 

    77641 tacaccaaat atagcggtgt acaacttatc catttataca ttgaatattg gcttttcttt 

    77701 atcgctatct tcatcatatt catcatcaat atcaacaagt cccagattac gagccagatc 

    77761 ttcttctaca ttttcagtca ttgatacacg ttcactatct ccagagagtc cgataacgtt 

    77821 agccaccact tctctatcaa tgattagttt cttgagcgcg aatgtaattt ttgtttccgt 



    77881 tccggatcta tagaaaacta caggtgtaat aattgccttg gccaattgtc tttctcgttt 

    77941 actgagtgct tctagttcac cttctataga tctgagaatg gatgattctc ccgctgaaac 

    78001 atattctacc atggctccgt ttaatttgtt gatgaagatg gattcatcct taaatgtttt 

    78061 ctctgtaata gtttccaccg aaagactatg caaagaattt ggaatgcgtt ccttgtgctt 

    78121 aatgtttcca tagacagctt ctagaagttg atacaacata ggactagccg cggtaacttt 

    78181 tatttttaga aagtatccat cgcttctatc ttgtttagat ttatttttat aaagtttagt 

    78241 ctctccttcc aacataataa acgtggaagt catctgacta gataaactat cagtaagttt 

    78301 tatagagata gacgaacaat tagcgtattg agaagcattt agtgtaacgt attcgataca 

    78361 ttttgcatta gatttactaa tagattttgc atactctata acacccgcac aagtctgtag 

    78421 agaatcagat gctgtaggtc ttggtgaagt ttcaactctc ttcttgatta ccttactcat 

    78481 gattaaacct aaataattgt actttgtaat ataatgatat atattttcac tttatctcat 

    78541 ttgagaataa aaatgttttt ggttaaccgc tgcatgatgt acagatttcg gaatcgcata 

    78601 acactggtgg ctttatttta tccttgtcca atgtgaattg aatgggagcg gatgctggtt 

    78661 tcgtacgtag atagtacatt cccgttttta acccgagact ccatccgtaa aaatgcatac 

    78721 tcgttagttt ggaataactc ggatctgcta tatggatatt catagattga ctttgatcta 

    78781 tgaaggctcc cctgtctgca gccattttta tgatcgtctt ttgtggaatt tcccaaatag 

    78841 ttttataaac tcgcttaata tcttctggaa ggtttgtatt ttgaatggat ccaccatctg 

    78901 ccataatcct attcttgatc tcttcattcc ataattttct ttcggttaaa actctaagga 

    78961 gatgaggatt aactacttgg aattctccag acaatactct acgagtgtaa atattactgg 

    79021 tatatggttc caccgattca ttatttccca aaatttgagc agttgatgcc gttggcatag 

    79081 gtgctaccaa taaactattt ctaagaccgt atgatctgat tttatctttt agagattccc 

    79141 aattccaaag atcagacggg acaacattcc aaagatcata ttgtagaata ccgttactag 

    79201 cgtatgatcc tgtgtatgtt tcataaggtc cttccttttc ggctaattca caactcgctt 

    79261 ctaatgctcc gtaataaatg gtttcgaaaa tcttcttatt gagatcttgt gcttctaggc 

    79321 tatcaaatgg ataatttaag agaataaacg cgtctgctaa tccttgaaca ccaataccga 

    79381 taggtctgtg tctcttatta gagatttcag cttctggaat aggataataa ttaatatcta 

    79441 taattttatt gagatttctg acaattactt tgaccacatc ctttagtttg agaaaatcaa 

    79501 atcgtccatc tattacaaac atgttcaacg cgacagatgc cagattacaa acggctacct 

    79561 cattagcatc cgcatattgt attatttcag tgcagaggtt actacactta atggttccta 

    79621 aattttgttg attactcttt ttgttacaag catccttata aagaatgaac ggagtaccag 

    79681 tttcaatctg agattctata atcgctttcc agacgactcg agcctttatt atagacttgt 

    79741 atctcttttc tctttcgtat tgtgtataca atcgttcgaa ctcgtctccc caaacattgt 

    79801 ctaatccagg acattcgtcc ggacacatca acgaccactc tccatcatcc tttactcgtt 

    79861 tcataaagag atcaggaatc caaagagcta taaatagatc tctggttcta tgctcctcgt 

    79921 ttcctgtatt ctttttaaga tcgaggaacg ccataatatc agaatgccac ggttccaagt 

    79981 atatggccat aactcccggt cgtttgtttc ctccctgatc tatgtatcta gcggtgttat 

    80041 tataaactct caacattgga ataataccat tggatgtacc attggttcca gagatatagc 

    80101 ttccactggc acgaatatta ctaattgata gacctattcc ccctgccatt ttagagatta 

    80161 atgcgcatcg ttttaacgta tcatagatgc cctctatgct atcatcaatc atgttaagta 

    80221 gaaaacagct agacatttgg tgacgactag ttcccgcatt aaataaggta ggagaagcgt 

    80281 gcgtaaacca tttttcagaa agtagattgt acgtctcaat agctgagtct atatcccatt 

    80341 gatgtattcc taccgcgaca cgcattaaca tgtgctgagg tctttcaaca atcttgttat 

    80401 ttattttcaa caagtaagat ttttccaaag ttttaaaacc aaaatagttg tatgaaaagt 

    80461 ctcgttcgta aataataacc gagttgagct tatccttata tttgttaact atatccatgg 



    80521 tgatatttga aataatcgga gaatgtttcc catttttagg attgacatag ttgaataaat 

    80581 cctccatcac ttcactaaat agtttttttg tttccttgtg tagatttgat acggctattc 

    80641 tggcggctag aatggcataa tctggatgtt gtgtagtaca agtggctgct atttcggctg 

    80701 ccagagtgtc caattctacc gttgttactc cattatatat tccttggata accttcatag 

    80761 ctattttaat aggatctata tgatccgtgt ttaagccata acataatttt ctaatacgag 

    80821 acgtgatttt atcaaacatg acattttcct tgtatccatt tcgtttaatg acaaacattt 

    80881 ttgtcggtgt agtaaaaaaa attatttaac ttttcattaa tagggatttg acgtatgtag 

    80941 cgtacaaaat gattgttcct ggtatataga taaagagtcc tatatatttg aaaatcgtta 

    81001 cggctcgatt aaactttaat gattgcattg tgaatatatc attaggattt aactccttga 

    81061 ctatcagggc ggcaccagaa atcaccatca aaagcattaa tacagttatg cctatcgcag 

    81121 ttagaacggt tatagcatcc accatttata tctaaaaatt agatcaaaga atatgtgaca 

    81181 aagtcctagt tgtatattga gaattgacga aacaatgttt cttacatatt ttttttttat 

    81241 tagtaaccga cttaatagta ggaactggaa aactagactt gattattcta taagtataga 

    81301 tacccttcca gataatgttc tctttgataa aagttccgga aaatgtagaa ttttttaaaa 

    81361 agttatcttt tgctattacc aagattgtgg ttagacgctt attattaata tgagtaatga 

    81421 aatccacacc gcctctagat atcgccttta tttccacatt agatggtaaa tccaatagtg 

    81481 aaactatctt tttaggaatg tatggactcg cgtttagagg agtgaacgtc tttggagtag 

    81541 gaaaggatga ttcgtcaaac gaataaacaa tttcacaaat ggatgttaat gtgttagtgg 

    81601 gaaatttctt gacgctagtg gaattgaaaa ttctaacgga tgatgttcta cctatttcat 

    81661 cagataacat gttaatttcc gataccaacg gttttaatat ttcgatgata tacggtagtc 

    81721 tctctttcgg acttatatag cttattccac aatacgagtc attatatact ccaaaaaaca 

    81781 aaataactag tataaaatct gtatcgaatg ggaaaaatga aattatcgac ataggtatag 

    81841 aatctggaac attgaacgta ttaatactta attctttttc cgtagtaaga accgataggt 

    81901 tattgacatt gtatggtttt aaatattcta taacttgaga cttgatagat attagtgatg 

    81961 aattgaaaat tatttttatc accacgtgtg tttcaggatc gtcgtcgaca cccgttaacc 

    82021 aaccgaatgg agtaaaataa atatcattaa tatatgctct agatattagt atttttatca 

    82081 atcctttgat tatcatcttc tcgtatgcga atgattccat gatcaagagt gacttgagaa 

    82141 catcctccgg agtattaatg ggcttagtaa acagtccatc gttgcaataa taaaagttat 

    82201 ccaagttaaa ggatatgatg cattcgttta aagatatcac ctcatccaac ggagacaatt 

    82261 tttttgtagg ttttagagac tttgaagcta cttgtttaac aaagttattc atcgtcgtct 

    82321 actattctat ttaattttgt agttaattta tcacatatca cattaattga ctttttggtc 

    82381 cacttttcca tacgtttata ttcttttaat cctacgttat ccgtttccgt tacatccagt 

    82441 gatagatctt gcaagttaaa tagaatgctc ttaaataatg tcattttctt atccgctaaa 

    82501 aatttaaaga atgtataaac ttttttcaaa gatttgaaac ttttaggtgg agttctagta 

    82561 cacaatatca taaacaaact aataaacatc ccgcattcag attccaacag ttgattaact 

    82621 tccacattaa tacagcctat tttcgcacca aatgtacatt cgaaaaatct gaataaaaca 

    82681 tcaatgtcgc aatttgtatt atccaataca gaatgtctgt gattcgtgtt aaaaccatcg 

    82741 gagaaggaat agaaataaaa attattatag tggtggaatt cagttggaat attgcctccg 

    82801 gagtcataaa aggatactaa acattgtttt ttatcataaa ttacacattt ccaatgagac 

    82861 aaataacaaa atccaaacat tacaaatcta gaggtagaac ttttaatttt gtctttaagt 

    82921 atatacgata agatatgttt attcataaac gcgtcaaatt tttcatgaat cgctaatgag 

    82981 tttaagaatc tcatatcaaa ttgtcctata taatccactt cggatccata agcaaactga 

    83041 gagactaagt tcttaatact tcgattgctc atccaggctc ctctctctgg ctctatcttt 

    83101 atcttgacga ccttcggatt ttcaccagta tgtattcctt tacgtgataa atcatcgatt 



    83161 ttcaaatcca tttgtgagaa gtctatcgcc ttagatacct tttctcgtag tcgaggttta 

    83221 aagaaatacg ctaacggtat actagtaggt aactcaaaga catcatatat agaatggtag 

    83281 cgcatcttta actcttcagt tagctctttc ttttgatcga gttcgtcgct actattgggt 

    83341 ctactcaggt gcccagactc tactagttcc aacatcatac cgataggtat acaagacact 

    83401 ctgccagcgg ttgtagattt atcatatttc tccactacat atccgttaca atttgttaag 

    83461 aatttagata catctatatt gctacataat ccagctagtg aatatatatg acataataaa 

    83521 ttggtaaatc ctagttctgg tattttacta attactaaat ctgtatatct atccatttat 

    83581 catggaaaag aatttacccg atatcttctt ttttccaaac tgcgttaatg tattctctta 

    83641 caaatattca caagatgaat tcagtaacat gagcaaaacg gaacgtgcaa gtttctcatt 

    83701 ggcagtgttt ccagtgataa aacatagatg gcataacgca cacgttgtaa aacataaagg 

    83761 aatatacaaa gttagtgcag aagcacgtgg agaaaaagta tctcctccat cactaggaaa 

    83821 acctgtttac ataaacctaa ctacgaggca atatatatac agtgagtaca caataagctt 

    83881 tgaatgttat agttttctaa aatgtataac aaatacagaa atcaattcgt tcgatgatta 

    83941 tatattaaga ggactattgg aagcgggtaa tagtttacag atattttcca attctgtggg 

    84001 taaacgaaca gatactgtag gtgtactagg gaataagtat ccgtttagta aaattccatt 

    84061 ggcctcatta actccgaaag cacaacgaga gatattttca gcgtggattt ctcatagacc 

    84121 tgtagtttta actggaggaa caggagtggg taagacgtca caggtaccca agttattgct 

    84181 ttggtttaat tatttatttg ggggattctc tactctagat aaaatcactg actttcacga 

    84241 aagaccagtc attctatctc ttcctaggat agctttagtt agattgcata gcaataccat 

    84301 tttaaaatca ttgggattta aggtactaaa tggatctcct atttctttac ggtacggatc 

    84361 tataccggaa gaattaataa acaaacaacc aaaaaaatat ggaattgtat tttctaccca 

    84421 taagttatct ctaacaaaac tatttagtta tggcactctt attatagacg aagttcatga 

    84481 gcatgatcaa ataggagata ttattatagc agtagcgaga aagcatcata cgaaaataga 

    84541 ttctatgttt ttaatgactg ccacattaga ggatgacaga gaacgtctaa aagtattttt 

    84601 acccaatccc gcatttatac atattcctgg agatacactg tttaaaatta gcgaggtatt 

    84661 tgttcataat aagataaatc catcttccag aatggcatac atagaagaag aaaagagaaa 

    84721 tttagttact gctatacaga tgtatactcc tcctgatgga tcatcaggta tagtcttcgt 

    84781 ggcatccatt gctcaatgtc atgaatataa atcatattta gaaaagagat tgccgtacga 

    84841 tatgtatatt attcatggta aggtcttaga tatagacgaa atattagaga aagtgtattc 

    84901 atcacctaac gtatcgataa ttatttctac tccttatttg gaatccagcg ttactatacg 

    84961 caatgttaca cacatttatg atatgggtag agtttttgtt cctgctcctt ttggaggatc 

    85021 gcaacaattt atttctaaat ctatgagaga tcaacgaaaa ggaagagtag gaagagttaa 

    85081 tcctgggaca tacgtatatt tctatgatct gtcctacatg aagtctatac agcgaataga 

    85141 ttcagaattt ctacataatt atatattgta cgctaataag tttaatctaa cactccccga 

    85201 agatttgttt ataattccta caaatttgga tgttctgtgg cgtacaaagg aatatataga 

    85261 ctcgttcgat attagtacag aaacatggaa taaattatta tccaattatt atatgaagat 

    85321 aatagagtat gcgaaacttt atgtactaag tcctattctc gctgaggagt tggataactt 

    85381 tgagagaact ggagaattaa ctagtacggt aaaagaagcc attttatctc taaatttacg 

    85441 aattaagatt ttaaatttta aacataaaga tgaggatacg tatatacact tttgtagagt 

    85501 attatttggt gtctataacg gaacaaacgc tactatatat tatcatcgcc ctctaactgg 

    85561 atatatgaat atgatttcag atactatatt tgttcctgta gataataact aaaaatcaaa 

    85621 ctctaatgac cacatccttt tttagagatg aaaaattttc cacatcacct ttcgtagaca 

    85681 cgactaaaca ttttgcagaa aaacgtttat tattatttag ataatcgtat acttcatcag 

    85741 tgtagatagt aaatgtgaac agataaaagg tattcttgct caatagattg gtaaattcca 



    85801 tagaatatat taatcctttc ttcttgagat cccacatcat ttcaaccaga gacgttttat 

    85861 ccaatgattt acctcgtact ataccacata caaaactaga ttttgcagtg acgtcgtacc 

    85921 tggtattcct accaaacaaa attttacttt tagttctttt agaaaattct aaggtagaat 

    85981 ctctatttgc caatatgtca tctatggaat tgccactagc aaaaaatgat agaaatatat 

    86041 attgatacat cgcagctggt tttgatctac tatactttaa aaacgaatca gattccataa 

    86101 tggcctgtat atcatcagcc gaaaaactat gttttacacg tattccttcg gcatttcttt 

    86161 ttaatgatat atcttgttta gacaatgata aagttatcat gtccatgaga gacgcgtctc 

    86221 cgtatcgtat aaatatttca ttagatgtta gacgcttcat taggggtata cttctataag 

    86281 gtttcttaat tagtccatca ttggttgcgt caagaactac tatcggatgt tgttgggtat 

    86341 ctctagtgtt acacatggcc ttactaaagt ttgggtaaat aactatgata tctctattaa 

    86401 ttatagatgc atatatttca ttcgtcaagg atattagtat cgacttgcta tcgtcattaa 

    86461 tacgtgtaat gtaatcatat aaatcatgcg atagccaagg aaaattcaaa tagatgttca 

    86521 tcatataatc atcgctataa ttcatattaa tactttgaca ttgactaatt tgtaatatag 

    86581 cctcgccacg aataaagctc tcgtattcag tttcatcgat aaaggatacc gttaaatata 

    86641 actggttgcc gatagtctca tagtctatta agtggtaagt ttcgtacaaa tacagaatcc 

    86701 ctaaaatatt atctaatgtt ggattaatct ttaccataac tgtataaaat ggagacggag 

    86761 tcataactat tttaccgttt gtacttactg gaatagatga aggaataatc tccggacatg 

    86821 atggtaaaga cccaaatgtc tgtttgaaga aatccaatgt tccaggtcct aatctcttga 

    86881 caaaaattac gatattcgat cccgatatcc tttgcattct atttaccagc atatcacgaa 

    86941 ctatattaag attatctatc atgtctattc tcccaccgtt atataaatcg cctccgctaa 

    87001 gaaacgttag tatatccata caatggaata cctcatttct aaaatagtat tcgttttcta 

    87061 attctttaat gtgaaatcgt atactagaaa gggaaaaatt atctttgagt tttccgttag 

    87121 aaaagaacca cgaaactaat gttctgattg cgtctgactc cgtcgctgaa ttaatggatt 

    87181 tacaccaaaa actcatataa cttctagatg tagaagcatt cgctaaaaaa ttagtagaat 

    87241 caaaggatat aagtagatgt tccaacaagt gagcaattcc caagatttca tctatatcat 

    87301 tctcgaatcc gaaattagaa attcccaagt agatatcctt tttcatccga tcattgatga 

    87361 aaatacgaac tttattcggt aagacgatca tttactaagg agtaaaatag gaagtaatgt 

    87421 tcgtatatcg ttatcgtcgt ataaattaaa ggtgtgtttt ttgccattaa gcgacattat 

    87481 aattttacca atattggaat tataatatag gtgtatttga gcactagaaa cggtcgatgc 

    87541 atcggtaaat atagctgtat ctaatgttct agtcggtatt tcatcatttc gctgtctaat 

    87601 aatagcgttt tctctatctg tttccagtac agctgcctga agtttattgg taggataata 

    87661 tgtaaaataa taagaaatac atacgaataa caaaaataaa ataagatata ataaagatgc 

    87721 catttagaga tctaattttg ttcaacttgt ccaaattcct acttacagaa gatgaggaat 

    87781 cgttggagat agtatcttcc ttatgtagag gatttgaaat atcttacgat gacttaatat 

    87841 cgtactttcc agataggaaa taccataaat atatttctaa ggtatttgaa catgtagatt 

    87901 tatcggagga attaagtatg gaattccatg atacaactct gagagattta gtctatctta 

    87961 gattgtacaa gtattccaag tatatacggc cgtgttataa attaggagat aatctaaaag 

    88021 gtatagttgt tataaaggac agaaatatat atattagaga agcaaatgat gacttgatag 

    88081 aatatctcct caaggaatac actcctcaga tttatacata ttctaatgag cgcgtcccca 

    88141 tagctggttc aaaattaatt ctttgcggat tttctcaagt tacatttatg gcgtatacaa 

    88201 cgtctcatat aacaacaaat aaaaaggtag atgttctcgt ttccaaaaaa tgtatagatg 

    88261 aactagtcga tccaataaat tatcaaatac ttcaaaattt atttgataaa ggaagcggaa 

    88321 caataaacaa aatactcagg aagatatttt attcggtaac aggtggccaa actccatagg 

    88381 tagctttttc tatttcggat tttagaattt ccaaattcac cagcgattta tcggttttgg 



    88441 tgaaatccaa ggatttatta atgtccacaa atgccatttg ttttgtctgt ggattgtatt 

    88501 tgaaaatgga aacgatgtag ttagatagat gcgctgcaaa gtttcctatt agggttccgc 

    88561 gctttacgtc acccaacata cttgaagcac catcctttaa aaaaaatgat aagatatcaa 

    88621 catggagtat atcatactcg gattttaatt cttctacggc ctcactgaca ttttcacaaa 

    88681 tactacaata cggtttaccg aaaataatca gtacgttctt catttatggg tatcaaaaac 

    88741 ttaaaatcgt tactgctgga aaataaatca ctgacgatat tagatgataa tttatacaaa 

    88801 gtatacaatg gaatatttgt ggatacgatg agtatttata tagccgtcgc caattgtgtc 

    88861 agaaacttag aagagttaac tactgtattc ataaaatacg taaacggatg ggtaaaaaag 

    88921 ggaggacatg taaccctttt tatcgataga ggaagtataa aaattaaaca agacgttaga 

    88981 gacaagagac gtaaatattc taaattaacc aaggacagaa aaatgctaga attagaaaag 

    89041 tgtacatccg aaatacaaaa tgttaccgga tttatggaag aagaaataaa ggcagaaatg 

    89101 caattaaaaa tcgataaact cacatttcaa atatatttat ctgattctga taacataaaa 

    89161 atatcattga atgagatact aacacatttc aacaataatg agcatgttac attattttat 

    89221 tgtgatgaac gagacgcaga attcgttatg tgtctcgagg ctaaaacaca tttctctacc 

    89281 acaggagaat ggccgttgat aataagtacc gatcaggata ctatgctatt cgcgtctgct 

    89341 gataatcatc ctaagatgat aaaaaactta actcatctgt ttaaatttgt tccctcggca 

    89401 gaggataact atttagcaaa attaactgca ttagtgaatg gatgtgattt ctttcctgga 

    89461 ctctatgggg catctataac acccaccaac ttaaacaaaa tacaattgtt tagtgatttt 

    89521 acaatcgata atatagtcac tagtttggca attaaaaatt attatagaaa gactaactct 

    89581 accgtagacg tgcgtaatat tgttacgttt ataaatgatt acgctaattt agacgatgtc 

    89641 tactcgtatg ttcctccttg tcaatgcact gttcaagaat ttatattctc cgcattagat 

    89701 gaaaaatgga acgattttaa atcatcttat ttagagagcg tgccgttacc ctgtcaatta 

    89761 atgtacgcat tagaaccacg taaggagatt gatgtttcag aagttaaaac tttatcatct 

    89821 tatatagatt tcgaaaatac taaattagat attaatgtta taaaatctat atcctcgatt 

    89881 ttcggatatt ctaacgaaaa ctgtaacacg atagtgttcg gcatctataa ggataattta 

    89941 ctactgagta taaatagttc attttacttt aacgatagtc tgttaataac caatactaaa 

    90001 agtgataata taataaatat aggttactag attaaaaatg gtgttccaac tcgtctgctc 

    90061 tacctgcggt aaagatattt ctcatgaacg atataaattg attatacgaa aaaaatcatt 

    90121 aaaggatgta ctagtcagtg taaagaacga atgttgtagg ttaaaattat ctacacaaat 

    90181 agaacctcaa cgtaacttaa cagtgcaacc tctattggat ataaactaat atggatatgg 

    90241 atccggttaa ttttatcaag acatatgcgc ctagaggttc tattattttt attaattatg 

    90301 ccatgtcatt aactagtcat ttgaatccat cgatagaaaa acatgtgggt atttattatg 

    90361 gtacgttatt atcggaacac ttggtagttg aatcgaccta tagaaaagga gttagaatag 

    90421 tcccattgga tagttttttt gaaggatata ttagtgcaaa agtatacatg ttagagaata 

    90481 ttcaagttat gaaaatagca gctgatacgt cattaacttt actgggtatt ccatatggat 

    90541 ttggtcatga tagaatgtat tgttttaaat tggtagctga atgttataaa aatgccggtg 

    90601 ttgatacatc gtctaaacga atattgggca aagatatttt tttgagccaa aacttcacag 

    90661 atgataatag atggataaag atatatgatt ctaataattt aacactttgg caaattgatt 

    90721 accttaaagg gtgagttaat atgcataact actcctccgt tattttttcc ctcgttcttt 

    90781 ttcttaacgt tgtttgccat cactctcata atgtaaagat attctaaaat ggtaaacttt 

    90841 tgcatatcgg acgcagaaat tggtataaat gatgtaattg tattatttcc cgtcaatgga 

    90901 ctagtcacgg ctccatcagt tttatatcct ttagagtatt tctcactagt gtctagcatt 

    90961 ctagagcatt ccatgatctg tttatcgttg atattggccg gaaagataga ttttttattt 

    91021 tttattatat tactattggc aattgtagat ataacttctg gtaaatattt ttctaccttt 



    91081 tcaatctctt ctattttcaa gccggctata tattctgcta tattgttgct agtatcaaca 

    91141 ccttttctgg ctaagaagtc atatgtggta ttcactatat cagttttaac tggtagttcc 

    91201 attagccttt ccacttctgc agaataatca gaaattggtt ctttaccaga aaatccagct 

    91261 actataatag gctcaccgat gatcattggc aaaatcctat attgtaccag attaatgaga 

    91321 gcatatttca tttccaataa ttctgctagt tcttgagaca ttgatttatt tgatgaatct 

    91381 agttggttct ctagatactc taccatttct gccgcataca ataacttgtt agataaaatc 

    91441 aaggttatca aagtgtttaa cgtggctagg atagtgggct tacacgtatt aaagaatgcg 

    91501 gtagtatgag taaaccgttt taacgaatta tataatctcc agaaatctgt ggcgttacat 

    91561 acgtgggccg aatgacatcg aagattgtcc aatattttta atagctgctc tttgtcaatt 

    91621 atttctatat ttgactcaca acaattgtag ataccattaa tcaccgattc ttttttcgat 

    91681 gctggacaat agcacaattg tttagctttg gactctatgt attcagaatt aatagatata 

    91741 tctctcaata cagattgcac tatacatttt gaaactatgt caaaaattgt agaacgacgc 

    91801 tgttctgcag ccatttaact ttaaataatt tacaaaaatt taaaatgagc atccgtataa 

    91861 aaatcgataa actgcgccaa attgtggcat atttttcaga gttcagtgaa gaagtgtcta 

    91921 taaatgtaga ctcgacggat gagttaatgt atatttttgc cgccttgggt ggatctgtaa 

    91981 acatttgggc cattatacct ctcagtgcat cagtgttcta ccgtggagcc gaaaacattg 

    92041 tgtttaatct tccggtgtca aaggtaaaat cgtgtttgtg tagttttcac aatgatgcca 

    92101 tcatagatat agaacccgat ctggaaaata atctagtaaa actttccagt tatcatgtag 

    92161 taagtgtcga ttgtaataag gaactgatgc ctattaggac agatactact atttgtctaa 

    92221 gtatagatca aaagaaatct tacgtgttta attttcacaa gtatgaagaa aaatgttgtg 

    92281 gtagaaccgt cattcatcta gaatggttgt tgggctttat caagtgtatt agtcagcatc 

    92341 agcatttggc tatcatgttt aaagatgaca atattattat gaagactcct ggtaatacgg 

    92401 atgcattttc cagggaatat tctatgactg aatgttctca agaactacaa aagttttctt 

    92461 tcaaaatagc tatctcgtct ctcaacaaac tacgaggatt caaaaagaga gtcaatgttt 

    92521 ttgaaactag aatcgtaatg gataatgacg ataacattct aggaatgttg ttttcggaca 

    92581 gagttcaatc ctttaagatt aacatcttta tggcgttttt agactaatac tttcaatgag 

    92641 ataaatatgg gtggtggagt aagcgttgcg ctccctaaac gggatccgcc tccgggagta 

    92701 cccactgacg aaatgttact aaacgtggat aaaatgcatg acgtgatagc tcccgctaag 

    92761 cttttagaat atgtgcatat aggaccgcta gcaaaagata aagaggataa agtaaagaaa 

    92821 agatatccag agtttagatt agtcagcaca ggacccggta atctttcggc attattaaga 

    92881 caatcgtata atggaaccgc acccaattgc tgtcgcactt ttaaccgtac tcattattgg 

    92941 aagaaggatg gaaagatatc agataagtat gaagatggtg cagtattaga atcgtgttgg 

    93001 cccgacgtcc acgacactgg aaaatgcgat gttgatttat tcgactggtg tcagggggat 

    93061 acgttcgata gaaacatatg ccatcagtgg atcggttcag cctttaatag aagtgataga 

    93121 acggcagagg gtcaacaatc gttaataaat ctgtacaata agatgcaaac attatgtact 

    93181 aaagatgcta gtgtgccaat atgtgaatca tttttgcatc atttacgcgc acacaataca 

    93241 gaagatagcc aagagatgat cgactatatt ttaagacagc agtccgcaga ttttaagcag 

    93301 aaatatatga gatgtagtta tcccaccaga gataagttag aagagtcatt aaaatatgcg 

    93361 gaacctcgag aatgttggga tccagagtgt tcgaatgcca atgttaattt cttgctaaca 

    93421 cgtaattata ataatttagg gctatgcaat attgtacgat gtaataccag cgtgaacaac 

    93481 ttacagatgg ataaaacttc ctcattaaga ttatcctgtg gattaagcaa tagtgataga 

    93541 ttttctactg ttcccgtcaa tagagcaaaa gtagttcaac ataatattaa acattcgttc 

    93601 gacctaaaat tgcatttgat cagtttatta tctctcttgg taatatggat actaattgta 

    93661 gctatttaaa tgggcgccgc ggcaagcata caaacgacgg tgaatacact cagcgaacgt 



    93721 atctcgtcta aattagaaca agaagcgaac gctagtgctc aaacaaaatg tgatatagaa 

    93781 attggaaatt tttatatccg acaaaatcat ggatgtaacc tcactgttaa aaatatgtgc 

    93841 tccgctgacg cggatgctca gttggatgct gtgttatcag ccgctacaga aacatatagt 

    93901 agtttaacac cagaacaaaa agcatacgtt cctgctatgt ttactgctgc gttaaacatt 

    93961 caaacgagtg taaacactgt tgttagagat tttgaaaatt atgtgaagca gacttgtaat 

    94021 tctagtgcgg tcgtcgataa caaattaaag atacaaaacg taattataga tgaatgttac 

    94081 ggagccccag gatcaccaac aaatttggaa tttattaata caggatctag caaaggaaat 

    94141 tgtgccatta aggcgttaat gcaattgacg actaaggcca ctactcaaat agcacctaga 

    94201 caagttgctg gttcaggagt tcaattttat atgatagtta tcggtgttat aatattggca 

    94261 gcgttgttta tgtactatgc caagcgtatg ctattcacat ccaccaatga taaaatcaaa 

    94321 cttattttag caaataagga aaacgtccat tggactactt acatggacac attctttaga 

    94381 acttctccga tggttatcgc taccacggat atacaaaact gaaaatatat tgataatatt 

    94441 ttaatagatt aacatggaag ttatcgctga tcgtctagac gatatagtgg aacaaaatat 

    94501 agcggatgaa aaatttgtag attttgttat acacggtcta ctagaacatc aatgtccctc 

    94561 catacttcga ccattactta ggttgttgat tgatatacta ttatttgtta tagtaattta 

    94621 tatttttacg gtacgtctgg tacgtagaaa ttatcaaatg ttgttggtgt tggtggcgct 

    94681 agtcatcgcg ttaactattt tttattactt tatactataa tagtactaga ctgacttcta 

    94741 acaaacatct cacctgccat aaataaattc ttgatattaa agtcttctat ttctaacact 

    94801 gttccatctg tggagaataa tactctgaca ttatcgctaa ttgacacatc ggtgagtgat 

    94861 atacctataa agtaataatc ttctttgggc acatatacca gtgtaccagg ttctaacaac 

    94921 ctatttactg gtgctcctgt agcatacttt ttctttacct taagaatatc catcgtttgc 

    94981 ttagtcaata gcgataggtg attttttatc aaccactcga aaaagtaatt ggagtgttca 

    95041 tatcctctac gggctattgt ctcatgtccg tgtatgaaat ttaagtaaca cgactgtggt 

    95101 agatttgttc tatagagccg gttgccgcaa atagatagaa ctaccaatac atctgtacaa 

    95161 atgttaaaca ttaattgatt aacagaaaaa acaatgttcg ttctgggaat agaaaccaga 

    95221 tcaaaacaaa attcgttaga atatatgcca cgtttataca ttgaatataa aataactaca 

    95281 gtttgaaaaa taacagtatc atttaaacat ttaacttgcg gggttaatct cacaacttta 

    95341 ctgtttttga actgttcaaa atatagcata gatccatgag aaatacgttt agccgccttt 

    95401 aatagaggaa atcctaccgc ctttctggat ctcaccaacg acgatagttc tgaccagcaa 

    95461 ctcatttctt catcatccac ctgttttaac atataatagg caggagatag atatccgtca 

    95521 ttgcaatatt ccttctcgta ggcacacaat ctaatattga taaaatctcc attctcttct 

    95581 ctgcatttat tatcttgtct cggtggctga ttaggctgtg gtcttggttt aggccttggt 

    95641 ctatcgttgt tgaatctatt ttggtcatta aatctttcat ttcttcctgg tatatttcta 

    95701 tcacctcgtt tggttggatt tttgtatata ttatcgtttg taacatcggt acgggtattc 

    95761 atttatcaca aaaaaaactt ctctaaatga gtctactgct agaaaacctc atcgaagaag 

    95821 ataccatatt ttttgcagga agtatatccg agtatgatga tttacaaatg gttattgccg 

    95881 gcgcaaaatc caaatttcca agatctatgc tttctatttt taatatagta cctagaacga 

    95941 tgtcgaaata tgagttggag ttgattcata acgagaatat cacaggagca atgtttacca 

    96001 caatgtataa tataagaaac aatttgggtc taggcgatga taaactaact attgaagcca 

    96061 ttgaaaacta tttcttggat cctaacaatg aggttatgcc tcttatcatt aataatacgg 

    96121 atatgactgc cgtcattcct aaaaaaagtg gtaggagaaa gaataagaac atggttatct 

    96181 tccgtcaagg atcatcacct atcttgtgta ttttcgaaac tcgtaaaaag attaatattt 

    96241 ataaagaaaa tatggaatcc gcgtcgactg agtatacacc tatcggagac aacaaggctt 

    96301 tgatatctaa atatgcggga attaatatcc tgaatgtgta ttctccttcc acatccatga 



    96361 gattgaatgc catttacgga ttcaccaata aaaataaact agagaaactt agtactaata 

    96421 aggaactaga atcatatagc tctagccctc ttcaagaacc cattaggtta aatgattttc 

    96481 tgggactatt ggaatgtgtt aaaaagaata ttcctctaac agatattccg acaaaggatt 

    96541 gattactata aatggagaat gttcctaatg tatactttaa tcctgtgttt atagagccca 

    96601 cgtttaaaca ttctttatta agtgtttata aacacagatt aatagtttta tttgaagtat 

    96661 tcgttgtatt cattctaata tatgtatttt ttagatctga attaaatatg ttcttcatgc 

    96721 ctaaacgaaa aatacccgat cctattgata gattacgccg tgctaattta tcgtgtgaag 

    96781 acgataaatt aatgatctat ggattaccat ggatgacaac tcaaacatct gcgttatcca 

    96841 taaatagtaa accaatagta tataaagatt gtgcaaagct tttgcgatca ataaatggat 

    96901 cacaaccagt atctcttaac gatgttcttc gcagatgatg attcattttt taagtatttg 

    96961 gctagtcaag atgatgaatc ttcattatct gatatattgc aaatcactca atatctagac 

    97021 tttctgttat tattattgat ccaatcaaaa aataaattag aggctgtggg tcattgttat 

    97081 gaatctcttt cagaggaata cagacaattg acaaaattca cagactctca agattttaaa 

    97141 aaactgttta acaaggtccc tattgttaca gatggaaggg ttaaactgaa taaaggatat 

    97201 ttgttcgact ttgtgattag tttgatgcga ttcaaaaaag aatcagctct agctaccacc 

    97261 gcaatagatc ctgttagata tatagatcct cgtcgcgata tcgcgttttc taacgtgatg 

    97321 gatatattaa agtcgaataa agtgaacaaa taattaattc tttattgtca tcatgaacgg 

    97381 cggacatatt cagttgatag tcggtcccat gttttcaggt aaaagtacag aattgattag 

    97441 acgagttaga cgttatcaaa tagctcaata taaatgcgtg actataaaat attctaacga 

    97501 taatagatac ggaacgggac tatggacgca tgataagaat aattttgcag cattggaagc 

    97561 aactaaacta tacgatgtct tggaatcaat tacagatttc tccgtgatag gtatcgatga 

    97621 aggacagttc tttccagaca ttgttgaatt ctgtgagcgt atggcaaacg aaggaaaaat 

    97681 agttatagta gccgcactcg atgggacatt tcaacgtaaa ccgtttaata atatcttgaa 

    97741 tcttattcca ttatctgaaa tggtggtaaa actaactgct gtgtgtatga aatgctttaa 

    97801 ggaagcttcc ttttctaaac gattgggtgc agaaaccgag atagagataa tcggaggtaa 

    97861 tgatatgtat caatcggtgt gtagaaagtg ttacatcgac tcataatatt atatattttt 

    97921 atctaaaaaa ctaaaaataa acattgatta aattttaata taatacttaa aaatggatgt 

    97981 tgtgtcgttg gataaaccgt ttatgtattt tgaggaaatt gataatgagt tagattacga 

    98041 atcagaaagt gcaaatgagg tcgcgaaaaa actgccgtat caaggacagt taaaactatt 

    98101 actaggagaa ttattctttc ttagtaagtt acagcgacac ggtatattag atggtgccac 

    98161 cgtagtgtat ataggatctg ctcccggtac acatatacgt tatttgagag atcatttcta 

    98221 taatttagga gtgatcatca aatggatgct aattgacggc cgccatcatg atcctattct 

    98281 aaatggatta cgtgacgtga ctctagtgac tcggttcgtt gatgaggaat atctacgatc 

    98341 catcaaaaaa caactgcatc cttctaagat tattttaatt tctgatgtga gatccaaacg 

    98401 aggaggaaat gaacctagta ctgcggattt actaagtaat tacgctctac aaaatgtcat 

    98461 gattagtatt ttaaaccccg tggcgtctag tcttaaatgg agatgcccgt ttccagatca 

    98521 atggatcaag gacttttata ttccacacgg taataaaatg ttacaaccgt ttgctccttc 

    98581 atattcagct gaaatgagat tattaagtat ttataccggt gagaacatga gacttactcg 

    98641 agttaccaaa tcagacgctg taaattatga aaaaaagatg tactacctta ataagatcgt 

    98701 ccgtaacaaa gtagttgtta actttgatta tcctaatcag gaatatgact attttcacat 

    98761 gtactttatg ctgaggaccg tatactgcaa taaaacattt cctactacta aagcaaaggt 

    98821 actgtttcta caacaatcta tatttcgttt cttaaatatt ccaacaacat caactgaaaa 

    98881 agttagtcat gaaccaatac aacgtaaaat atctagcaaa gattctgtgt ctaaaaacag 

    98941 aaatagcaag agatccgtac gcggtaataa atagaaacgt gctactgaga tatactaccg 



    99001 atatagagta taatgattta gttactttaa taaccgttag acataaaatt gattctatga 

    99061 aaactgtgtt tcaggtattt aacgaatcat ctataaatta tactccggtt gatgatgatt 

    99121 atggagaacc aatcattata acatcgtatc ttcaaaaagg tcataacaag tttcctgtaa 

    99181 attttctata catagatgtg gtaatatctg acttatttcc tagctttgtt agactagata 

    99241 ctacagaaac taatatagtt aatagtgtac tacaaacagg cgatggtaaa aagactcttc 

    99301 gtcttccaaa aatgttagag acggaaatag ttgtcaagat tctctatcgt cctaatatac 

    99361 cattaaaaat tgttagattt ttccgcaata acatggtaac tggagtagag atagcagata 

    99421 gatctgttat ttcagtcgct gattaatcaa ttaatagaga tgagataaga acattataat 

    99481 aatcaataat atatcttata tcttgtttag aaaaatgcca atattaaaat agctaacgct 

    99541 agtaatccaa tcggaagcca tttgatatct ataatagggt atctaatttc ctgattcaga 

    99601 tagcggacgg ctatattctc agtagctact cgtttggaat cacagacatt atttacatct 

    99661 aatttactat ctgtaatgga gacgtttccc aatgaaatgg tacaatccga tacattgcat 

    99721 cttgatatat ttttttttaa agaggctggt aacaacgcat cgcttcgttt acatggctcg 

    99781 taccaacaat aatagggtaa tcttgtatct attcctatcc gtactatgct tttatcagga 

    99841 tgaatacatt tacatcgtat atcgtctttg ttagcatcac agaatgcata aatttgttcg 

    99901 tccgtcatga taaaaattta aagtgtaaat ataactatta tttttatagt tgtaataaaa 

    99961 agggaaattt gattgtatac cttcggttct ttaaaagaaa ctgacttgat aaaaatggct 

   100021 gtaatctcta aggttacgta tagtctatat gatcaaaaag agattaatgc tacagatatt 

   100081 atcattagtc atgttaaaaa tgacgacgat atcggtaccg ttaaagatgg tagactaggt 

   100141 gctatggatg gggcattatg taagacttgt gggaaaacgg aattggaatg tttcggtcac 

   100201 tggggtaaag taagtattta taaaactcat atagttaagc ctgaatttat ttcagaaatt 

   100261 attcgtttac tgaatcatat atgtattcac tgcggattat tgcgttcacg agaaccgtat 

   100321 tccgacgata ttaacctaaa agagttatcg ggacacgctc ttaggagatt aaaggataaa 

   100381 atattatcca agaaaaagtc atgttggaac agcgaatgta tgcaaccgta tcaaaaaatt 

   100441 actttttcaa agaaaaaggt ttgtttcgtc aacaagttgg atgatattaa cgttcctaat 

   100501 tctctcatct atcaaaagtt aatttctatt catgaaaagt tttggccatt attagaaatt 

   100561 catcaatatc cagctaactt attttataca gactactttc ccatccctcc gttgattatt 

   100621 agaccggcta ttagtttttg gatagatagt atacccaaag agaccaatga attaacttac 

   100681 ttattaggta tgatcgttaa gaattgtaac ttgaatgctg atgaacaggt tatccagaag 

   100741 gcagtaatag aatacgatga tattaaaatt atttctaata atactaccag tatcaattta 

   100801 tcatatatca catccggcaa aaataatatg attagaagtt atatcgtcgc cagacgaaaa 

   100861 gatcaaacgg ctagatcggt aatcggtccc agtacagcaa tcaccattaa tgaggtagga 

   100921 atgcccgcat atattagaaa tacacttaca gaaaagatat ttgttaatgc ctttacagtg 

   100981 gataaagtta aacaactatt agcgtcgaac caagttaaat tttactttaa taaacgatta 

   101041 aaccaattaa caagaatacg ccaaggaaag tttatcaaaa ataaaataca tttattgcct 

   101101 ggtgattggg tagaagtagc tgttcaagaa tatacaagta ttatttttgg aagacagccg 

   101161 tctctacata gatacaacgt catcgcttcg tctatcagag ctaccgaagg agatactatc 

   101221 aaaatatctc ccggaattgc caactctcaa aatgctgatt tcgacggaga tgaagaatgg 

   101281 atgatattgg agcaaaatcc taaagctgta gttgaacaaa gtattcttat gtatccgacg 

   101341 acgttactca aacacgatat tcatggagcc cccgtttatg gatctattca agatgaaatc 

   101401 gtggcagctt attcattgtt taggatacaa gatctttgtt tagatgaagt attgaacatc 

   101461 ttggggaaat atggaagaga gttcgatcct aaaggtaaat gtaaattcag cggtaaagat 

   101521 atctatactt acttgatagg tgaaaagatt aattatccgg gtctcttaaa ggatggtgaa 

   101581 attattgcaa atgacgtaga tagtaatttt gttgtggcta tgcggcatct gtcattggct 



   101641 ggactcttat ccgatcataa gtcgaacgtt gaagggataa actttattat taagtcatct 

   101701 tatgttttta aaagatatct agctatatac ggatttggtg taacgttcaa agatctgagg 

   101761 ccaaattcga cgttcactaa taaattggag gccatcaacg tagaaaaaat agaacttatc 

   101821 aaagacgcat atgccaaata tctaaaagat gtaagagacg ggaaaatagt tccattatct 

   101881 aaagctttag aggcggacta tgtggaatcc atgttatcca acctgacaaa tcttaatatc 

   101941 agagagatag aagaacatat gagacaaacg ctgatagatg atccagataa taatctcctg 

   102001 aaaatggcca aagcgggtta taaagtaaat cccacagaac taatgtatat tctaggtacg 

   102061 tatggacaac agaggattga tggtgaacca gcagagactc gagtattggg tagagtctta 

   102121 ccttactatc ttccagactc taaggatcca gaaggaagag gttacattct taattcttta 

   102181 acaaaaggat taacgggttc tcaatactac ttttcgatgc tggttgcaag atctcaatct 

   102241 actgatatag tctgcgaaac atcacgtacc ggaacactgg ctagaaaaat cattaaaaag 

   102301 atggaggata tggtggtcga cggatacgga caagtagtta taggtaatac gctcatcaag 

   102361 tacgccgcca attataccaa aattctaggc tcagtatgta aacctgtaga tcttatctat 

   102421 ccagatgagt ccatgacttg gtatttggaa attagtgccc tgtggaataa aataaaacag 

   102481 ggattcgttt actctcagaa acagaaactt gcaaagaaga cattggcgcc gtttaatttc 

   102541 ctagtatttg tcaaacccac cactgaggat aatgccatta aggttaagga tctgtatgat 

   102601 atgattcata atgtcattga tgatgtgaga gagaaatact tctttacggt atctaatata 

   102661 gattttatgg agtatatatt cttgacgcat cttaatcctt ctagaattag aatcacaaaa 

   102721 gaaacggcta tcactatctt tgaaaagttc tatgaaaaac tcaattatac tctaggtggt 

   102781 ggaactccta ttggaattat ttctgcgcag gtattgtctg agaagtttac acaacaagca 

   102841 ctgtccagtt ttcacactac tgaaaagagt ggtgccgtca aacaaaaact tggtttcaac 

   102901 gagtttaata acttgactaa tttgagtaag aataagaccg aaattatcac tctggtatcc 

   102961 gatgatatct ctaaacttca atctgttaag attaatttcg aatttgtgtg tttgggagaa 

   103021 ttaaatccag acatcactct tcgaaaagaa acaggtagat atgtagtaga tataatagtc 

   103081 aatagattat acatcaagag agcagaaata accgaattag tcgtcgaata tatgattgaa 

   103141 cgatttgttt cctttagcgt cattgtaaag gaatggggta tggagacatt cattgaggac 

   103201 gatgataata tcagatttac tgtctaccta aattttgttg aaccggagga attgaatctt 

   103261 agtaagttta tgatggttct tccgggtgcc gccaacaagg gcaagattag taaattcaag 

   103321 attcctatct ctgactatac gggatatgac gacttcaatc aaacaaaaaa gctcaataag 

   103381 atgactgtag aactcatgaa tctaaaagaa ttgggttctt tcgatttgga gaacgtcaac 

   103441 gtgtatcctg gagtatggaa tacatacgat atcttcggta tcgaggccgc tcgtggatac 

   103501 ttgtgcgaag ccatgttaaa cacctatgga gaaggtttcg attatctgta tcagccttgt 

   103561 gatcttctcg ctagtttact atgtgctagt tacgaaccag aatcagtgaa taaattcaag 

   103621 ttcggtgcag ctagtactct taagagagct acgttcggag acaataaagc attgttaaac 

   103681 gcggctcttc ataaaaagtc agaacatatt aacgataata gtagctgcca cttttttagc 

   103741 aaggtcccta atataggaac tggatattac aaatacttta tcgacttggg tcttctcatg 

   103801 agaatggaaa ggaaactatc tgataagata tcttctcaaa agatcaagga gatggaagaa 

   103861 acagaagact tttaattctt atcaataaca tatttttcta tgatctgtct tttaaacgat 

   103921 ggattttcca caaatgcgcc tctcaagtcc ctcatagaat gatacacgta taaaaaatat 

   103981 agcataggcg acgactcctt atttttagac attagatatg ccaaaatcat agccccgctt 

   104041 ctatttactc ccgcagcaca atgaaccaac acgggctcgt ttcgttgatc acatttagat 

   104101 aagaaggcgg tcacgtcgtc aaaatattta ctaatgtcgg tagttgtatc atctaccaac 

   104161 ggtatatgaa taatattaat attagagtta ggcaatgtat atttatccat cgtcaaattt 

   104221 aaaacatatt tgaacttaac ttcagatgat ggcgcatcca tagcattttt ataatttccc 



   104281 aaatacacat tattggttac tcttgtcatt atagtgggag atttggctct gtgcatatct 

   104341 ccagttgaac gtagtagtaa gtatttatac aaacttttct tatccattta taacgtacaa 

   104401 atggataaaa ctactttatc ggtaaacgcg tgtaatttag aatacgttag agaaaaggct 

   104461 atagttggcg tacaagcggc caagacatca acacttatat tctttgttat tatcttggcg 

   104521 attagcgcgc tattgctctg gtttcagacg tctgataatc cagtctttaa tgaattaacg 

   104581 agatatatgc gaattaaaaa tacggttaac gattggaaat cattaacgga tagcaaaaca 

   104641 aaattagaaa gtgatagagg tagacttcta gccgctggta aggatgacat attcgacttc 

   104701 aaatgtgtgg atttcggcgc ctattttata gctatgcgat tggataaaaa aacatatctg 

   104761 ccgcaagcta ttaggcgagg cactggagac gcgtggatga ttaaaaaggc ggcaaaggtc 

   104821 gatccatctg ctcaacaatt ttgtcagtat ttgataaaac acaagtctaa taatgttatt 

   104881 acttgtggta atgagatgtt aaatgaatta ggttatagcg gttattttat gtcaccgcat 

   104941 tggtgttccg atcttagtaa tatggaatag tttagataaa tgcggtaaca aatgttcctg 

   105001 taaggaacca taacagttta gatttaacat taaagatgag cataaacata ataaacaaaa 

   105061 ttacaatcaa acctataaca ttaatatcaa acaatccaaa aaatgaaatc agtggagtag 

   105121 taaacgcgta cataactcct ggataacgtt tagcagctgc cgttcctatt ctagaccaaa 

   105181 aattcggttt catgtgttcg aaacggtatt ctgcaacaag tcgaggatcg tgttctacat 

   105241 atttggcggc gttatccagt atctgcctat tgatcttcat ttcgttttcg attctggcta 

   105301 tttcaaaata aaatcccgat gatagacctc cagactttat aatttcatct acaatgttca 

   105361 gcgcagtagt aactctaata atataggctg ataagctaac atcataccct cctgtatata 

   105421 tgaatatggc atgatctttg tccattacta gctcggtttt aactttattg cctgtaataa 

   105481 tttctctcat ctgtaggata tctattttct tgtcatgcat tgcctttaag acgggacgaa 

   105541 gaaacgtaat atcctcaata acgttatcgt tttctacaac aactacatat tctacctttt 

   105601 tattttctag ctcggtaaaa aatttagaat cccatagggc taaatgtcta gcgatatttc 

   105661 ttttcgtttc ctctgtacac atagtgttac aaaaccctga aaagaagtga gtatacttgt 

   105721 catcatctct aatgtttcct ccagtccatt gtataaacgc ataatccttg taatgatctg 

   105781 gatcatcctt gactatcaca atatctcttt tttctggcat aacttcattg tccttcacat 

   105841 catcgaactt ctgatcatta atatgctcat gaacattagg aaatgtttct gatggaggtc 

   105901 tatcaataac tggcacaaca ataacaggag ttttattcgc cgccgccatt tagttattga 

   105961 aattaatcat atacaactct ctaatacgag ttatattttc gtctatccat tgtttcacat 

   106021 tgacatattt tgacaaaaag atataaaatg cgtattccaa tgcttccctg tttaatgaat 

   106081 tactaaaata tacaaacacg tcactgtctg gtaataaatg atatcttaga atattgtaac 

   106141 aatttatttt gtattgtaca tgttcatgat ctatgagttc ttcttcgaat ggcatcggat 

   106201 ctccgaatct gaaaacgtat aaataggagt tagaataata atatttgaga gtattggtaa 

   106261 tatataaact ctttagcggt ataattagtt tttttctctc gatttctatt tttagatgtg 

   106321 atggaaaaat gactaatttt gtagcattag tatcatgaac tctaatcaaa atcttaatat 

   106381 cttcgtcaca cgttagctct ttgaactgtt taagagatgc atcagttggt tccacggatg 

   106441 gagtaggtgc aacaattttt tgttctatac atgtatgtat tggagccatt gtcttaacta 

   106501 taatggtact tgtatcgaaa aactttaatg cggataacgg aagctcttcg ccgcgacttt 

   106561 ctacgtcgta gttgggttct aacgccgatc tctgaatgga tactagtttt ctaagttcta 

   106621 atgtgattct ctgaaaatgt aaatccaatt cctccggcat tatagttgtg tatacatcgg 

   106681 taaataaaac tatagtatcc aacgatccct tctcgcaaat tctagtctta accaagaaat 

   106741 cgtatataac cacggagatg gcgtatttaa gagtggattc ttctaccgtt ttgttcttgg 

   106801 atttcatata agaaactata aagtccgcac tactgttaag aatgattact aacgcaacta 

   106861 tatagtttaa attaagcatc ttggaaacat aaaataactc tgtagacgat acttgacttt 



   106921 cgaataagtt tgcagacaaa cgaagaaaga acagacctct cttaatttca gaagaaaact 

   106981 ttttttcgta ttcctgacgt ctagagttta tatcaataag aaagttaaga attagtcggt 

   107041 taatgttgta tttcattacc caagtttgag atttcataat attatcaaaa gacatgataa 

   107101 tattaaagat aaagcgctga ctatgaacga aatagctata tggttcgctc aagaatatag 

   107161 tcttgttaaa cgtggaaacg ataactgtat ttttaatcac gtcagcggca tctaaattaa 

   107221 atataggtat atttattcca cacactctac aatatgccac accatcttca taataaataa 

   107281 attcgttagc aaaattatta attttagtga aatagttagc gtcaactttc atagcttcct 

   107341 tcaatctaat ttgatgctca cacggtgcga attctactct aacatccctt ttccatgcct 

   107401 caggttcatc gatctctata atatctagtt tcttgcgttt tacaaacacg ggctcgtctc 

   107461 tcgcaatgag atctgtatag taactatgta aatgataact agatagaaag atgtagctat 

   107521 atagatgacg atcctttaag agaggtataa taactttgcc ccaatcagat agactgttgt 

   107581 tatggtcttc ggaaaaagaa tttttataaa tttttccagt attttccaaa tatacgtact 

   107641 tgacatctaa aaaatcctta atgataatag gaattgataa tccgtctatt ttataaagaa 

   107701 atacatatcg cacattatac ttttttttgg aaatgggaat accgatgtgt ctacataaat 

   107761 acgcaaagtc taaatatttt ttagagaatc ttagttggtc taaattcttt tccaagtacg 

   107821 gtaatagatt tttcatattg aacggtatct tcttgatctc tggttctaat tccgcattaa 

   107881 atgatgaaac taagtcacta tttttataac taacgattac atcacctcta acatcatcat 

   107941 ttaccaggat actgatcttc ttttgtcgta aatacatgtc taatgtgtta aaaaaaagat 

   108001 catacaagtt atacgtcatt tcatctgtag tattcttgtc attgaaggat aaactcgtac 

   108061 taatatcttc tttaacagtc tgttcaaatt tatatcctat atacgaaaaa atagcaacca 

   108121 gtgtttgatc atccgcgtca atattctgtt ctatcgtagt gtataacaat cttatatctt 

   108181 cttccgtgat agttgatacg ttataaaggt tgataacgaa aatattttta tttcgtgaaa 

   108241 taaagtcatc gtaggatttt ggacttatat tcgcgtctag tagatatgct tttatttttg 

   108301 gaatgatctc aattagaata gtctctttag agtccattta aagttacaaa caactaggaa 

   108361 attggtttat gatgtataat ttttttagtt tttatagatt ctttattcta tacttaaaaa 

   108421 atgaaaataa atacaaaggt tcttgagggt tgtgttaaat tgaaagcgag aaataatcat 

   108481 aaattatttc attatcgcga tatccgttaa gtttgtatcg taatggcgtg gtcaattacg 

   108541 aataaagcgg atactagtag tttcacaaag atggctgaaa tcagagccca tctaagaaat 

   108601 agcgctgaaa ataaagataa aaacgaggat attttcccgg aagatgtaat tattccgtct 

   108661 actaagccca aaaccaaacg agccgctgct cctcgtaaac cagcggctac taaaagatca 

   108721 accaaaaagg aagaagtgga agaagaagta gttgtagaag aatatcatca aacaactgaa 

   108781 gaaaattcgc cacctccgtc atcatctcct ggagttggtg acattgtaga aagcgtggcc 

   108841 gctgtagagc tcgacgatag cgacggggat gatgaaccta tggcacaagc tggagctaaa 

   108901 gtaaatcata gtgctagaag cgatgtctct gacctaaagg tggccactga caatatcgtt 

   108961 aaagatctta agaaaattat tactagaatc gctgcagtat cgactgttct agaggatgtt 

   109021 caagcagctg gtatctctag acaatttact tctatgacta aagctattac aacactatct 

   109081 gatctagtta ccgagggaaa atctaaagtt gttcgtaaaa aaggtaaaac ttgtaagaag 

   109141 taaatgcgcg cactttttta taaagatggt aaactgttta ccgataataa ttttttaaat 

   109201 cctgtatcag acgataatcc agcgtatgag gttttgcaac atgttaaaat tcctactcat 

   109261 ttaacagatg tagtagtata tgaacaaacg tgggaagagg cgttaactag attaattttt 

   109321 gtgggaagcg attcaaaagg acgtagacaa tacttttacg gaaaaatgca tgtacagaat 

   109381 cgcaactcta aaagagatcg tatttttgtt agagtatata atgttatgaa acgaattaat 

   109441 tgttttataa acaaaaatat aaagaaatcg gccacagatt ccaattatca gttggcggtt 

   109501 tttatgttaa tggaaactat gttttttatt agatttggta aaatgaaata tcttaaggag 



   109561 aatgaaacag tagggttatt aacactaaaa aataaacata tagaaataag tcccgatgaa 

   109621 atagttatca agtttgtagg aaaggacaaa gtttcacacg aatttgttgt tcataagtct 

   109681 aatagactat ataaaccgct attgaaactg acggatgatt ctagtcccga agaatttctg 

   109741 ttcaacaaac taagtgaacg aaaggtatac gaatgtatca aacagtttgg tattagaatc 

   109801 aaggatctcc gaacgtatgg agtcaattat acgtttttat ataatttttg gacaaatgta 

   109861 aagtccatat ctcctcttcc gtcaccaaaa aagttaatag cgttaactat caaacaaact 

   109921 gctgaagtgg taggtcatac tccatcaatt tcaaaaagag cttacatggc aacgactatt 

   109981 ttggaaatgg taaaggataa aaatttttta gatgtagtat ctaaaactac gttcgatgaa 

   110041 ttcctatcta tagtcgtaga tcacgttaaa tcatctacgg atggatgata tagatcttta 

   110101 cacaaataat tacaagaccg ataaatggaa atggataagc gtatgaaatc tctcgcaatg 

   110161 accgctttct tcggagagct aaacacatta gatattatgg cattgataat gtctatattt 

   110221 aaacgccatc caaacaatac cattttttca gtggataagg atggtcagtt tattattgat 

   110281 ttcgaatacg ataattataa ggcttctcaa tatttggatc tgacccttac accgatatct 

   110341 ggagatgaat gcaagactca cgcatcgagt atagccgaac aattggcgtg cgcggatatt 

   110401 attaaagagg atattagcga atatatcaaa actactcccc gtcttaagcg atttataaaa 

   110461 aaataccgca atagatcaga tactcgtatc agtcgagata cagaaaagct taaaatagct 

   110521 ctagctaaag gcatagatta cgaatatata aaagacgctt gttaataagt aaatgaaaaa 

   110581 aaactagtcg tttataataa aacacgatat ggatgccaac gtagtatcat cttctactat 

   110641 cgcgacatat atagacgctt tagcaaagaa tgcttcggaa ttagaacagg gttctaccgc 

   110701 atacgaaata aataatgaat tggaactagt atttattaag ccaccattga ttactttgac 

   110761 aaatgtagta aatatctcca cgattcaaga atcgtttatt cgatttaccg ttactaataa 

   110821 ggaaggtgtc aaaattagaa ctaagattcc attatctaag gtacatggtc tagatgtaaa 

   110881 aaatgtacag ttagtagatg ctatagataa catagtttgg gaaaagaaat cattagtgac 

   110941 ggaaaatcgt cttcacaaag aatgcttgtt gagactatcg acagaggaac gtcatatatt 

   111001 tttggattac aagaaatatg gatcctctat ccgactagaa ttagtcaatc ttattcaagc 

   111061 aaaaacaaaa aactttacga tagactttaa gctaaaatat tttctaggat ccggtgccca 

   111121 gtctaaaagt tctttgttgc acgctattaa tcatccaaag tcaaggccta atacatctct 

   111181 ggaaatagaa ttcacaccta gagacaatga aaaagttcca tatgatgaac taataaagga 

   111241 attgacgact ctctcgcgtc atatatttat ggcttctcca gagaatgtaa ttctttctcc 

   111301 acctattaac ccacctataa agacttttat gttgcctaaa caagatatag taggtctgga 

   111361 tctggaaaat ctatacgctg taactaagac tgacggcatt cctataacta tcagagttac 

   111421 atcaaaaggg ttgtattgtt attttacaca tcttgggtat attattagat atccagttaa 

   111481 gagaataata gattccgaag tagtagtctt tggtgaggca gttaaggata agaactggac 

   111541 tgtatatctc attaagctaa tagagcccgt gaatgctatc agtgatagac tagaagaaag 

   111601 taagtatgtt gaatctaaac tagtggatat ttgtgatcgg atagtattca agtcaaagaa 

   111661 atacgaaggt ccgtttacta caactagtga agtcgtcgat atgttatcta catatttacc 

   111721 aaagcaacca gaaggtgtta ttctgttcta ttcaaaggga cctaaatcta acattgattt 

   111781 taaaatcaaa aaggagaata ctatagacca aactgcaaat gtagtattta ggtacatgtc 

   111841 cagtgaacca attatctttg gagagtcgtc tatctttata gagtataaga aatttaccaa 

   111901 cgataaaggc tttcctaaag aatatggttc tggtaagatt gtgttataca acggagttaa 

   111961 ttatctaaat aatatctatt gtttggaata tattaataca cataatgaag tgggtattaa 

   112021 gtccgtggtt gtacctatta agtttatagc agaattctta gtcaatggag aaatacttaa 

   112081 acctagaatc gataaaacca tgaaatatat taactcagaa gactattatg gaaatcaaca 

   112141 taatgtcata gtcgaacatt taagagatca aagcatcaaa ataggagatg tctttaacga 



   112201 ggacaaacta tcggatgtgg gacatcaata cgccaataat gataaattta gattaaatcc 

   112261 agaagttagt tattttacga ataaacgaac tagaggaccg ttgggaattt tatcgaacta 

   112321 cgtcaagact cttcttattt ctatgtattg ttccaaaaca tttttagacg attccaacaa 

   112381 acgaaaggta ttggcgattg attttggaaa tggtgctgac ctggaaaaat acttttatgg 

   112441 agagattgcg ttattggtag ccacggatcc ggatgctgat gctatagcta gaggaaatga 

   112501 aagatacaac aaattaaatt ctggaataaa aaccaagtac tacaaatttg actacattca 

   112561 ggaaactatt agatccgata catttgtctc tagtgtcaga gaagtattct attttggaaa 

   112621 gtttaatatc attgactggc agttcgctat tcattattcg tttcatccaa gacattatgc 

   112681 tacagtcatg aataacttat ccgaactaac tgcttctggg ggcaaggtat taattactac 

   112741 catggatgga gacaaattat caaaattaac cgataaaaag acttttataa ttcataagaa 

   112801 tctacctagt agcgaaaact atatgtctgt agaaaaaata gctgatgata gaatattggt 

   112861 atataatcca tcaacaatgt ctactccaat gactgaatac atcatcaaaa agaatgatat 

   112921 agtcagagtg tttaacgaat acggatttgt tcttgtagat aacattgatt tcgctacaat 

   112981 tattgaacga agtaaaaagt ttattaatgg cgcatctaca atggaagata gaccgtctac 

   113041 aagaaacttt ttcgaactaa atagaggagc cattaaatgt gaaggtttgg atgtcgaaga 

   113101 cttacttagt tactatgttg tttatgtctt ttctaagcgg taaataataa tatggtatgg 

   113161 gttctgatct ccccgttcta aatgcattaa ataattccaa tagagagatt tttgttccta 

   113221 taggaccttc caactgtgga tactctgtat tgttaataga tatattaata cttttgtcgg 

   113281 gtaacagagg ttctacgtct tctaaaaata aaagttttat aacatctggc ctgttcataa 

   113341 ataaaaactt ggcgattcta tatatactct tattatcaaa tctagccatt gtcttataga 

   113401 tgtgagctac tgtaggtgta ccatttgatt ttctttctaa tactatatat ttctctcgaa 

   113461 gaagttcttg cacatcatct gggaataaaa tactactgtt gagtaaatca gttatttttt 

   113521 ttatatcgat attgatggac atttttatag ttaaggataa taagtatccc aaagtcgata 

   113581 acgacgacca cgaagtattt atacttttag gaaatcacaa tgactttatc agatcaaaat 

   113641 taacaaaatt aaaggagcat gtattttttt ctgaatatat tgtgactcca gataaatatg 

   113701 gatctttatg cgtcgaatta aatggatcta gttttcagca cggtggtaga tatatagagg 

   113761 tggaggaatt tatagatgct ggaagacaag ttagatggtg ttctacatcc aatcatatat 

   113821 ctgaagatat acccgaagat atacacactg ataaatttgt catttatgat atttatacgt 

   113881 ttgattcgtt caagaataaa cgattggtat ttgtacaggt gcctccatca ttaggagatg 

   113941 atagctattt gactaatccg ttattgtctc cgtattatcg taattcagta gccagacaaa 

   114001 tggtcaatga tatgattttt aatcaagatt catttttaaa atatttatta gaacatctga 

   114061 ttagaagtca ctatagagtt tctaaacata taacgatagt tagatacaag gataccgaag 

   114121 aattaaatct aacgagaata tgttataata gagataagtt taaggcgttt gtattcgctt 

   114181 ggtttaacgg cgtttcggaa aatgaaaagg tactagatac gtataaaaag gtatctgatt 

   114241 tgatataatg aattcagtga ctgtatcaca cgcaccatat actattactt atcacgatga 

   114301 ttgggaacca gtaatgagtc aattggtaga gttttataac gaggtcgcta actggctgtt 

   114361 aagagatgag acatcgccta ttcctgataa gttctttata cagttgaaac aaccgcttag 

   114421 aaataaacga gtatgtgtat gtggtataga tccgtatcct agagatggaa ctggtgtacc 

   114481 gttcgaatca ccaaatttta caaaaaaatc aattaaggag atagcttcgt ctatatctag 

   114541 attaaccaga gtaattgatt ataaaggtta taaccttaat ataatagacg gggttatacc 

   114601 ctggaattat tacttaagtt gtaaattagg agaaacaaaa agtcacgcga tttactggga 

   114661 taagatttct aagttacttc tgcagcatat aactaaacac gttagtgttc tttattgttt 

   114721 gggtaaaaca gatttctcta atatacgggc aaagttagaa tccccggtaa ctaccatagt 

   114781 gggatatcat ccagcggcta gagaccgcca atttgagaaa gatcgatcat ttgaaattat 



   114841 caacgtttta ctggaattag acaacaaggc acctataaat tgggctcaag ggtttattta 

   114901 ttaatgcttt agtgaaattt taacttgtgt tctaaatgga tgcgactatt agaggtaatg 

   114961 atattatctt tgttcttaag actataggtg tcccgtcagc atgtagacaa aatgaagatc 

   115021 caagattcgt agaagcattt aaatgcgacg agttagaaag atatattgag aataatccag 

   115081 aatgtacact attcgaaagt cttagggatg aggaagcata ctctatagtc agaattttca 

   115141 tggatgtaga tttagacgcg tgcctagacg aaatagatta tttaacggct attcaagatt 

   115201 ttattatcga ggtgtcaaac tgtgtagcta gattcgcgtt tatagaatgc ggtgccattc 

   115261 atgaaaatgt aataaaatcc atgagatcta atttttcatt gactaagtct acaaatagag 

   115321 ataaaacaag ttttcatatt atctttttag acacgtatac cactatggat actttgatag 

   115381 ccatgaaacg aacactatta gaattaagta gatcatctga aaatccacta accagatcga 

   115441 tagacactgc tgtatatagg agaaaaacaa ctcttcgggt tgtaggtact aggaaaaatc 

   115501 caaattgcga cactattcat gtaatgcaac cacctcatga taatatagaa gattacctat 

   115561 tcacttacgt gaatatgaat aacgatagtt attacttttc tctacaacga cgattggagg 

   115621 atttagttcc tgataagtta tgggaaccag ggtttatttc attcgaagac gctataaaaa 

   115681 gagtttcaaa aatattagtt aattctataa taaactttaa tgatcttgat gaaaataatt 

   115741 ttacaacggt accactagtc atagattacg taacaccttg tgcattatgt aaaaaacgat 

   115801 cgcataaaca tccacatcaa ctatcgttgg aaaatggtgc tattagaatt tacaaaactg 

   115861 gtaatccaca tagttgtaaa gttaaaattg ttccgttgga tggcaacaaa ctgtttaata 

   115921 ttgcacaaag aattttagac actaactctg ttttattaac cgaacgagga gatcatatag 

   115981 tttggattaa taattcatgg aaatttaaca gcgaagaacc cttgataaca aaactaattc 

   116041 tgtcaataag acatcaacta cctaaggaat attcaagcga attactctgt ccgaggaaac 

   116101 gaaagactgt agaagctaac atacgagaca tgttagtaga ttcagtagag accgatacct 

   116161 atccggataa acttccgttt aaaaatggtg tattggacct ggtagacgga atgttttact 

   116221 cgggagacga tgctaaaaaa tatacgtgta ctgtatcaac cggatttaaa tttgacgata 

   116281 caaagttcgt agaagacagt ccagaaatgg aagagttaat gaatatcatt aacgatatcc 

   116341 aaccattaac ggatgaaaat aagaaaaata gagaattgta cgaaaaaact ttatctagtt 

   116401 gtttatgcgg tgctaccaaa ggatgtttaa cattcttttt tggagaaact gcaactggaa 

   116461 agtcgacaac caaacgtttg ttaaagtctg ctatcggtga cctgtttgtt gagacgggtc 

   116521 aaacaatttt aacagatgta ttggataaag gacctaatcc atttatcgct aacatgcatt 

   116581 tgaaaagatc tgtattctgt agcgaactac ctgattttgc atgtagtgga tcaaagaaaa 

   116641 ttagatctga caatattaaa aagttgacag aaccttgtgt cattggaaga ccgtgtttct 

   116701 ccaataaaat taataataga aaccatgcta caatcattat agataccaat tacaaacctg 

   116761 tctttgatag gatagataac gcattaatga gaagaatcgc tgtcgtgcga ttcagaacac 

   116821 acttttctca accttctggt agagaggctg ctgaaaataa tgacgcgtac gataaagtca 

   116881 aactattaga cgagggatta gatggtaaaa tacagaataa tagatataga ttcgcatttc 

   116941 tatacttgtt ggttaaatgg tacaaaaaat atcatattcc tattatgaaa ctatatccta 

   117001 cacccgaaga gattcctgac tttgcattct atctcaaaat aggtactctg ttggtctcta 

   117061 gctctgtaaa gcatattcca ttaatgacgg acctctccaa aaagggatat atattgtacg 

   117121 ataatgtggt tactcttccg ttgaatactt tccaacagaa aatatccaag tattttaatt 

   117181 ctagactatt tggacacgat atagagagct tcatcaatag acataagaaa tttgccaatg 

   117241 ttagtgatga atatctacaa tatatattca tagaggatat ttcatctccg taaatatatg 

   117301 ctcatatatt tatagaagat atcacatatc taaatgaata ccggaatcat agatttattt 

   117361 gataatcatg ttgatagtat accaactata ttacctcatc agttagctac tttagattat 

   117421 ctagttagaa ctatcataga tgagaacaga agcgtgttat tgttccatat tatgggatca 



   117481 ggtaaaacaa taatcgcttt gttgttcgcc ttggtagctt ccagatttaa aaaggtttac 

   117541 attttagtgc ctaacatcaa cattttgaaa atttttaatt ataatatggg tgtagctatg 

   117601 aacttgttta atgacgaatt catagctgag aatatcttta ttcattccac aacaagtttt 

   117661 tattctctta attataacga taacgtcatt aattataacg gattatctcg ctacaataac 

   117721 tctattttta tcgttgatga ggcacacaat atctttggga ataatactgg agaacttatg 

   117781 accgtgataa aaaataaaaa caagattcct tttctactat tgtctggatc tcccattacc 

   117841 aacacaccta atacgctggg tcatattata gatttaatgt ccgaagagac gatagatttt 

   117901 ggtgagatta ttagtcgtgg taagaaagta attcagacac ttcttaacga acgcggtgtg 

   117961 aatgtactca aggatttgct taaaggaaga atatcatatt acgaaatgcc ggataaagat 

   118021 ctgccaacga taagatatca tggacgtaag tttctagata ctagggtagt atattgtcac 

   118081 atgtctaaac ttcaagagag agattatatg attactagac gacagctatg ttatcatgaa 

   118141 atgtttgata aaaatatgta taacgtgtca atggcagtat tgggacaact taatctgatg 

   118201 aataatttag atacgttatt tcaggaacag gataaggaat tgtacccaaa tctgaaaata 

   118261 aataatggcg tgttatacgg tgaagaattg gtaacgttaa acattagttc caaatttaag 

   118321 tactttatca atcggataca gacactcaag ggaaaacact ttatatactt ctctaattct 

   118381 acatatggcg gattggtaat caaatatatc atgctcagta atggatattc tgaatataat 

   118441 ggttctcagg gaactaatcc acatatgata aacggcaaac caaaaacatt tgctatcgtt 

   118501 actagtaaaa tgaaatcgtc tttagaggat ctattagatg tgtataattc tcctgaaaac 

   118561 gatgatggta gtcaattgat gtttttgttt tcgtcaaaca ttatgtccga atcctatact 

   118621 ctgaaagagg taaggcatat ttggtttatg actatcccgg atactttttc tcaatacaac 

   118681 caaattcttg gacgatctat tagaaaattc tcttacgccg atatttctga acccgttaat 

   118741 gtatatcttt tagccgccgt atattccgat ttcaatgacg aagtgacgtc attaaacgat 

   118801 tatacacagg atgaattgat taatgtttta ccctttgaca tcaaaaagct gttatatcta 

   118861 aaattcaaga ccaaagaaac gaatagaata tactctattc ttcaagagat gtctgaaaca 

   118921 tattctcttc caccacatcc atcaattgta aaagttttat tgggagaatt agtcagacaa 

   118981 tttttttata ataattctcg tattaagtat aacgactcca agttacttaa aatggttaca 

   119041 tcagttataa aaaataaaga agacgctagg aattacatag atgatattgt aaacggtcac 

   119101 ttctttgtaa cgaataaagt atttgataaa tctcttttat acaaatacga aaacgatatt 

   119161 attacagtac cgtttagact ttcctacgaa ccgtttgttt ggggagttaa ctttcgtaaa 

   119221 gaatataacg tggtatcttc tccataaaac tgatgagata tataaagaaa taaatgtcga 

   119281 gctttgttac caatggatac ctttccgtta cattggaacc tcatgagctg acgttagaca 

   119341 taaaaactaa tattaggaat gccgtatata agacgtatct ccatagagaa attagtggta 

   119401 aaatggccaa gaaaatagaa attcgtgaag acgtggaatt acctctcggc gaaatagtta 

   119461 ataattctgt agttataaac gttccgtgtg taataaccta cgcgtattat cacgttgggg 

   119521 atatagtcag aggaacatta aacatcgaag atgaatcaaa tgtaactatt caatgtggag 

   119581 atttaatctg taaactaagt agagattcgg gtactgtatc atttagcgat tcaaagtact 

   119641 gcttttttcg aaatggtaat gcgtatgaca atggcagcga agtcactgcc gttctaatgg 

   119701 aggctcaaca aggtatcgaa tctagttttg tttttctcgc gaatatcgtc gactcataag 

   119761 aaagagaata gcggtaagta taaacacgaa tactatggca ataattgcaa atgttttatt 

   119821 cccttcgata tatttttgat aatatgaaaa acatgcctct ctcaaatcgg acaaccattt 

   119881 cataaaatag ttctctcgcg ctggcgaggt ggttgccgct cgtataatct ccccggaata 

   119941 atatacttgc gtgtcgtcgt tcaatttata cggatttcta tagttctctg ttatataatg 

   120001 aggtttaccc tcatgattag acgatgacaa tagtgttctg aatttagata gttgatcaga 

   120061 atgaatgttt attggagttg gaaaaattat ccatgctgcg tttgcagagt ggttgatagt 



   120121 tgttcctaga tatgtaaaat aatccaacgt actaggcagc aaattgtcta gataaaatac 

   120181 tgaatcaaac ggcacagacg tattggcgga tttaatgtaa tccaattgat tgactatctt 

   120241 ttgaaaatat acatttttat gatccgatac ttgtaagaat atagcaacaa tgataattcc 

   120301 atcatcgtgt ttttttgcct cttcataaga actatatttt ttcttattcc aatgaaccag 

   120361 attaatctct ccagagtatt tgtatacatc tatcaagtga ttggatccat aatcgtcttc 

   120421 ctttccccaa tatatatgta gtgatgataa cacatattca ttggggagaa accctccact 

   120481 tatatatcct cctttaaaat taatccttac tagttttcca gtattctgga tagtggttgg 

   120541 tttcgactca ttataatgta tgtctaacgg cttcaatcgc gcgtcagaaa ttgctttttt 

   120601 agtttctata ttaataggag atagttgttg agtcatagta aaaatgaaat gataactgtt 

   120661 tagaaatagc tcttagtatg ggaattacaa tggacgagga agtgatattt gaaactccta 

   120721 gagaattaat atctattaaa cgaataaaag atattccaag atcaaaagac acgcacgtgt 

   120781 ttgcggcgtg tataacaagt gatggatatc cgttaatagg agctagaaga acttcattcg 

   120841 cattccaggc gatattatct caacaaaatt cagattctat ctttagagta tccactaaac 

   120901 tattacggtt tatgtactac aatgaactaa gagaaatctt tagacggttg agaaaaggtt 

   120961 ctatcaacaa tatcgatcct cacttcgaag agttaatatt attgggtggt aaactagata 

   121021 aaaaggaatc tattaaagat tgtttaagaa gagaattaaa agaggaaagt gatgaacgta 

   121081 taacggtaaa agaattcgga aatgtaattc taaaacttac gacacgtgat aaattattta 

   121141 ataaagtgta tataggttat tgcatggcat gttttattaa tcaatcgttg gaggatttat 

   121201 cacatactag tatttacaat gtagaaatta gaaagattaa atccttaaat gattgtatta 

   121261 acgatgataa atacgaatat ctgtcttata tttataatat gctagttaat agtaaatgaa 

   121321 cttttacaga tctagtataa ttagtcagat tattaagtat aatagacgac tagccaagtc 

   121381 tattatttgc gaggatgact ctcaaattat tacactcacg gcattcgtta accaatgcct 

   121441 atggtgccat aaacgagtat ccgtgtccgc tattttatta actactgata acaaaatatt 

   121501 agtgtgtaac agacgagata gttttctcta ttctgaaata attagaacta gaaacatgtc 

   121561 tagaaagaaa cgattatttc tgaattattc caattatttg aacaaacagg aaagaagtat 

   121621 actatcgtca tttttttctc tatatccagc tactactgat aatgatagaa tagacgctat 

   121681 ttatccgggc ggtataccca aaaggggtga gaacgttcca gagtgtctat ccagggaaat 

   121741 caaagaagaa gttaatatag acaattcttt tgtattcata gacactcgtt tttttattca 

   121801 tggtatcata gaagatacta ttattaacaa attttttgag gtaattttct ttgtcggaag 

   121861 aatatctcta actagtgatc aaattattga tacctttaaa agtaatcatg aaataaagga 

   121921 tctaatattt ttagatccga attcaggtaa tggactccaa tacgaaattg caaaatatgc 

   121981 tctagatact gcaaaactta aatgttacgg ccatagagga tgttattatg aatcattaaa 

   122041 aaaattaact gaggatgatt gattagaaaa tataaattaa tttaccatcg tgtattttta 

   122101 taacaggatt gtctggcata tcatgtagat agttaccgtc tacatcgtat actctaccat 

   122161 ctacgccttt aaaacctcta tttattgaca ttaatctatt agaattggaa taccaaatat 

   122221 tagtaccctc aattagttta ttggtaatat tttttttaga cgatagatcg atggctcttg 

   122281 aaaccaaggt tttccaaccg gactcattgt cgatcggtga gaagtctttt tcattaacat 

   122341 gaatccattc taatgatgta tgtttaaaca ctctaaacaa ttggacaaat tcttttgatt 

   122401 tgctttgaat gatttcaaat aggtcttcgt ctacagtagg cataccatta gataatctag 

   122461 ccattataaa gtgcacgttt acatatctac gttctggagg agtaagaacg tgactattga 

   122521 gacgaatggc tcttcctact atctgacgaa gagacgcctc gttccatgtc atatctagaa 

   122581 taaagatatc attgattgag aagaaactaa taccctcgcc tccactagac gagaatacgc 

   122641 atgttttaat gcattctccg ttagtgtttg attcttggtt aaactcagct accgccttga 

   122701 ttctagtatc tttagttcta gatgagaact ctatattaga gataccaaag actttgaaat 



   122761 atagtaataa gatttctatt cctgactgat taacaaatgg ttcaaagact agacatttac 

   122821 catgggatgc taatattccc aaacatacat ctataaattt gacgcttttc tcctttaatt 

   122881 cagtaaatag agagatatcc gccgcactag catcccctcc caatagttct ccccttttaa 

   122941 aggtatctaa tgcggattta gaaaattctc tatctcttaa tgaattttta aaatcattat 

   123001 atagggttgc tatctcttgt gcgtattcgc ccggatcacg attttgtctt tcaggaaagc 

   123061 tatcgaacgt aaacgtagta gccatacgtc tcagaattct aaatgatgat atacctgttt 

   123121 ttatttcagc gagtttagcc ttttgataaa tctcttcttg cttttttgac atattaacgt 

   123181 atcgcattaa tactgttttc ttagcgaatg atgcagaccc ttctacgtca tcaaaaatag 

   123241 aaaactcgtt attaactatg tacgaacata ggcctcctag tttggagact aattcttttt 

   123301 catcgactag acgtttattc tcaaatagcg attggtgttg taaggatcct ggtcgcagta 

   123361 agttaaccaa catggtgaat tcttgcacac tattgacgat aggtgtagcc gataaacaaa 

   123421 tcatcttatg gttttttaac gcgatggtct tagataaaaa attatatact gaacgagtag 

   123481 gacggatctt gccatcttct ttgattaatg atttagaaat gaagttatgg cattcatcaa 

   123541 tgatgacgca tattctactc ttggaattaa tagttttgat attagtaaaa aatttattcc 

   123601 taaaattttg atcatcgtaa ttaataaaaa tacaatcctt cgttatctct ggagcgtatc 

   123661 tgagtatagt gttcatccaa ggatcttcta tcaaagcctt tttcaccaat aagataattg 

   123721 cccaattcgt ataaatatcc ttaagatgtt tgagaatata tacagtagtc attgttttac 

   123781 cgacacccgt ttcatggaac aataaaagag aatgcatact gtctaatcct aagaaaactc 

   123841 ttgctacaaa atgttgataa tccttgaggc gtactacgtc tgaccccatc atttcaacgg 

   123901 gcatattagt agttctgcgt aaggcataat cgatataggc cgcgtgtgat ttactcattt 

   123961 atgagtgata agtaataact atgttttaaa atcacagcag tagtttaact agtcttctct 

   124021 gatgtttgtt ttcgatactt tttgaatcag aagtcatact agaataaagt aacgagtgaa 

   124081 cgtaatagag agcttcgtat actctattcg aaaactctaa gaacttatta atgaattccg 

   124141 tatccactgg atcgtttaaa atactaaatt gaacactgtt cacatccttc caagaagacg 

   124201 acttagtgac ggacttaaca tgagacataa ataaatccaa atttttttta caaacatcac 

   124261 tagccaccat aatggcgcta tctttcaacc agctatcgct tacgcatttt agcagtctaa 

   124321 catttttaaa gagactacaa tatattctca tggtatcgat tacacctcta ccgaatagag 

   124381 taggaagttt aataatacaa tatttttcgt ttacaaaatc aaataatggt cgaaacacgt 

   124441 cgaaggttaa catcttataa tcgctaatgt atagattgtt ttcagtgaga tgattattag 

   124501 atttaatagc atctcgttca cgtttgaaca gtttattgcg tgcactgagg tcggcaacta 

   124561 cggcgtccgc tttagtactc ctcccataat actttacgct attaatcttt aaaatttcat 

   124621 agactttatc tagatcgctt tctggtaaca tgatatcgtg tgtaaaaagt tttaacatgt 

   124681 cggtcggcat tctatttaga tcattaactc tagaaatctg aagaaagtaa ttagctccgt 

   124741 attccagact aggtaatggg cttttaccta gagacaggtt aagttctggc aatgtttcat 

   124801 aaaatggaag aaggacatga gtcccctccc ggatattttt tacaatttca tccatttaca 

   124861 actctatagt ttgttttcat tattattagt tattatctcc cataatcttg gtaatactta 

   124921 ccccttgatc gtaagatacc ttatacaggt cattacatac aactaccaat tgtttttgta 

   124981 cataatagat tggatggttg acatccatgg tggaataaac tactcgaaca gatagtttat 

   125041 ctttccccct agatacattg gccgtaatag ttgtcggcct aaagaatatc tttggtgtaa 

   125101 agttaaaagt tagggttctt gttccattat tgctttttgt cagtagttcg ttataaattc 

   125161 tcgagatggg cccgttctct gaatatagaa catcatttcc aaatctaact tctagtctag 

   125221 aaataatatc ggtcttattc ttaaaatcga ttcccttgat gaagggatcg ttaatgaaca 

   125281 aatccttggc ctttgattcg gctgatctat tatctccgtt atagacgttt cgttgactag 

   125341 tccaaagact tacaggaata gatgtatcga tgatgttgat agtatgtgat atgtgagcaa 



   125401 agactgttct cttggtggcg tcgctatatg ttccagtaat ggcggaaaac tttttagaaa 

   125461 tgttatatat aaaagaattt tttcgggttc caaacattag cagattagta tgaagataaa 

   125521 cactcatatt atcaggaaca ttatcaattt ttacatacac atcagcatct tgaatagaaa 

   125581 caacaccatc ttctggaacc tctacgatct cggcagactc cggataacca gtcggtggac 

   125641 catcgctaac aataactaga tcatccaaca atctactcac atatgcatct atataatctt 

   125701 tttcgtcttg tgcgtatccc ggatacgaaa taaacttatt atccgtattt ccataataag 

   125761 gtttagtata aacagagaga gatgttgccg catgaacttc ggttactgtc gccgttggtt 

   125821 ggtttatttg acctattact ctcctaggtt tctctataaa tgatggttta atttgaacat 

   125881 tcttaaccat atatccaata aagctcaatt caggaacata aacaaattct ttgttgaacg 

   125941 tttcaaagtc gaacgaagag tcacgaataa cgatatcgga tactggattg aaggtcaccg 

   126001 ttacggtaat ttttgaatcg gatagtttaa gactactgaa tgtatcttcc acatcaaacg 

   126061 gagttttaat ataaacgtat actgtagatg gttctttaat agtgtcatta ggagttaggc 

   126121 caatagaaat atcattaagt tcactagaat atccagaatg cttcaaagca attgtattat 

   126181 tgatacaatt attatataat tcttcaccct caatttccca aataacaccg ttacacgaag 

   126241 agatagatac gtgattaatg catttatatc caacatatgg tacgtacccg aatcttccta 

   126301 ttcctttaac ttctggaagt tccaaactca taaccaaatg attaagcgca gtaatgtact 

   126361 gatccctaat ctcgaagcta gcaatagcct gattgtctgg accatcgttt gtcataactc 

   126421 cggatagaga aatatattgt ggcatataca aagttggaat ttgactatcg accgcgaaga 

   126481 cattagaccg tttaatagag tcatccccac cgatcaaaga attaatgatg gtattattca 

   126541 ttttctattt aaaatggaaa aagcttacaa taaacttcgt agagaaatat ctataatttg 

   126601 cgagttttcc ttaaagtaac agcttccgta aacaccgtct ttatctctta gtaggtttat 

   126661 tgtatttatg accttttcct tatcttcata gaatactaaa ggtaacaacg aaatttttgg 

   126721 ctcttctcta agagctacgt gagacttaac catagacgcc aacgaatccc tacatatttt 

   126781 agaacagaaa taccctactt caccaccctt gaatgtctca atactaatag gtttaaaaac 

   126841 taattcttga ttacaaaacc aacacttatc aattacacta tttgtcttaa tagacacatc 

   126901 tgccatagat ttataatact ttggcaatat acaagctagt gcttcttctt tagcgggctt 

   126961 aaatactgct ttaggtgctg aaataaccac atctggaagg cttactcgct tagccattta 

   127021 attactgaac tattttttta tacttctaat gagcacgtgg aaaaacgctc gtccacaaaa 

   127081 acataatcgt gtccataatc ctctaccata gtaacacgtt ttttagatcg catatgtgct 

   127141 aaaaagtttt cccatactaa ttggttacta ttatttttcg tataattttt aacagtttga 

   127201 ggttttagat ttttagttac agaagtgata tcgaatattt tatccaaaaa gaatgagtaa 

   127261 ttaattgtct tagaaggagt gttttcttgg caaaagaata ccaagtgctt aaatatttct 

   127321 actacttcat taatcttttc agtactcaga ttcagtttct catcttttac ttgattgatt 

   127381 atttcaaaga ctaacttata atccttttta tttattctct cgttagcctt aagaaaacta 

   127441 gatacaaagt ttgcatctac atcatccgtg gatatttgat ttttttccat gatatccaag 

   127501 agttccgaga taatttctcc agaacattga tgagacaata atctccgcaa tacatttctc 

   127561 aaatgaataa gtttattaga cacatggaag tttgactttt tttgtacctt tgtacatttt 

   127621 tgaaatacag actcgcaaaa aatacaatat tcatatcctt gttcagatac tataccgttg 

   127681 tgtctacaac cgctacataa tcgtagattc atgttaacac tctacgtatc tcgtcgtcca 

   127741 atattttata taaaaacatt ttatttctag acgttgccag aaaatcctgt aatactttta 

   127801 gtttttgggg ttgtgaataa agtatcgccc taatattgtt accgtcctcc gacaacatag 

   127861 tagttagatt atcagcgcat gcagaagaac acctcttagg tggattcaat acaatgttat 

   127921 atttttcgta ccaactcatt taaatatcat aatctaaaat agttctgtaa tatgtctagc 

   127981 gctaatatat tgatcataat cctgtgcata aattaagata caacaatgtc ttgaaatcat 



   128041 cgacatggct tcttccatag ttagaagatc atcgtcaaag ttagcaacgt gattcatcaa 

   128101 catttgctgt tttgaggcag caaatactga accatcgcca ttcaaccatt cataaaaacc 

   128161 atcgtctgaa tccattgata atttcttgta ctggtttttg agagctcgca tcaatctagc 

   128221 atttctagct cccggattga aaacagaaag aggatcgtac atccagggtc cattttctgt 

   128281 aaatagaatc gtataatgtc ccttcaagaa gatatcagac gatccacaat caaagaattg 

   128341 gtctccgagt ttgtaacaga ctgcggactt taacctatac atgataccgt ttagcatgat 

   128401 ttctggtgat acgtcaatcg gagtatcatc tattagagat ctaaagccgg tgtaacattc 

   128461 tccaccaaac atattcttat tctgacgtcg ttctacataa aacatcattg ctccattaac 

   128521 gataacaggg gaatgaacag cactacccat cacattagtt cccaatggat caatgtgtgt 

   128581 aactccagaa catcttccat agcctatgtt aggaggagcg aacaccactc ttccactatt 

   128641 gccatcgaat gccatagaat aaatatcctt ggaattgata gaaatcggac tgtcggatgt 

   128701 tgtgatcatc ttcataggat taacaacgat gtatggtgcc gcctgaagtt tcatatcgta 

   128761 actgatgccg ttcataggtc tagccacaga aaccaacgta ggtctaaatc caactataga 

   128821 caaaatagaa gccaatatct gttcctcatc tgtcataact tgagagcatc cagtatgaat 

   128881 aatcttcatt agatggggat ctaccgcatc atcatcgtta caataaaaaa ttcccattct 

   128941 aatgttcata attgcttttc taatcatggt atgcatgttt gctctctgaa tctctgtgga 

   129001 aattagatct gatacacctg taatcactat cggattatcc tccgtaagac gattaaccaa 

   129061 caacatataa ttataagact ttactcttct aaattcataa agttgctgga ttagactata 

   129121 agtgtctcca tgtacatacg cgttctctag cgcaggaagt ttaataccga atagtgccat 

   129181 cagaatagga tgaatgtagt aattagtttc tggttttcta tagataaaag acaaatcttg 

   129241 tgaactagac atatcggtaa aatgcatgga ttggaatcgt gtagttgaga gaagaatatg 

   129301 atgattagac ggagagtata ttttatctaa ctctttgagt tggtcaccga ttctaggact 

   129361 agctcgagaa tgaataagta ctaaaggatg agtacatttt acagaaacac tggcgttgtt 

   129421 caacgtactc tttacatggg aaaggagttg aaatagctcg tttctatttg ttctgacaat 

   129481 atttagttta ttcataatgt taagcatatc ctgaatagta aagttagatg tgtcatactt 

   129541 gttagtagtt agatatttag caattgcatt cccatcattt ctcaatctcg tattccaatc 

   129601 atgcgtggat gctacttcgt cgatggaaac catacaatcc tttttgatag gctgttgaga 

   129661 ttgatcattt cctacacgtt taggtttggt acgttgattt ctagcccctg cggatataaa 

   129721 gtcatcgtct acaatttggg ataatgaatt gcatacacta caagacaaag atttatcaga 

   129781 agtgtgaata tgatcttcat ctaccaaaga aagagtttga ttagtataac tagattttag 

   129841 tcctgcgtta gatgttaaaa aaacatcgct attgaccacg gcttccatta tttatattcg 

   129901 tagtttttac tcgaaagcgt gattttaata tccaatctta ttacttttgg aatcgttcaa 

   129961 aacctttgac tagttgtaaa atttgatcta ttgccctacg cgtatattcc cttgcatcat 

   130021 ttacattcgt caccagatcg tttgtttctg cctgaagttg gtgcatatct ctttcaacat 

   130081 tcgacatgag atccttaagg gacatatcgt ctagattttg ttgagatgtt gctcctggat 

   130141 ttggattttg ttgtgctgtt gtacatactg taccaccagt aggtgtagga gtacatacag 

   130201 tggccacaat aggaggttga ggaggtgtaa ctgttggagt agtacaagaa atacttccat 

   130261 ccgattgttg tgtacacgta gtcgtcggca acgtctgaga aggttgggta gatggtggtg 

   130321 tagtcgtctt ttgatcttta ttaaatttag agaccatatc ctgaatagaa ttgctcggtg 

   130381 tcaacggtgg aaggagtgaa ctcggttgtg tattatcatc tgccgtcagc caatcaaaaa 

   130441 gattaggcgt atccgatgat gtattagttt gttgtcgtgg ttttggtgta ggagcagtac 

   130501 tactaggtgt aagaatagga gccggtgtcg gaatcggagc cggtgtaggt gtaagaatag 

   130561 gagccggtgt aggtgtcgga accggctgtg gagttatatg aatagttggt tgtagcggtt 

   130621 ggataggctg tctgctggcg gccatcatat tatctctagc tagttgttct cgcaactgtc 



   130681 tttgataata cgactcttga gactttagtc ctatttcaat cgcttcatcc tttttcgtat 

   130741 ccggatcctt ttcttcagaa taatagattg acgactttgg tgtagaggat tctgccagcc 

   130801 cctgtgagaa cttgttaaag aagtccattt aaggctttaa aattgaattg cgattataag 

   130861 attaaatggc agacacggac gatattatcg actatgaatc cgatgatctc accgaatacg 

   130921 aggatgatga agaagaggaa gaagatggag agtcactaga aactagtgat atagatccca 

   130981 aatcttctta taagattgta gaatcagcat ccactcatat agaagatgcg cattccaatc 

   131041 ttaaacatat agggaaccat atatctgctc ttaaacgacg ctatactaga cgtataagtc 

   131101 tatttgaaat agcgggtata atagcagaaa gctataactt gcttcaacga ggaagattac 

   131161 ctctagtttc agaattttct gacgaaacga tgaagcaaaa tatgctacat gtaattatac 

   131221 aagagataga ggagggttct tgtcctatag tcatcgaaaa gaacggagaa ttgttgtctg 

   131281 taaacgattt tgacaaagat ggtctaaaat tccatctaga ctatattatc aaaatttgga 

   131341 aacttcaaaa acgatattag aatttatacg aatatcgttc tctaaatgtc acaatcaagt 

   131401 ctctcatgtt cagtagttta ttgtcgtact ttatatcgtg ttcattaacg atattttgca 

   131461 aaatagtaat gattctatct tccttcgata gatattcttc agagattatt gtcttatatt 

   131521 ctttcttgtt atccgatatg aatttgataa gactttgaat attattaata cccgtctgtt 

   131581 taattttttc tacggatatt ttagttttgg cagattctat ggtgtctgtt aatagacatc 

   131641 caacatcgac attcgacgtc aattgtctat aaatcagagt ataaatttta gaaataacat 

   131701 tagcaaattg ttgtgcgttg atgtcattat tctgaaacag tatgatttta ggtagcattt 

   131761 tcttaacaaa gagaacgtat ttattattac tcagttgaac agatgatata tccagattac 

   131821 taacgcatct aattccgtat accaaacttt cagaagaaat ggtgtacaat tgtttgtatt 

   131881 cattcaatgt ctccttttca gaaattagtt tagagtcgaa tactgcaata attttcaaga 

   131941 gatagttttc atcagataag attttattta gtgtagatac gatgaaacta ttgttttgtt 

   132001 ggagaacttg atacgccgcg ttctctgtag tcgacgctct caaatgggaa acaatctcca 

   132061 ttattttttt ggagtcggat acgatatctt cggtatcttg acgcagtcta gtatacatag 

   132121 agttaagaga aattagagtt tgtacattaa gcaacatgtc tctaaatgtg gctacaaact 

   132181 tttccttttc cacatcatct agtttattat ataccgattt cacgacggcg ccagatttaa 

   132241 ggaaccagaa tgaaaaactc tgataactac aatatttcat catagttacg attttatcat 

   132301 cttctatagt tggagtgatg gggcatacct ttttctccaa gactggaacc aacgtcataa 

   132361 aaatgtttaa atcaaaatcc atatcaacat ctgatgcgct aagaccagtc tcgcgttcaa 

   132421 gattatcttt actaatggtg acgaactcat cgtatagaac tctaagtttg tccattattt 

   132481 atttacagat ttagttgttt aatttatttg tgctcttcca gagttgggat agtatttttc 

   132541 taacgtcggt attatattat taggatctac gttcatatgt atcataatat taatcatcca 

   132601 ggtttttata aatctatctt tagcttctga aataacgtat ttaaacaaag gagaaaaata 

   132661 tttagctacg gaatcagacg taacaacatt ttttgtaaat gtgacgtact tagatgagag 

   132721 atcttcgtta aaaagttttc catctatata aaatccatcg gttgttagca ccattcctga 

   132781 gtcagatcga ataggagttt gaatagtttg tttgggaaat agatccttca ataacttata 

   132841 gttgggtggg aaaaaatcga ttttatcact agactctttc ttttttacta tcattacctc 

   132901 atgaactatt tcttgaatga gtatatgtat tttatttcct atatcagacg cgttcattgg 

   132961 aaaatatacc atgtcgttaa ctataagaat atttttatct tcgtttacaa actgaatgat 

   133021 atcagatgta gttcgtaaac gaactatatc atcaccagca caacatctaa ctatatgata 

   133081 tccactagtt tcctttagcc gtttattatc ttgttccata ttagcagaca ttccatcatt 

   133141 taagaaggta tcaaagataa tagggagaaa tgacattttg gattctgtta ctactttacc 

   133201 aaaattaagg atatacggac ttactatctt tttctcaaca tcgatttgat gaacacacga 

   133261 tgaaaatgta cttcgatgag attggtcatg tagaaaacaa caagggatac aatatttccg 



   133321 catatcatga aatatattaa gaaatcccac cttattatat ttccccaaag gatccatgca 

   133381 cgtaaacatt atgccgttat cattaataaa gacttctttc tcatcggatc tgtaaaagtt 

   133441 gttactgatt tttttcattc caggatctag ataattaata atgatgggtt ttctattctt 

   133501 attctttgta ttttggcata tcctagacca gtaaacagtt tccactttgg taaaatctgc 

   133561 agacttttga acgctattaa acatggcatt aatggcaata actaaaaatg taaaatattt 

   133621 ttctatgtta ggaatatggt tcttcacttt aatagatata tggtttttgg ccaaaatgat 

   133681 agatattttt ttatccgaag atagtaaaat attattagtc gccgtctcta taaaaatgaa 

   133741 gctagtctcg atatctaatt ttattctaga attgatagga gtcgccaaat gtaccttata 

   133801 cgttatatct cccttgatgc gttccatttg tgtatctata tcggacacaa gatctgtaaa 

   133861 tagttttacg ttattaatca tcacggtatc gccgtcgcta gataatgcta atgtaccatc 

   133921 caagtcccaa atggagagat ttaactgttc atcgtttaga ataaaatgat taccggtcat 

   133981 attaataaag tgttcatcgt atctagataa caacgactta taattaatgt ccaagtcttg 

   134041 aactcgctga atgatctttt ttaacccagt tagttttaga ttggtacgaa atatattgtt 

   134101 aaactttgat tctacagtaa tgtccaaatc gagttgtgga aatacttcca tcaacattgt 

   134161 ttcaaacttg ataatattat tatctacatc ttcgtacgat ccaaattccg gaatagatgt 

   134221 atcgcacgct ctggccaccc agataaccaa aaagtcacac gctccaggat atacattgta 

   134281 taaaaagcta tcgtttttta gtagtgtttt tttctgagta tatacgaagg gattaaaaat 

   134341 agtattatca acgtaactat attccaaatt attcttatga gaatagataa taatatcgtc 

   134401 cttaatatct aacaaatttc ctaaatatcc ctttaattga gtcattcgaa gcgtcaatag 

   134461 aatatgtctc ttaactattt ccggctgttg tatatttaaa tgacttcgta agaaataata 

   134521 tatgggtgac ttctcatcta tgtaatcata tggagtgaga tatagggctc gttctacctc 

   134581 ctgcccctta cccacttgta ataccaattg cggacttact atatatcgca tatttatatc 

   134641 gtggggtaaa gtgaaaatct actaccgatg atgtaagtct tacaatgttc gaaccagtac 

   134701 cagatcttaa tttggaggcc tccgtagaac taggggaggt aaatatagat caaacaacac 

   134761 ctatgataaa ggagaatagc ggttttatat cccgtagtag acgtctattc gctcatagat 

   134821 ctaaggatga tgagagaaaa ctagcactac gattcttttt acaaagactt tattttttag 

   134881 atcatagaga gattcattat ttgttcagat gcgtcgacgc tgtaaaagac gtcactatta 

   134941 ccaaaaaaaa taacattatc gtggcgcctt atatagcact tttaactatc gcatcaaaag 

   135001 gatgcaaact tacagaaaca atgattgaag cattctttcc agaactatat aatgaacata 

   135061 gtaagaaatt caaattcaac tctcaagtat ccatcatcca agaaaaacta ggatatcagt 

   135121 ctggaaacta tcacgtttat gattttgaac cgtattactc tacagtagct ctggctattc 

   135181 gagatgaatg ttcatctggc atttttaata tccgtcaaga gagttatctg gtaagttcgt 

   135241 tatctgaaat aacatataga ttttatctaa ttaatctaaa atctgatctt gttcaatgga 

   135301 gtgctagtac gggcgctgta attaatcaaa tggtaaatac tgtattgatt acagtgtatg 

   135361 aaaagttaca actggtcata gaaaatgatt cacaatttac atgttcattg gctgtggaat 

   135421 cagaacttcc aataaaatta cttaaagata gaaatgaatt atttacaaaa ttcatcaacg 

   135481 agttaaaaaa gaccagttca ttcaagataa gcaaacgcga taaggatacg ctactaaaat 

   135541 atttcactta aaactggagt tagaatttat agacgactca tttcgtttat cattattact 

   135601 atcattatta ttattaccat tattaccatt attaccatta ttaccattat taccatcatt 

   135661 attagtgttg gaattattag tattcttctt gtcatcttgt tcagaaatat acaacaatgc 

   135721 tatacctaat actaaataca ttatcatgct tgcaatggct ctaacaacga cgaaccaaaa 

   135781 tgaatttggt cgtagctttt gttcacaaaa atacataaag aaatgtctac ataaatctat 

   135841 ggcgccattg gctacttgaa atagcgctag tcctcctaca gattttaata tagctatata 

   135901 acatgacatt tattcatcat caaaagagac agagtcacca tctgtcatat ttagattttt 



   135961 tttcatgtgt tcaaagtatc ctctactcat ttcattataa tagtttatca tacttagaat 

   136021 tttaggacgg atcaatgagt aagactttac tagatcgtcg gtagtaattt gtgcatcgtc 

   136081 tattctgcat ccacttcgtc gaataatgta tagcatcgct ttgagattct ccatagctat 

   136141 caagtcttta tacaatgaca tggaaatatc tgtgaatact ttatacttct ccaacatcga 

   136201 tgccttaaca tcatcgccta ctttagcatt gaaaatacgt tctattgtgt agatggatgt 

   136261 agcaagattt ttaaacaaca atgccatctt acacgatgat tgcctcaagt ctccaatctt 

   136321 ttgtttagaa cgattagcta cagagtccaa tgcttgactg actaacatat tattatcttt 

   136381 agaaattgta ttcttcaatg aggcgtttat catatctgtg atttcgttag tcatattaca 

   136441 gtctgactgg gttgtaatgt tatccaacat atcacctatg gatacggtac acgtaccagc 

   136501 atttgtaata atcctatcta agatgttgta tggcattgcg cagaaaatat cttctcctgt 

   136561 aatatctcca ctctcgataa atctactcag attattctta aatgccttat tctctggaga 

   136621 aaagatatca gtgtccatca tttcattaat agtatacgca gaaaagatac cacgagtatc 

   136681 aattctatcc aagatactta tcggttccga gtcacagata atggtttcct ctccttcggg 

   136741 agatcctgca tagaaatatc taggacaata gtttctatac tgtctgtaac tctgataatc 

   136801 tctaaagtca ctaactgata ccatgaaatt gagaagatca aacgctgaag taatcaattt 

   136861 ttctgcctcg tttttactac aactagtttt catcaatgta gtgacgatgt attgtttagt 

   136921 tactcttggt ctaatactga tgatagagat attattgctt cccataatgg atcttctagt 

   136981 agtcacctta aagcccattg atgcgaatag cagatagata aagtcttggt atgactcctt 

   137041 tctaatatag tacggactac ctttgtcacc caactttata cccacataag ccataacaac 

   137101 ctctttaata gccgtttcat gaggtttatc agccatgagc ctgagtagtt ggaagaatct 

   137161 catgaatcct gtctcggaaa gtcctatatg catgatagat ttatctttat ctttcctggg 

   137221 aaactctcgt atagtcatag atgaaatact cttcaaagtt tctgaaataa gattagtaac 

   137281 agtcttacct ccgactactc tgggtaacaa acagactcta ataggtgttt tctctgcgga 

   137341 gataatatca gaaaggatag agcaataagt agtattattg tgattataaa gaccgaatac 

   137401 ataacaggta gaatttataa acatcatgtc ctgaaggttt ttagacttgt attcctcgta 

   137461 atccataccg tcccaaaaca tggatttggc aactttgata gccgtagatc tttgttcctt 

   137521 cgccaacagg ttaaagaaat taataaagaa tttggtgttt ctatttatgt aaacaaattg 

   137581 catatttgga agtgccactg ttacgttcac tgtagcattt tgaggatctc gagtacgaag 

   137641 tacgatgtta ttgtttactt gtatatctgg aaagaattct accagtctag gaataagaga 

   137701 ttgatatcgc atagaaatac aaaagtccgt aatctcatca tcgaatatca ttcggttacc 

   137761 attgtaataa atatccactc tgtcataagt attgatgaag tactgttcat acatgatgag 

   137821 atgtttatat gttggcatag tagtgagatc gacgtttggt aatggcaatg tattaagatt 

   137881 aactccataa tgtctagcag catctgcgat gttataagtg tcgtcaaagc ggggtctatc 

   137941 gtgtgctgtt acatattgtc taacacctat aagattatca aaatcttgtc tgcttaatac 

   138001 accgttaaca atttttgcct tgaattcttt tattggtgca tcaataacaa catccttata 

   138061 gaggatgtta aacaaataag tattatcaaa gttaagatct gggtatttct tttctgctag 

   138121 aacatccatt gagtcggagc catctggttt aatataacca ccgataaatc tagctctgta 

   138181 ttctgtatcc gtcaatctaa tattaagaag gtgttgagtg aaaggtggaa gatcgtaaaa 

   138241 gctgtgagta ttaatgatag gattagtttc cgaactaatg ttaattgggg tattaataat 

   138301 atcgatattt ccagcgttaa gtgtaacatt aaacagtttt aattcacttg acgtggtatc 

   138361 aattaaataa ttaatgccca atttggatat agcagcctga agctcatctt gtttagttac 

   138421 ggatcctaat gaattattaa gcaatatatc aaacggatga acaaaggttg ttttgagttg 

   138481 gtcacatact ttgtaatcta gacatagatg aggaagaacg gtagaaacta tacgaaatag 

   138541 atattcagag tcctctaatt gatcaagagt aactattgac ttaataggca tcatttattt 



   138601 agtattaaat gacgaccgta ccagtgacgg atatacaaaa cgacttaatt acagagtttt 

   138661 cagaagataa ttatccatct aacaaaaatt atgaaataac tcttcgtcaa atgtctattc 

   138721 taactcacgt taacaacgtg gtagatagag aacataatgc cgccgtagtg tcatctccag 

   138781 aggaaatatc ctcacaactt aatgaagatc tatttccaga tgatgattct ccggccacta 

   138841 ttatcgaaag agtacaacct catactacta ttattgatga tactccacct cctacttttc 

   138901 gtagagagtt attgatatcg gaacaacgcc aacaacgaga aaaaagattt aatattaccg 

   138961 tatcaaaaaa tgctgaagca ataatggaat ctagatctat gataacttct atgccaacac 

   139021 agacaccatc attgggagta gtgtatgata aagataaaag aattcagatg ctagaggatg 

   139081 aagtggttaa tcttagaaat caacgatcta atacaaaatc atctgataat ttggataatt 

   139141 ttaccagaat actatttggc aagactccgt ataaatcaac agaagttaat aagcgtatag 

   139201 ctatcgttaa ttatgcaaat ttgaacgggt ccccattatc agtcgaggac ttggatgttt 

   139261 gttcagagga tgaaatagat agaatctata aaacgattaa acaatatcac gaaagtagaa 

   139321 aacgaaaaat tatcgtcact aacgtgatta ttattgtcat aaacattatc gagcaggcat 

   139381 tgctaaaact cggatttgaa gaaatcaaag gactgagtac cgatatcact tcagaaatta 

   139441 tcgatgtgga gatcggagat gactgcgatg ctgtagcatc aaaactagga atcggcaaca 

   139501 gccctgttct taatattgta ttgtttatac tcaagatatt cgttaaacga attaaaatta 

   139561 tttaatttaa tacattccca tatccagaca acaatcgtct ggattaatct gttcctgtcg 

   139621 tctcataccg gacgacacag taatcttttt agtagtgggc atctttttag atggtttctt 

   139681 tttcccagca ttaactgatt cgatacctag aagatcgtga ttgatctctc cgaccattcc 

   139741 acgaacttct aattggccgt ctctaacggt accataaact atttttccag cattagtaac 

   139801 agcttggaca atctgaccat ccattgcgtt gaatgatgta gttgctgttg ttctacgtct 

   139861 aggagcacca gaagtatttt tggagccctt ggatgttgat gtagaagacg aggattttga 

   139921 ttttggttta cacgtaatac attttgaact ctttgatttt gtatcacatg cgccggcagt 

   139981 cacatctgtt tgagaattaa gattattgtt gcctcctttg acggcggcat ctccaccgat 

   140041 ttgcgctagt agatttttaa gctgtggtgt aatcttatta actgtttcaa tataatcatc 

   140101 gtaactgctt ctaacggcta aatttttttt atccgccatt tagaagctaa aaatattttt 

   140161 atttatgctg aagatttaac tagattatac aatgaactaa tatgatcctt ttccagatta 

   140221 tttacaaact tggtatttct tgtttctgga ggaggcgaat ttaaattcgg acttggattc 

   140281 ggattttgtg agttcttgat cttattatac atcgcgtata ggatggcaac ggtaactgct 

   140341 acacaaatac cgatcaaaag aagaatacca atcatttatt gacaataact tcactattga 

   140401 tcaagtatgc aatatatcat cttttcacta aataagtagt aataatgatt caacaatgtc 

   140461 gagatatatg gacgataata acttagttca tggaaatatc gctatgattg gtatgaatga 

   140521 ctccgctaac tctgtggggt gcgcagtgct ttccccacat agaataaatt agcattccga 

   140581 ctgtgataat aataccaagt acaaacgcca tgatactcaa tactttccat gtacgagtgg 

   140641 gactggtaga cttactaaag tcaataaagg caaagataca cgaaagaatc aaaagaatga 

   140701 ttccagcgat tagcacgccg gaaaaataat ttccaatcat aagcatcatg tccatttaac 

   140761 taataaaaat tttaaatcgc cgaatgaaca aagtggaata taaaccatat aaaaacaata 

   140821 gtttgtactg caaaaataat atctattttt gttttcgaag atatggtaaa attaaatagt 

   140881 agtacacaac atgttataac taacagcagc aacggctcgt aattacttat catttactag 

   140941 acgaaaaggt ggtgggatat tttcttgctc aaataatacg aatatatcac ccatccattt 

   141001 tatgcgatgt ttatatactc taatctttaa tagatctata gacgacgggt ttaccaacaa 

   141061 tatagatttt atcgattcat ctaatttaaa cccttcctta aacgtgaatg atctattatc 

   141121 tggcataacg atgaccctac ctgatgaatc ggacaatgta ctgggccatg tagaataaat 

   141181 tatcaacgaa ttatcgtcta cgaacattta tatcatttgt tttaatttta ggacgtgaat 



   141241 aaatagatat aaaatagaaa ataacagata ttacaacaag tgttatggcc gcgcccaacc 

   141301 aggtaggtag ttttatttta tcttttacta caggttctcc tggatctacg tcaccaacgg 

   141361 cggacgtggt tctagtacaa ttagacgtaa gttccgcttg ggaatttttt aacgctaaag 

   141421 agttaacatt aatcgtacac ccaacgtatt tacatctagt tctttgaaca tcttgattat 

   141481 aatataacca ttttctatct ctagattcgt cggtgcactc atgtaaccaa cataccctag 

   141541 gtcctaaata tttatctccg gaattagatt ttggataatt cgcacaccaa caatttctat 

   141601 ttcctttatg atcgttacaa aagacgtata atgccgtatc cccaaaagta aaataatcag 

   141661 ggcgaataat tctaataaac tcggaacaat atctctcatc catatgtttg gaacaaatat 

   141721 cggaataagt agacatagcc ggttttcgtt ttgctcgtaa ccattctaaa caattggggt 

   141781 ttccaggatc ttttctgcaa aatccagtca tgaaatcatc acaatgttcg gtcttgtaat 

   141841 tattattaaa tatttttgga cagtgtttgg tatttgtctt agaacaacat tttgccacgc 

   141901 tatcactatc gcccaggaga taatcctttt ttataaaatg acatcgttgc ccggatgcta 

   141961 tataatcagt agcgtgtttt aaatccttaa tatattcagg agttacctcg ttctgataat 

   142021 agattaatga tccaggacga aatttgaaag aactacatgg ttctccacga attaatacat 

   142081 attgtttagc aaattcagga actataaaac tactacaatg atctatcgac ataccatcta 

   142141 tcaaacaaaa tttgggttta atttctcctg gagacgtttc ataataatac atataacttt 

   142201 cttcagcaaa cttaacagct ctattatatt caggataatt aaaacctaat tccatatatt 

   142261 tgtctcgtat atctgctatt cctggagcta tcttgattct attaagagta acggctgccc 

   142321 ccattcttaa taatcgtcag tatttaaact gttaaatgtt ggtatatcaa catctacctt 

   142381 atttcccgca ttataaggtt tgttacatgt atgatgttca ggaatggtta tatttattct 

   142441 tttatagtcc tgtctttcga tgttcatcac atatgcaaag aacagaataa acaaaataat 

   142501 gtaagaaata atattaaata tctgtgaatt cgtaaataca ttgattgcca taataattac 

   142561 agcagctaca atacacacaa tagacattcc cacagtgttg ccattacctc cacgatacat 

   142621 ttgagttact aagcaatagg taataactaa gctagtaaga ggcaatagaa aagatgagat 

   142681 aaatatcatc aatatagaga ttagaggagg gctatataga gccaagacga acaaaatcaa 

   142741 accgagtaac gttctaacat cattattttt gaagattccc aaataatcat tcattcctcc 

   142801 ataatcgttt tgcatcatac ctccatcttt aggcataaac gattgctgct gttcctctgt 

   142861 aaataaatct ttatcaagca ctccagcacc cgcggagaag tcgtcaagca tattgtaata 

   142921 tcttaaataa ctcatttata tattaaaaaa tgtcactatt aaagatggag tataatcttt 

   142981 atgccgaact aaaaaaaatg acttgtggtc aacccataag tctttttaat gaagacggag 

   143041 atttcgtaga agttgaaccg ggatcatcct ttaagtttct aatacctaag ggattttact 

   143101 cctctccttc cgtaaagacg agtctagtat tcgagacatt aacaacgacc gataataaaa 

   143161 ttactagtat caatccaaca aatgcgccaa agttataccc tcttcaacgc aaagtcgtat 

   143221 ctgaagtagt ttctactatg aggaaaatga tcgaattaaa acgtcctcta tacatcactc 

   143281 ttcacttggc gtgtggattt ggtaagacta ttaccacgtg ttatcttatg gctacacacg 

   143341 gtagaaaaac cgtcatttgc gtacccaata aaatgttaat acatcaatgg aagacacagg 

   143401 tagaggcagt cggattggaa cataagatat ctatagatgg agtaagtagt ctattaaagg 

   143461 aactaaagac tcaaagtccg gatgtattaa tagtagtcag tagacatctg acaaacgatg 

   143521 ccttttgtaa atatatcaat aagcattatg atttgttcat cttggatgaa tcacatacgt 

   143581 ataatctgat gaacaataca gcagttacaa gatttttagc gtattatcct ccgatgatgt 

   143641 gttatttttt aactgctaca cctagaccag ctaacagaat ttattgtaac agtattatta 

   143701 atattgccaa gttatccgat ctaaaaaaaa ctatctatgc agtagatagt ttttttgagc 

   143761 catattccac agacaatatt agacatatga taaaacgact agatggacca tctaataaat 

   143821 atcatatata taccgagaag ttattatctg tagacgagcc tagaaatcaa cttattcttg 



   143881 ataccctggt agaagaattc aaatcgggaa ctattaatcg cattttagtt attactaaac 

   143941 tacgtgaaca tatggtattg ttctacaaac gattattaga tattttcgga ccagaggttg 

   144001 tatttatagg agacgcccaa aatagacgta ctccagatat ggtcaaatca atcaaggaac 

   144061 taaatagatt tatattcgta tccaccttat tttattctgg tactggttta gatattccta 

   144121 gtttggattc tttgttcatt tgctcggcag taatcaacaa tatgcaaata gagcaattac 

   144181 tagggagggt atgtcgagaa acagaactat tggataggac ggtatatgta tttcccaaca 

   144241 catctatcaa agaaataaag tacgtgatag gaaatttcgt tcaacgaatt attagtctat 

   144301 ctgtagataa actaggattt aaacaagaaa gttatcggaa acatcaagaa tctgatccca 

   144361 cttccgtacc aacatcctcc agagaagaac gtgtattaaa tagaatattt aactcgcaaa 

   144421 atcgttaaga agtttaagcg acgatccgca tgctgcgcag gccagtgtat tacccctcat 

   144481 agtattaata taatccaatg atacttttgt gatgtcggaa atcttaacca atttagactg 

   144541 acaggcagaa cacgtcatgc aatcatcatc gtcatcgata actgtagtct tgggcttctt 

   144601 tttgcgactc ttcattccgg aacgcacatt ggtgctatcc atttaggtag taaaaaataa 

   144661 gtcagaatat gccctatagc acgatcgtgc aaaacctggt atatcgtctc tatctttatc 

   144721 gcaatatagt gtatcgacat ttttattatt attgacctcg tgtatcttgg aacatggaat 

   144781 aggaacattt ttgttatcaa cggccacctt tgccttaatt ccggatgttg taaaattata 

   144841 actaaacagt ctatcatcga cacaaatgaa attcttgttt agacgtttgt agtttacgta 

   144901 tgcggctcgt tcgcgtctca ttttttcaga tattgcaggt actataatat taaaaataag 

   144961 aatgaaataa cataggatta aaaataaagt tatcatgact tctagcgctg atttaactaa 

   145021 cttaaaagaa ttacttagtc tgtacaaaag tttgagattt tcagattctg cggctataga 

   145081 gaagtataat tctttggtag aatggggaac atctacttac tggaaaatag gtgtacaaaa 

   145141 ggtagctaat gtcgagacgt ccatatctga ttattatgat gaggtaaaaa ataaaccgtt 

   145201 taatattgat ccggggtatt acattttctt accagtatat tttggaagcg tctttattta 

   145261 ttcgaagggt aaaaatatgg tagaacttgg atctggaaac tcttttcaaa taccggatga 

   145321 gatgcgaagt gcgtgtaaca aagtattaga tagtgataac ggaatagact ttctgagatt 

   145381 tgttttgtta aacaatagat ggataatgga agacgctata tcaaaatatc agtctccagt 

   145441 taatatattt aaactagcga gtgagtacgg attaaacata cccaactatt tagaaattga 

   145501 aatagaggaa gacacattat ttgacgacga attatactct attatagaac gctctttcga 

   145561 tgataaattt ccaaaaatat ccatatcgta tattaagttg ggagaactta ggcggcaagt 

   145621 tgtagacttt ttcaaattct cattcatgta tattgagtca atcaaggtag atcgtatagg 

   145681 agataatatt tttattccta gcgttataac aaaatcagga aaaaagatat tagtaaaaga 

   145741 tgtagaccat ttaatacgat ccaaggttag agaacataca tttgtaaaag taaaaaagaa 

   145801 aaacacattt tccattttat acgactatga tgggaacgga acagaaacta gaggagaagt 

   145861 aataaaacga attatagaca ctataggacg agactattat attaacggaa agtatttctc 

   145921 taaggttggt agtgcaggct taaagccatt gactaataaa ttagatatta atgagtgcgc 

   145981 aagtgtcgat gagttagttg acgagattaa taaatccgga actgtaaaac gaaaaataaa 

   146041 aaaccaatca gcatttgatt tgagcagaga atgtttggga tatccagaag cggattttat 

   146101 aacgttagtt aataacatgc ggttcaaaat agaaaattgt aaggttgtaa gtttcaatat 

   146161 tgaaaatact aattgtttaa ataacccgag tattgaaact atatatggaa actttaacca 

   146221 gttcgtctca atctttaatg ccgttaccga tgtcaaaaaa agattattcg agtgaaataa 

   146281 tatgcgcctt tgatataggt gcaaaaaatc ctgccagaac tgttttagaa gtcaaggata 

   146341 actccgttag ggtattggat atatcaaaat tagactggag ttctgattgg gaaaggcgca 

   146401 tagctaaaga tttgtcacaa tatgaataca ctacagttct cctcgaacga caacctagac 

   146461 ggtcgccgta cgtcaaattt atctatttca ttaaaggatt tttatatcac acatcggctg 



   146521 ccaaagttat ttgcgtctcg cctgtcatgt ctggtaattc atatagagat cgaaaaaaga 

   146581 gatctgtcga agcctttctt gattggatgg acacattcgg attacgagac tccgttccag 

   146641 atagacgcaa attagacgat gtagcggata gtttcaattt ggctatgcga tacgtattag 

   146701 ataaatggaa tactaattat acaccttata ataggtgtaa atctagaaat tacataaaaa 

   146761 aaatgtaata acgttagtaa cgccattatg gataatctat tcacctttct acatgaaata 

   146821 gaagatagat atgccagaac tatttttaac tttcatctaa taagttgcga tgaaatagga 

   146881 gatatatatg gtcttatgaa agaacgcatt tcctcagagg atatgtttga taatatagta 

   146941 tataataaag atatacatcc tgccattaag aaactagtgt attgcgacat ccaacttact 

   147001 aaacacatta ttaatcagaa tacgtatccg gtatttaacg attcttcaca agtgaaatgt 

   147061 tgtcattatt tcgacataaa ctcagataat agcaatatta gctctcgtac agtagagata 

   147121 tttgagaggg aaaagtcatc tcttgtatca tatattaaaa ctaccaataa gaagagaaag 

   147181 gtcaattatg gggaaataaa gaaaactgta catggaggca ctaatgcaaa ttacttttcc 

   147241 ggtaaaaaat ctgacgagta tctgagcact acagtcaggt ccaacattaa tcaaccttgg 

   147301 atcaaaacca tctctaagag gatgagagtc gatatcatta atcactctat agtaacgcgt 

   147361 ggaaaaagct ccatattaca aactatagaa attattttta ctaatagaac atgtgtgaaa 

   147421 atattcaagg attctactat gcacattatt ctatccaagg acaaggatga aaaggggtgt 

   147481 atacacatga ttgacaaatt attctatgtc tattataatt tatttctgtt gttcgaggat 

   147541 atcatccaaa acgagtactt taaagaagta gctaatattg taaaccatgt actcacggct 

   147601 acggcattag atgagaaatt attcctaatt aagaaaatgg ctgaacacga tgtttatgga 

   147661 gttagcaatt tcaaaatagg gatgtttaac ctgacattta ttaagtcgtt ggatcatacc 

   147721 gttttcccct ctctgttaga tgaggatagc aaaataaagt tttttaaggg gaaaaagctc 

   147781 aatattgtag cattacgatc tctggaggat tgtataaatt acgtgactaa atccgagaat 

   147841 atgatagaaa tgatgaagga aagatcgact attttaaata gcatagatat agaaacggaa 

   147901 tcggtagatc gtctaaaaga attgcttcta aaatgaaaaa aaacactgat tcagaaatgg 

   147961 atcaacgact cgggtataag tttttggtgc ctgatcctaa agccggagtt ttttatagac 

   148021 cgttacattt ccaatatgta tcgtattcta attttatatt gcatcgattg catgaaatct 

   148081 tgaccgtcaa gcggccactc ttatcgttta agaataatac agaacgaatt atgatagaaa 

   148141 ttagcaatgt taaagtgact cctccagatt actcacctat aatcgcgagt attaaaggta 

   148201 agagttatga cgcattagcc acgttcactg taaatatctt taaagaggta atgaccaaag 

   148261 agggtatatc catcactaaa ataagtagtt atgagggaaa agattctcat ttgataaaaa 

   148321 ttccgctact aataggatac gggaataaaa atccacttga tacagccaag tatcttgtcc 

   148381 ctaacgtcat aggtggggtc tttatcaata aacaatctgt cgaaaaagta ggaattaatc 

   148441 tagtagaaaa gattacaaca tggccaaaat ttagggttgt taagccaaac tcattcactt 

   148501 tctcgttttc ctccgtatcc cctcctaatg tattaccgac aagatatcgc cattacaaga 

   148561 tatctctgga tatatcacaa ttggaagcgt cgaatatatc atcgacaaag acatttataa 

   148621 cggtcaatat tgttttgcta tctcaatatt tatctagagt gagtctagaa ttcattagac 

   148681 gtagtttatc atacgatatg cctccagaag ttgtgtatct agtaaacgcg ataatagata 

   148741 gtgctaaacg acttaccgaa tctattactg actttaatat cgatacatac attaatgacc 

   148801 tggtggaagc cgaacacatt aaacaaaaat ctcagttaac gattaacgag ttcaaatatg 

   148861 aaatgctgca taacttttta cctcatatga actatacacc cgatcaacta aagggatttt 

   148921 atatgatatc tttactaaga aagtttctct actgtatcta ccacacttct agatatccgg 

   148981 atagagattc gatggtttgt catcgtatac taacatacgg caaatatttt gagacgttgg 

   149041 cacatgatga attagagaat tacataggca acatccgaaa cgatatcatg aacaatcaca 

   149101 agaacagagg cacttatgcg gtaaacattc atgtactaac aactcctgga cttaatcatg 



   149161 cattttctag tctattgagt ggaaagttca aaaagtcaga cggtagttat cgaacacatc 

   149221 ctcactattc atggatgcag aatatttcta ttcctagaag tgttggattt tatccggatc 

   149281 aagtaaagat ttcaaagatg ttttctgtca gaaaatacca tccaagtcaa tatctttact 

   149341 tttgttcatc agacgttccg gaaagaggtc ctcaggtagg tttagtatct caattgtctg 

   149401 tcttgagttc cattacaaat atactaacgt ctgaatattt ggatttggaa aagaaaattt 

   149461 gtgagtatat cagatcatat tataaagatg atataagtta ctttgaaaca ggatttccaa 

   149521 tcactataga aaatgctcta gtcgcatctc ttaatccaaa tatgatatgt gattttgtaa 

   149581 ctgactttag acgtagaaaa cggatgggat tcttcggtaa cttggaggta ggtattactt 

   149641 tagttaggga tcacatgaat gaaattcgca ttaatattgg agcaggaaga ttagtcagac 

   149701 cattcttggt tgtggataac ggagagctca tgatggatgt gtgtccggag ttagaaagca 

   149761 gattagacga catgacattc tctgacattc agaaagagtt tccgcatgtc atcgaaatgg 

   149821 tagatataga acaatttact tttagtaacg tatgtgaatc ggttcaaaaa tttagaatga 

   149881 tgtcaaagga cgaaagaaag caatacgatt tatgtgactt tcctgcagaa tttagagatg 

   149941 gatatgtggc atcttcatta gtgggaatca atcacaattc tggacccaga gctattcttg 

   150001 gatgtgctca agctaaacaa gctatctctt gtctgagctc ggatatacga aataaaatag 

   150061 acaatggaat tcatttgatg tatccagaga gaccaatcgt gattagtaag gctttagaaa 

   150121 cttcaaagat tgcggctaat tgcttcggac aacatgttac tatagcatta atgtcgtata 

   150181 aaggcatcaa tcaagaggat ggaattatca tcaaaaaaca atttattcag agaggcggtc 

   150241 tcgatatagt taccgcaaag aaacatcaag tagaaattcc attggaaaac tttaataaca 

   150301 aagaaagaga taggtctaat gcatattcga aattagaaag taatggatta gttagactga 

   150361 atgctttctt ggaatccgga gacgctatgg cacgaaatat ctcatcaaga actcttgaag 

   150421 atgattttgc tagagataat cagatcagct tcgatgtttc cgagaaatat accgatatgt 

   150481 acaaatctcg cgttgaacga gtgcaagtag aacttactga caaagttaag gtacgagtat 

   150541 taaccatgaa agaaagaaga cccattctag gagataaatt taccactaga acgagtcaaa 

   150601 agggaacagt cgcgtatatc gcggatgaaa cggaacttcc atacgacgaa aatggtatca 

   150661 caccagatgt cattattaat tctacatcca tcttctctag aaaaactata tctatgttga 

   150721 tagaagttat tttaacagcc gcatattctg ctaagccgta caacaataag ggagaaaacc 

   150781 gacctgtctg ttttcctagt agtaacgaaa catccatcga tacatatatg caattcgcta 

   150841 aacaatgtta tgagcattca aatccgaaat tgtctgatga agaattatcg gataaaatct 

   150901 tttgtgaaaa gattctctat gatcctgaaa cggataagcc ttatgcatcc aaagtatttt 

   150961 ttggaccaat ttattacttg cgtctgaggc atttaactca ggacaaggca accgttagat 

   151021 gtagaggtaa aaagacgaag ctcattagac aggcaaatga gggacgaaaa cgtggaggag 

   151081 gtatcaagtt cggagaaatg gagagagact gtttaatagc gcatggtgca gccaatacta 

   151141 ttacagaagt tttgaaagat tcggaagaag attatcaaga tgtgtatgtt tgtgaaaatt 

   151201 gtggagacat agcagcacaa atcaaaggta ttaatacatg tcttagatgt tcaaaactta 

   151261 atctctctcc tctcttaaca aaaattgata ccacgcacgt atctaaagta tttcttactc 

   151321 aaatgaatgc cagaggcgta aaagtcaaat tagatttcga acgaagacct ccttcgtttt 

   151381 ataaaccatt agataaagtt gatctcaaac cgtcttttct ggcataatat tgtttagtag 

   151441 atactcatca atatcatcaa gtttatcaag ttcatcaaga taagctaatt cactaaacac 

   151501 atttttggat tcggtattgt tactcgcaga atagagttcg ctataatcct gataatcgga 

   151561 aatctgtgga gtttcaggtt ttggtggagg tgtaacagct acttgagata ccgaagtctg 

   151621 atattcagaa agctgtggat gttctggttc ggcatccacc gatggtgtta caccactact 

   151681 aattggttca gtaacgtcgg acgatggagg caccacttct acaggttttg gttctgtatc 

   151741 ctcagtcatc aacggatcta cttcaatgcg aggaaatgta taatttgata atggtttctc 



   151801 gtccggatct gaagaagagg taagatatct actagaaaga taccgatcac gttctagttc 

   151861 tcttttgtag aacttaactt tttctttctc cgcatctagt tgatattcca acctcttcac 

   151921 gttactacgt tcagattcca attcacgttc gcatgggtta cctccgcagt ttttacgagc 

   151981 gatttcacgt tccagatcac gttcagcctt catgcgtctc tccttctctc tatcgagttt 

   152041 atcagcgcag tctttctgaa gacgatcgaa ctccataaat ttctccaaag ctttgattgt 

   152101 ttccatagat ttccgaactt cagcttctag gacggcgatt ctttttcttt cgaattcaca 

   152161 gctggatgtg caaccgtttc ctccgtttcc attaccacca tctctaagtt tcttttctag 

   152221 atcggcaatc tttctcaaca tttcatcccc atgcctttta cattccgcga gtctactgtc 

   152281 gtcgaaatat ctttccagct ccttttcgac ctcaataact ttagcgcgtt gtctctcaag 

   152341 ctctctcttg tagtaactat catttttatc tgattccctg gcacgtttaa gatcttcatg 

   152401 caattgagtc agctcttgac gcaatctctt aacttcctct cttgcttctt cgtcatagta 

   152461 cttacaatca ctatgggatc cattgttacc acgtctacac tcggcgagct cgcgtttaag 

   152521 agattcaatt tcccgtttgt attggtccat gtctccattg ctaccaccat tagatttaca 

   152581 tgctgctagt tgtcgttcga gatcagaaat acgggttttc ttggaattga tttcgtcgat 

   152641 gtacttggca tgattggtat cgaaacactt attaagttct ttttccaatt ctacgatttt 

   152701 atttctttca cgagtcaatt ccctcctgta gtaactatcg gttttgtcag attcacgctc 

   152761 tctacgtaga ctttcttgca agttactaat ttgttctctg gcacgtccga gttcactctt 

   152821 atatgctgaa tagagttctg attcatcctt tgagcagatc tctagagatc gttcaagatc 

   152881 cctgattcta gtttttagcc tatttacctc ctcagaagat gttccgttac cgttgcgttt 

   152941 acattcgtta agctgtctat caagatccat gattctatct ctgagacgtt gcatctctct 

   153001 ttccatatca gcattgcttt cattattacg tctgcagtca ctcaactgtc tttcaagatc 

   153061 cgtgattcta tttctaagac gctgcatctc tctttctgta tcggcattgt tctcattatt 

   153121 acgtctacag tcgttcagtt gtctttcaag atctgtgatt ctatattgga gtctgctaat 

   153181 ctctgtagca tttccacggc attcacgcag ttgtctttca agatctgtga ttctatattg 

   153241 gagtctgcta atctctgtaa gatttcctcc tccgctctcg atacagtcag ccaacttatt 

   153301 ctccagttct ctaatacgcg aacgcagtgc atcaacttct tgtgtgtctt cttgattgcg 

   153361 tgtacattca tcgagactag attcgagatc tctaacgcgt cgtcgttctt cctcaagttc 

   153421 tctgcgtact acagaaagcg tgtccctatc ttgttgatat ttagcaattt ctgattctag 

   153481 agtactgatt ctgctcacgt agttactaat agttgtctta gccttatcaa gatcctcctt 

   153541 gtatttgtca cattccttga tatccctacg aagtctggac agttcccatt cgacattacg 

   153601 acgtttgtca atttcagctc tgagatcgtc atcgcgttgt tttagccaca tacgactgag 

   153661 ttcaagttct cgttgacaag atccttctac ctttccatcc ctaatagtat ccagttccct 

   153721 ttctagttct gtgcgcattt ctcgttcccg atcaagtgat tctctcaatt ctcggatagt 

   153781 cttcttatca atttctgatg aatctgaacc atcatctgtc ccattttgaa tatccctgag 

   153841 ttctttgatc tcttttgtaa gtcggtcgat tctttcggtt ttataaacag aatccctttc 

   153901 caaagtccta atcttactga gtttatcact aagttctaga ttcatttcgg tgagttttct 

   153961 cttggcttct tccaactctg tcttatactc tccaccattt ccgcattctt cctcgcattt 

   154021 atctaaccat tcaattagtt tattaatgac tagttggtaa tcagcgattc ctaaaaccgt 

   154081 ttttgtaatt gtgggaacat aatcaggatc ttcgaatgga ttgtatggcg tgattccatc 

   154141 atcaggtttg gactggacaa ccttaactgg ttgttgttct tgttcttcct tatctcctcc 

   154201 agtagcgtgc ggttcttcaa taccagtgtt agtaataggc ttaggcaaat gcttgtcgta 

   154261 tgctggcact tcctcatcca tcaagtattt ataatcgggt tctgcttcag aatattcttt 

   154321 tctaagagac gcaacttctg gagttagtag aagaactctg tttctgtatc tatcaacgct 

   154381 ggaatcaata ctcaagttaa ggatagcgaa tacctcatcg tcatcatccg tatcctctga 



   154441 aacgccatca tatgacattt catgaagtct aacgtattga taaacagaat cagatttagt 

   154501 attaaacaga tccttaacct ttttagtaaa tgcatatgta tattttagat ctccagattt 

   154561 cataatatgg tcgcatgcct taaatgtcag tgcttccata atatagtctg gaacactaat 

   154621 tggtgatgaa aaagatgccg gaccatatgc tacgttgata aataactctg agccactaac 

   154681 tagtagataa tgattaatgt taaggaaaag aaaatattca gtgtataggt atgtcttggc 

   154741 gtcatatctt gtactaaaca cgctaaacag tttgttaatc tgatcaattt ccaatagatt 

   154801 aattagagca gcaggaatac caacaaacat attaccacat ccgtattttc tatgaatatc 

   154861 acatatcatg ttaaaaaatc ttgatagaag agcgaatatc tcgtctgact taatgagtcg 

   154921 tagttcagca gcagcataag tcataactgt aaatagaaca tactttcctg tagtgttgat 

   154981 tctagactcc acatcaacac cattattaaa aatagtttta tatacatctt taatctgctc 

   155041 tccgttaatc gttgaacgtt ctagtatacg gaaacacttt gatttcttat ctgtagttag 

   155101 tgacttagtg atatcacgaa gaatattacg aattacattt cttgtttttc ttgagagacc 

   155161 tgattcagaa ctcaactcat cgttccatag tttttctacc tcagtggcga aatctttgga 

   155221 gtgcttggta catttttcaa taaggttcgt gacctccatt tattataaaa aaattttatt 

   155281 caaaacttaa ctacaatcgg gtaattataa gatcgtagat ctcccatgtg gcggaatact 

   155341 accatctatc gcatgtggat ggacagtagg taatggccat gggaacagta atgtttgcat 

   155401 atttatcttt cttgctagta ttactgcata ttgtcccaat gtttcgatgt gatgttctaa 

   155461 cctagcaact gccgctgtat cacaacaata atgtccgatg gaattaagat tatgatccaa 

   155521 tgtgtttaat atatgattat taagtcttat acgatcagcg tcttttttga caggatcagg 

   155581 ttcttctaca ggaagaactt tcggcctctt atgatagtca tgtctgggaa acggtggtct 

   155641 aggatgagga tccggtatcg gtgtgggttt tggatcataa tcatcatcgt ctatgacatc 

   155701 atcatcatca tcatcatcat catcatcatc atcatcatca tcatcatcrt crtcntcgtc 

   155761 gtcgtcatca tcatcatctt cttcaacttc gatatttatt ttgctatctt gatgatgtcc 

   155821 tgtatcagtt gcattttcag cacttgactg aatattagcg cattcattgt ctattattac 

   155881 catatttcta aatccaaaat gtatatgttg agcatcagta ctatcgttga tgagtcttat 

   155941 agcatgaatt cgcttatcgt tatcgggttt atcttctgtc accttagcaa ttcctttttt 

   156001 attaaactct acataatcat aaccatttct attgtttgtt ctaatataaa cgagtatagc 

   156061 atcattgcta aatttttcaa tagtatcgaa aacagaatat cctaaaccat ataatatata 

   156121 tcaggaacac tcaaactaaa tgtccaggat tcccctaaat acgtaaactt taatagtgcg 

   156181 aaatcattca aaaatctacc acttatagat agatagtaca tgaatgcgta tagtagtcta 

   156241 cctatctctc tattatgaaa cccgacatta ccatcatata tttcgcgata tatatgtgct 

   156301 ccgtttacgt taaaccataa atacatgggt gatcctataa acatgaattt atttctaatt 

   156361 cttagagcca tagttaattg accgtgtaat atttgcttac atgcatactt gatacgatca 

   156421 ttaataagag ttttatcatt gctcgttatt tcagaatcgt atatataagg agtaccatcg 

   156481 tgattcttac cagatattat acaaaatact atatataaaa tatattgacc cacgttagta 

   156541 atcatgtaaa tgtttaacgt tttaaacttt gtattcaatg atccattatc atacgctagc 

   156601 atggtcttgt aatattcatt ctttacaata taatattgtg ttagccattg cattggggct 

   156661 cctaatggag attttctatt ctcgtccatt ttaggatatg ctttcataaa gtccctaata 

   156721 acttcgtgaa taatgtttct atgttttcta ctgatgcatg tatttgcttc gattttttta 

   156781 tcccatgttt catctatcat agttttaaac gcagtaatgc tcgcaacatt aacatcttga 

   156841 accgttggta caattccgtt ccataaattt ataatgttcg ccatttatat aactcatttt 

   156901 ttgaatatac ttttaattaa acaaaagagt tgagtttatt catatggtcg ccgtccagtc 

   156961 tgaacatcaa tctttttagc cagagatatc atagccgctc ttagagtttc agcgtgattt 

   157021 tccaacctaa atagaacttc atcgttgcgt ttacaacact tttctatttg ttcaaacttt 



   157081 gttgttacat tagtaatctt tttttccaaa ttagttagcc gctgtttgag agtttcttca 

   157141 ttgtcatctc cctcagcttt aacaattgct tcgcgtttag cctcttgctt cttagcagcc 

   157201 tttgtagaga agaattcagt cgctggaatt gcaagatcgt catctccggg gaaaagagtt 

   157261 ccgtccattt aaagtacaga ttttagaaac tgacactctg cgttatttat atttggggca 

   157321 acacatggat tataaatatc gatgttaata acatcagaaa atgtaaagtc tatgcattgt 

   157381 tgcatcgtgt taaattttct aatggatcta gtattattgg gtccaacttc tgcctgaaat 

   157441 ccaaatacgg aagcggatac aaaaccattt cctggataag taacacatct ccacttttgc 

   157501 tttacatcag aaatagtgtc attgacatct tgaactctcc tatctaatgc cggtgtacca 

   157561 cctatagatt tcgaatattc gaatgctgca tgagttgcat taaattcctt aatattgcca 

   157621 taattttcat atattgagta accctggata aaaagtaaac acactgcagc cgttgctacc 

   157681 acaataaaaa aaattgatag agagttcatt tataatctat tagaagctga caaaattttt 

   157741 ttacacgcat cagacaatgc tttaataaat agttcaacat ctacttttgt catatcgaac 

   157801 cgatggtatg attctaacct agaattacat ccgaaaaagt tgactatgtt catagtcatt 

   157861 aagtcattaa caaacaacat tccagactct ggattataag acgatactgt ttcgtcacaa 

   157921 tcacctacct taatcatgtg attatgaata ttggctatta gagcaccttc taagaaatct 

   157981 ataatatctt tgaaacacga tttaaaatca aaccacgaat atacttctac gaagaaagtt 

   158041 agtttaccca taggagagat aactataaat ggagatctag atacaaaatc cggatctatg 

   158101 atagttttaa cattattata ttctctatta aatacctcca catctaaaaa tgttaatttt 

   158161 gaaactatgt cttcgtttat taccgtacct gaactaaacg ctataagctc tattgtttga 

   158221 gaactcttta aacgatattc ttgaaataca tgtaacaaag tttcttttaa ctctgtaggt 

   158281 ttatccacca tagttacaga attagtatcc ttatctataa tataataatc aaaatcgtat 

   158341 aaagttatat aattatctcg ttcagattgg gatcttttca aatagactaa aaaccccatt 

   158401 tctctagtaa gtatcttatg tatatgtttg taaaatatct tcatggtggg aatatgctct 

   158461 accgcagtta gccattcctc attgactgcg gtagatgtat tatacaaaac tattccaatg 

   158521 tttaacaagg gccattttac gagattatta aatccttgtt tgataaatgt agccaatgag 

   158581 ggttcgagtt caacgacgat tgaattctct tcccgaggat gcggcatgat aaacgggata 

   158641 ttgttcgatt gatttggaat tctttttcga ctttttgttt atattaaata ttttaaaatt 

   158701 tatagctgat agcaattcat gtactacgga taatgtagac gtgtattgta catcgatatc 

   158761 tttattatta gataaattta tcaataaatg tgagaagttt gcctcgttaa ggtcttccat 

   158821 ttaaatatta tataaacatt tgtgtttgca tcttattcgt cttttatgga atagttttta 

   158881 actagtaaag ctgtaattac atactttgtc cgtaaaacat aaatataaac acctgctttt 

   158941 atcaaacgtt ccaaaaagtc gacggcggac atttttaaca tggcatctat tttaaataca 

   159001 cttaggtttt tggaaaaaac atcattttat aattgcaacg attcaataac taaagaaaag 

   159061 attaagatta aacataaggg aatgtcattt gtattttata agccaaagca ttctactgtt 

   159121 gttaaatact tgtctggagg aggtatatat catgatgatt tggttgtatt ggggaaggta 

   159181 acaattaatg atctaaagat gatgctattt tacatggatt tatcatatca tggagtgaca 

   159241 agtagtggag caatttacaa attgggatcg tctatcgata gactttctct aaataggact 

   159301 attgttacaa aagttaataa ttataataat tataataatt ataataatta taataattat 

   159361 aataattata attatgacac attttttgac gatgatgatt gatcgctatt gcacaatttt 

   159421 gtttttttac tttctaatat agtgtttaga ttctttttca tgtgtgaata ttgatttact 

   159481 aaaatatcta tgtttaactt ttgttctata acgtccttat cggcggtatc ggtacatata 

   159541 cgtaattcac cttcacaaaa tacggagtct tcgataataa tagccaaacg attattggat 

   159601 ctagccgtct gtatcatatt caacatattt aatatatcct ttcgtttccc ctttacaggc 

   159661 atcgatcgta gcatattttc agcgtctgag atggaaatgt taaaactaca aaaatgcgta 



   159721 atgttagccc gtcccaatat tggtacgtgt ctataagtct ggcatagtag aataatagac 

   159781 gtgttcaaat gccttccgaa gtttaagaat tctattagag tattgcattt tgatagttta 

   159841 tcacctacat catcaaaaat aagtaaaaag tgtgctgatt ttttatgatt ttgtgcaaca 

   159901 gcaatacatt tttctatgtt acttttagtt cgtatcagat tatattctag agcttcctga 

   159961 ctactaacga aattaatatg atttggccaa atgtatccat cataatctgg attataaacg 

   160021 ggtgtaaaca agaatatgtg tttatatttt ttaactaatg tagaaaacag agatagtaaa 

   160081 tagatagttt ttccagatcc agatcctccc gttaaaacca ttctaaacgg catttttaat 

   160141 aaattttctc ttgaaaattg tttttcttgg aaacaattca taattatatt tacagttact 

   160201 aaattaattt gataataaat caaaatatgg aaaactaagg tcgttagtag ggaggcaaac 

   160261 aaagaaggca cattgtgata taaataatat ttattattta ttatcatgat gacaccagaa 

   160321 aacgacgaag agcagacatc tgtgttctcc gctactgttt acggagacaa aattcaggga 

   160381 aaaaataaac gcaaacgcgc gattggtcta tgtattagaa tatctatggt tatttcacta 

   160441 ctatctatga ttaccatgtc cgcgtttctc atagtgcgcc taaatcaatg catgtctgct 

   160501 aacgaggctg ctattaccga cgctgctgtt gccgttgctg ctgcatcatc atctacccat 

   160561 agaaaggttg ctgcttctag cactacacaa tatgatcaca aagaaagctg taatggttta 

   160621 tattaccagg gttcttgtta tatattccat tcagactaca agtcattctc ggatgctaaa 

   160681 gcaaactgca ctacggaatc atcaacacta cccaataaat ccgatgtctt gactacctgg 

   160741 ctcattgaat atgttgagga tacatgggga tctgatggta atccaattac aaaaactaca 

   160801 tccgattatc aagattctga tgtatcacaa gaagttagaa agtatttttg tgttaaaaca 

   160861 atgaactaat atttattttt gtacataaat aaatgaaatc gcttaataga caaactgtaa 

   160921 gtaggtttaa gaagttgtcg gtgccggccg ccataatgat gatactctca accattatta 

   160981 gcggcatagg aacatttctg cattacaaag aagaactgat gcctagtgct tgcgccaatg 

   161041 gatggataca atacgataaa cattgttatc tagataccaa cattaaaatg tccacagata 

   161101 atgcagttta tcagtgtcgt aaattacgag ctagattgcc tagacctgat actagacatc 

   161161 tgagagtatt gtttagtatt ttttataaag attattgggt aagtttaaaa aagaccaatg 

   161221 ataaatggtt agatattaat aatgataaag atatagatat tagtaaatta acaaatttta 

   161281 aacaactaaa cagtacgacg gattctgaag cgtgttatat atacaagtct ggaaaactgg 

   161341 ttaaaacagt atgtaaaagt actcaatctg tactatgtgt taaaagattc tacaagtaac 

   161401 aacaaaaaat gaaataataa taagccttta acgaacgccg ccatggacgc cgcgtttgtt 

   161461 attactccaa tgggtgtgtt gactataaca gatacattgt atgatgatct tgatatctca 

   161521 atcatggact ttataggacc atacatcata ggtaacataa aaactgtcca aatagatgta 

   161581 cgggatataa aatattccga tatgcaaaaa tgctacttta gctataaggg taaaatagtt 

   161641 cctcaggatt ctaatgattt ggctagattc aacatttata gcatttgtgc tgcatacaga 

   161701 tcaaaaaata ccatcatcat agcatgcgac tatgatatca tgttagatat agaaggtaaa 

   161761 catcagccat tttatctatt cccatctatt gatgttttta acgctacaat catagaagcg 

   161821 tataacctgt acacagctgg agattatcat ctgatcatca atccttcaga tgatctgaaa 

   161881 atgaaattgt cgtttaattc ttcattctgt atatcagacg gcaatggatg gatcataatt 

   161941 gatgggaaat gcaatagtaa ttttttatca taaaagttgt aaagtaaata acgcaacaaa 

   162001 tattgaacta gtagtacgta tattgagcaa tcagaaatga tgctggtacc acttgtcaca 

   162061 gtgaccgtag ttgcgggaac aatattagta tgttatatat tatatatttg taggaaaaag 

   162121 atacgtactg tctataatga caataaaatt atcatgacaa aattaaaaaa gataaagagt 

   162181 tctaattcca gcaattctag taaatcaacc gatagcgaat cagattggga ggatcactgt 

   162241 agtgccatgg aacaaaataa tgacgtagat aatatttcta ggaatgagat attggacgat 

   162301 gatagctttg ctggtagttt aatatgggat aacgaatcca atgttgtggc gcctagtaca 



   162361 gaacacattt acgatagtgt tgctggaagc acgctgctaa taaataatga tcgtaatgaa 

   162421 cagactattt atcagaacac tacagtagta attaatgaga cggagactga agtacttaat 

   162481 gaagatacca aacagaatcc tagctattct tccaatcctt ttgtaaatta taataaaacc 

   162541 agtatttgta gcaagtcaaa tccgttcatt acagaactca acaataaatt tagtgagaat 

   162601 aatccgttta ggagagcaca tagcgatgat tatctaaata agcaagaaca agatcgtgat 

   162661 caagatcata aacatgatta tatagaatca tcggttgtat cattggtctg attagtttcc 

   162721 tttttataaa attgaagtaa tatttagtat taattgctgc cgtcgcattg tacaaatatg 

   162781 gagatattcc ctgtattcgg catttctaaa attagcaatt ttattgctaa taatgactgt 

   162841 agatattata tagatacaga acatcaaaaa attatatctg atgagatcaa tagacagatg 

   162901 gacgaaacag tacttcttac caacatctta actgtagaag ttgtaaatga caatgagatg 

   162961 taccatctta ttccccatag actatcgact attatactct gtattagttc tgtcggagga 

   163021 tgtgttatct ctatagataa tgacatcaat gacaaaaata ttctaacatt tcccattgat 

   163081 catgctgtaa tcatatctcc actgagtaaa tgtgtcgtag ttagcaaggg ccctacaacc 

   163141 atactggttg ttaaagcgga tatacccagc aaacgattgg taacatcatt tacaaacgac 

   163201 atactgtatg taaacaatct atcactgatt acttatttgc ctttgtctgt attcatcatt 

   163261 agacgagtca ccgactattt ggatagacat atatgcgatc agatatttgc taataataag 

   163321 tggtattcca ttataaccat cgacgataag caatatccta ttccatcaaa ctgtataggt 

   163381 atgtcttctg ctaagtacat aaattcgatc atcgagcaag atactttaat ccatgtttgt 

   163441 aacctcgaac atccattcga cgccgtgtac aaaaaaatgc agtcttacaa ttctctacct 

   163501 atcaaggaac aaatattgta cggtagaatt gataatataa atatgagcat tagtatttct 

   163561 gtcaattaat agatttctag gtacgaatca ttaatcatct ctaatctcga aatacctcca 

   163621 taaaacgaaa atgctgctac aaatgaaaaa aaagctgtta ctaaatacta ttcagaatga 

   163681 attcattctt ctcttctctt tttatgaaac tctgttgtat atctactgat aaaactggaa 

   163741 gcaaagaatc tgatagaaag aataagaata agatcaagga ttatatggaa catgattatt 

   163801 ataaaatagt aatagtcccc ggttcctctt ccacgtctac tagctcgtgg tattatacac 

   163861 atgcctagta atagtctctt tgcgttgacg gaaagcagac tagaaataac aggctaaaat 

   163921 gttcagacac cataatagtt cccaacccag ataataacag agtaccatca acacattcct 

   163981 ttaaactcaa tcccaaaccc aaaaccgtta aaatgtatcc agccaattga tagtagataa 

   164041 tgaggtgtac agcgcatgat aatttacaca gtaaccaaaa tgaaaacact ttagtaatta 

   164101 taagaaatat agatggtaac gtcatcatca acaatccaat aatatgtcgg agagtaaaca 

   164161 ttgacggata aaacaaaaat gctccgcata actctaccat ggcaataaca caaccaaata 

   164221 cttgtaagat tcctaaatta gtagaaaata caacggatat cgatgtataa gcgatttcga 

   164281 gaaataataa gaataaagta atgcccgtaa agataaacat caacattgtt tggtaatcat 

   164341 taaaccaatt agtatgatgt tgaactaatt tcacagtaga ttttattcca gtgttatcct 

   164401 cgcatgtata cgtacctggt aagatatctt tatattccat aatcaatgag acatcactat 

   164461 ccgataacga atgaagtcta gcactagtat gccatttact taatatggtc gtcttggaag 

   164521 ttttattata agttaaaata tcatggttat ccaatttcca tctaatatac tttgtcggat 

   164581 tgtctatagt acacggaata atgatggtat cattacatgc tgtatactct atggtctttg 

   164641 tagttgttat aacaaccaac gtatagaggt atatcaacga tattctaact cttgacattt 

   164701 ttatttattt aaaatgatac ctttgttatt tattttattc tattttgcta acggtatcga 

   164761 atggcataag tttgaaacga gtgaagaaat aatttctact tacttattag acgacgtatt 

   164821 atacacgggt gttaatgggg cggtatacac attttcaaat aataaactaa acaaaactgg 

   164881 tttaactaat aataattata taacaacatc tataaaagta gaggataagg atacattagt 

   164941 atgcggaacc aataacggaa atcccaaatg ttggaaaata gacggttctg aagatccaaa 



   165001 acatagaggt agaggatacg ctccttatca aaagagcaaa gtaacgataa tcagtcacaa 

   165061 cggatgtgta ctatctgata taaacatatc aaaagaagga attaaacgat ggagaagatt 

   165121 tgacggacca tgtggttatg atttatacac ggcagataac gtgattccaa aagatggtgt 

   165181 acgaggagca ttcgttgata aagacggtac ttatgacaaa gtttacattc ttttcaccga 

   165241 tactataggc tcaaagagaa ttgttaaaat tccgtatata gcacaaatgt gcctaaacga 

   165301 cgaaggtggt ccatcatcat tgtctagtca tagatggtcg acgtttctca aagtagaatt 

   165361 agaatgtgat atcgatggaa gaagttatag acaaattatt cattctaaaa ctataaaaac 

   165421 ggataatgat acgatactat atgtattctt cgatagtcct tattccaagt ccgcattatg 

   165481 cgcctattcg atgaattcca ttaaacaatc tttttctacg tcaaaattgg aaggatatac 

   165541 gaagcaattg ccgtctccag ctcctggtat atgtctaccg gctggaaaag ttgttccaca 

   165601 taccacgttt gaagtcatag aaaaatataa tgtactagac gatattataa agcctttatc 

   165661 taaccaacct atcttcgaag gaccatctgg agttaaatgg tttgatataa aggagaagga 

   165721 aaatgaacat caggaatata gaatatactt cataaaagaa aatactatat attcgttcga 

   165781 tacaaaatct aaacaaactc gtagtgcaca agttgatgcg cgactatttt cagtaatggt 

   165841 aacttcgaaa ccgttattta tagcagatat agggatagga gtaggaatgc cacgaatgaa 

   165901 aaaatactta aaatgtaatc ttatcgagta cacacaacaa tgaacaaacc taagacagat 

   165961 tatgctggtt atgcttgctg cgtaatatgc ggtctaatta tcggaattat ttttacagcg 

   166021 acactattaa aaacaataga acgcaaggta gtaattaata caccatcaat agataaaacg 

   166081 ataaaagatg catacatcag agaagactgt cctgctgact ggataagcta taataataaa 

   166141 tgtatccatt tatctactga tcgaaaaacc tgggaggaag gacgtaatgc atgcaaagct 

   166201 ctaaatccaa attcggatct aattaagata gagactccaa acgagttaag ttttttaaga 

   166261 agccttagaa gaggctattg ggtaggagaa tccgaaatat taaaccagac aaccccatat 

   166321 aatattatag ctaagaatgc cacgaagaat ggaactaaaa aacggaaata tatttgtagc 

   166381 acaacgaata tccccaaact gcattcgtgt tacactatat aataatacat aaaactatgc 

   166441 tacattttta tcataacact atttctgtta gatggtttaa aaaaaaataa atatcgccgt 

   166501 accgttctta tttttataaa aataacaatt aacaactatc aaattttttc tttaatattt 

   166561 tacgtggttg accattcttg gtggtaaaat aatctcgtag tgttggaatg gaatgctgtt 

   166621 taatgtttcc gcactcatcg tatattttga cgtatgcagt cacatcttct acgcaatagt 

   166681 cagactgtag ttcgatcata cttcctacat tagaaggagg aacagtttta aagtctcttg 

   166741 gttttaatct attgccgttt ttcatgaaat cctttgtttt atccacttca cattttaaat 

   166801 aaatgtccac tatacattct tctgttaatt ttactagatc gtcatgggtc atagaattta 

   166861 taggttccgt agatggcttc aaactagcaa acttcgcgta tacggtatcg cgattagtgt 

   166921 atacaccaac tgtatgaaaa ttaagaaaac agtttaatag atcaacagaa atatttaatc 

   166981 ctccgtttga tacagatgca ccatatttat ggatttcgga ttcacacgtt gtttgtctga 

   167041 ggggttcgtc tagtgttgct tctacataaa cttcgattcc catatattct ttattgttag 

   167101 aatcgcatac cgatttatca tacgctggtt cacttgtttg aaaactaaat ggtagaccca 

   167161 tcaaaataat aaataatgag tacattctgc aatattgtta tcgtaattgg aaaattagtg 

   167221 ttcaagtgag tcggattatg tgagtactgg attgtatatt ttattttata ttttatattt 

   167281 tgtagtaaga atagaatgct aatgacaagt ttattacaat agatgtctta ttaaaaaaca 

   167341 tatataataa ataacaatgg ctgaatggca taaaattatc gaggatatct caaaaaataa 

   167401 taagttcgag gatgccgcca tcgttgatta caagactaca aagaatgttc tagctgctat 

   167461 tcctaacaga acatttgcca agattaatcc gggtgaaatt attcctctca tcactaatcg 

   167521 taatattcta aaacctctta ttggtcagaa atattgtatt gtatatacta actctctaat 

   167581 ggatgagaac acgtatgcta tggagttgct tactgggtac gcccctgtat ctccgatcgt 



   167641 tattgcgaga actcataccg cacttatatt tttgatgggt aagccaacaa catccagacg 

   167701 tgatgtgtat agaacgtgta gagatcacgc tacccgtgta cgtgcaactg gtaattaaaa 

   167761 tgaaaagtaa tattcatgtg tagtgtcaat tttaaatgat gatgatgaaa tggataatgt 

   167821 caataatgmy gatgtcaata atgccggtat tggcatacag ctcatcgatt tttagatttc 

   167881 attcagagga tgtggaatta tgttatgggc atttgtattt tgataggatc tataatgtag 

   167941 taaatataaa atataatccg catattccat atagatataa ttttattaat cgcacgttaa 

   168001 ccgtagatga attagatgat aatgtctttt ttacacatgg ttatttttta aaacataaac 

   168061 atggttcact taatcctagt ttgattgtct cattatcagg aaacttaaaa tataatgata 

   168121 tacaatgctc agtaaatgta tcgtgtctta ttaaaaattt ggcaacgagt acatatacta 

   168181 tattaacatc taaacacaag acttattctc tacatcggtc caagtgtatt attataatag 

   168241 gatacgattc tattctatgg tataaagata tatatgacaa gtataatgac atctatgatt 

   168301 ttactgcaat atgtatgctg atagcttcta cattgatagt gtcaatatac gtgtttaaaa 

   168361 aaataaaaat gaactcttaa ttatgctatt agaaatggat aaaatcaaaa ttacggttga 

   168421 ttcaaaaatt ggtaatgttg ttaccatatc gtataacttg gaaaagataa ctattgatgt 

   168481 cacaccaaaa aagaaaaaag aaaaggaggt gttggtacaa gtgattaacg ctgacgaggc 

   168541 aaaagatgtt aaagaggaag aaaaaaatat tattgatatt actgatgacg atggtatgga 

   168601 tgtagagagt tctgtgatct acgaataaaa taagtattga ttaatacttt atacttttta 

   168661 tttacggtat tcctactgtg tagtgctacc tactcgatta tttttttaaa aaaatactta 

   168721 ttctgattct agccatttcc ttgttcgttc gaatgccaca tcgacgtcaa atatagggga 

   168781 gtagttgaaa tctagttctg cattgttggt acgcacctca aatgtagtgt tgtatatctt 

   168841 caatgtatag ttgttaagta gtgatggttt cctaaataga attctcttca tatcattctt 

   168901 gtacgcgtac atttttagca tccatcttgg aatcctagat ccttgttcta ttcccaatgg 

   168961 tttcatcaat agaagattaa acatatcgta cgaacacgat ggagagtaat cgtagcaaaa 

   169021 gtaagcattt cctttaatct cagatcccgg atactggata tattttgcag ccaacacatg 

   169081 catccatgca acatttccta catatacccg gctatgcacc gcgtcatcat cgactgtacg 

   169141 atacatgatg ttaccgtgtt gcttacattg ctcgtaaaag actttcgtca atttgtctcc 

   169201 ttctccgtaa attccagtgg gtcttagaca acaagtatac aactttgctc cattcatgat 

   169261 tacggaatta ttggctttca taaccagttg ctcggccata cgtttacttt ttgcgtatac 

   169321 atgtcctggt gatatatcat aaagtgtatg ctcatgaccg atgaatggat caccgtgttt 

   169381 atttggtcct attgcttcca tgctactagt atagatcaaa tacttgattc ctaggtccac 

   169441 acaagctgcc aatatagtct gtgttccata atagtttact ctcatgattt cattattagt 

   169501 gtattttcca aatacatcca ctagagcagc cgtatgaata atcagattta ccccatctag 

   169561 tgcctctctc accttatcaa agtcgtttat atcacattgt atgtaattta taaccttaac 

   169621 ctttgatgtg agtggttgtg gatcttctgc aacatcgata actctgattt cctgaacatc 

   169681 atctgcacta attaaaagtt ttactatatg cctgcctaga aatccggcac cgccagtaac 

   169741 cgcgtacacg gccattgctg ccactcgtaa taacagacta cttattctat tttactaaat 

   169801 aatggctgtt tgtataatag atcacggtaa tatcagagga gttatttact ttgaaccagt 

   169861 ccatggaaaa gataaagttt taggatcagt tattggatta aaatccggaa cgtatagttt 

   169921 gataattcat cgttacggag atattagtcg aggatgtgaa tccataggca gtccagaaat 

   169981 atttatcggt aacatctttg taaacagata tggtgtagca tatgtttatt tagatacaga 

   170041 tgtaaatata tctacaatta tcggaaaggc gttatctatt tcaaaaaatg atcagagatt 

   170101 agcgtgtgga gtcattggta tttctttcat aaatgaaaag ataatacatt ttcttacaat 

   170161 taatgagaat ggcgtttgat atatcagtta atgcgtctaa aacaataaat gcattagttt 

   170221 acttttctac tcagcaaaat aaattagtca tacgtaatga agttaatgat acacactaca 



   170281 ctgtcgaatt tgatagggac aaagtagttg acgcgtttat ttcatataat agacataatg 

   170341 actccataga gataagaggg gcgcttccag aggaaactaa tattggttgc acggttaata 

   170401 cgccggttag tatgacttac ttgtataata agtatagttt taaactgatt ttagcagaat 

   170461 atataagaca cagaaatact gtatccggca atatttattc ggcattgatg acactagatg 

   170521 atttggctat taaacagtat ggagacattg atctattatt taatgagaaa cttaaagtag 

   170581 actccgattc tggactattt gactttgtca actttgtaaa ggatatgata tgttgtgatt 

   170641 ctagaatagt agtagctcta tctagtctag tatctaaaca ttgggaattg acaaataaaa 

   170701 agtataggtg tatggcatta gccgaacata tagctgatag cattccaata tctgagctat 

   170761 ctagactacg atacaatcta tgtaagtatc tacgcggaca cactgagacc atagaggatg 

   170821 aatttgatta ttttgaagac gatgattcgt ctacatgttc tgccgtaacc gacagggaaa 

   170881 cggatgtata atttttttta tagtgtgaag aatatgataa aaaatataat tattgtatcc 

   170941 attcccattc caatcacatt atatgattct gtaaaaaaaa ttatactgta acacaatgaa 

   171001 gtagtctcat agatgtatag aggtcagata ctggtttgat aaacttttta ttccacatga 

   171061 gtatgtttga ctttatggtt agacccgcat actttaacaa atcactgaaa attggagtta 

   171121 ggtattgacc tctcagaatc agttgccgtt ctggaacatt aaatgtattt tttatgatat 

   171181 actccaacgc atttatgttg gcatacaaca agtcattact aatggagtat tccaagagtt 

   171241 ttaattggct agtatttagc aagagaagag atttcaacaa actgtttatg aactcgaatg 

   171301 ccgcctcatt gtcacttata ttgatgatgt cgaattctcc taatatcatc actgatgagt 

   171361 agctcatctt gttattggga tccaagcttt ctaaagatgt cattaaaccc tcgatcatga 

   171421 atggatttat catcatcgtt tttatgttgg atatgagctt agtccgtttg tccacatcta 

   171481 tagacgatga tttctgaatt attgcatata tctctctctt taactccagg aacttgtcag 

   171541 gatgatctac tttaatatgt tctcgtctaa gagatgaaaa tctttggatg gttgcacgtg 

   171601 acttttctct aaaggatgat gttgcccaag atcctctttt aaatgaatcc atcttatcct 

   171661 tggacaagat ggacagtcta ttttccttag atggtttgat atttttatta cccatgatat 

   171721 tctataaagg tagacctaat cgtctcggat gacctatata tttattttca gttttattat 

   171781 acgcataaat tgtaaaaaat atgttaggtt tacgaaaatg tctcgtgggg cattaatcgt 

   171841 ttttgaagga ttggacaaat ctggaaaaac aacacaatgc atgaacatca tggaatcgat 

   171901 aacttcaaac acgataaaat atcttaactt tcctcagaga tccaccgtca ctggaaagat 

   171961 gattgatgat tatctaactc gtaaaaaaac ctataatgat catatagtta atctattatt 

   172021 ttgtgcaaat agatgggagt ttgcatcttt tatacaagaa caactagaac agggaattac 

   172081 tttaatagtt gatagatacg cgttctctgg agtagcgtat gccgccgcta aaggcgcatc 

   172141 aatgactctg agtaagagtt atgaatctgg attgcctaaa cccgacttag ttatattctt 

   172201 ggaatctggt agcaaagaaa ttaatagaaa cgtcggcgag gaaatttatg aagatgttac 

   172261 attccaacaa aaggtattac aagaatataa aaaaatgatt gaagaaggag atattcattg 

   172321 gcaaattatt tcttctgaat tcgaggaaga tgtaaagaag gagttgatta agaatatagt 

   172381 tatagaggct atacacacgg ttactggacc agtggggcaa ctgtggatgt aataaagtga 

   172441 aattacattt tttataaata gatgttagta cagtgttaga aatggatgaa gcatattact 

   172501 ctggtaactt ggaatcagta ctcggatatg tgtccgatat gcataccgaa ctcgcgtcaa 

   172561 aatctcaact aatcattgca aagatagaaa ctatagataa tgatatatta aacaacgaca 

   172621 ttgtaaattt tatcatgtgt agatcaaact tggataatcc atttatctct ttcctagata 

   172681 ctgtatatac tattatagat caagagaact atcagactga gttgattaat tcattagacg 

   172741 acaatgaaat tatcgattgt atagttaaca agtttatgag cttttataag gataacctag 

   172801 aaaatatagt agatgctatc attactctaa aatatataat gaataatcca gattttaaga 

   172861 ctacgtatgc tgaagtactc ggttccagaa tagccgatat agatattaaa caagtgatac 



   172921 gtaagaatat actacaattg tctgatgata tccgcgaacg atatttgtga aaatatttaa 

   172981 aaaaaaatac ttttttatta aatgacgtct cttcgtgaat ttagaaaatt atgccgtgat 

   173041 atatatcaag catcaggata taaagaaaaa tctaaattaa ttagagactt tataacagat 

   173101 agggatgata cagatacgta tttgatcatt aagctgttgc ttcccggatt agatgataga 

   173161 atttataaca tgaacgataa acaaattata aaattatata gtataatatt taaacaatct 

   173221 caggaagata tgctacaaga tttaggatac ggatatatag gagacactat tagtacattc 

   173281 ttcaaagaga acacagaaat ccgtccaaaa gataaaagca ttttaacttt agaagaagtg 

   173341 gatagtttct taactacatt atcatccgta actaaagaat cgcatcaaat aaaattattg 

   173401 actgatatcg cgtccgtttg tacatgtaat gatttaaaat gtgtagtcat gcttattgat 

   173461 aaagatctaa aaattaaagc gggtcctcgg tacgtactta acgctattag tcctaatgcc 

   173521 tatgatgtgt ttagaaaatc taataacttg aaagagataa tagaaaatgc atctaaacaa 

   173581 aatctagact ctatatctat ttctgttatg actccaatta atcccatgtt agcagaatca 

   173641 tgtgattctg tcaataaggc gtttaaaaaa tttccatcag gaatgtttgc ggaagtcaaa 

   173701 tacgatggtg aaagagtaca agttcataaa aaaaataacg agtttgcctt ctttagtaga 

   173761 aacatgaaac cagtactctc tcataaagtg gattatctca aagaatacat accgaaagca 

   173821 tttaaaaaag ctacgtctat catattggat tctgaaattg ttcttgtaga cgaacataat 

   173881 gtaccgcttc cgtttggaag tttaggtata cacaaaaaga aagaatataa aaactctaac 

   173941 atgtgtttgt ttgtgtttga ctgtttatac tttgatggat tcgatatgac ggacattcca 

   174001 ttgtatgaac gaagatcttt tctcaaagat gttatggttg aaatacccaa tagaatagta 

   174061 ttctcagagt tgacgaatat tagtaacgag tctcagttaa ctgacgtatt ggatgatgca 

   174121 ctaacgagaa aattagaagg attggtctta aaagatatta atggagtata cgaaccggga 

   174181 aagagaagat ggttaaaaat aaagcgagac tatttgaacg agggttctat ggcagactct 

   174241 gccgacttag tagtactagg tgcttactat ggtaaaggag caaagggtgg tatcatggca 

   174301 gtctttctaa tgggttgtta cgacgatgaa tccggtaaat ggaagacggt aactaaatgt 

   174361 tccggacacg atgataatac gttaagagtt ttgcaagacc aattaaagat gattaaaatt 

   174421 aacaaggatc ccaaaaaaat tccagagtgg ttggaagtta ataaaatcta tattcccgat 

   174481 tttgtagtag aggatccaaa acaatctcag atatgggaaa tttcaggagc agagtttaca 

   174541 tcttccaagt cacatacagc gaatggaata tcgattagat ttcctagatt tactaggatt 

   174601 agagaagata aaacgtggaa agaatctacg catctaaacg atttagtaaa cttaactaaa 

   174661 tcttaatagt tacatacaaa ctgaaaatta aaataacact atttagttgg tggtcgccat 

   174721 ggatggtgtt attgtatact gtctaaacgc gttagtaaaa catggcgagg aaataaatca 

   174781 tataaaaaat gatttcatga ttaaaccatg ttgtgaaaga gtttgtgaaa aagtcaagaa 

   174841 cgtacacata gacggacaat ctaaaaacaa tacagtgatt gcggatttgc catatctgga 

   174901 taatgctgta tcggatgtat gcgaatcaat atataaaaag aatgtatcaa gaatatccag 

   174961 atttgctaat ttgataaaga tagatgacga tgacaagact cctaccggtg tatataatta 

   175021 ttttaaacct aaagatgcta ttcctgttat catatctata ggaaaggata aagatgtctg 

   175081 tgaactatta atctcatctg ataaagcgtg tgcatgtata gagttaaatt catataaagt 

   175141 agccattctt cccatgaatg tttccttttt taccaaagga aatgcatcgt tgattattct 

   175201 cctgtttgac ttctctatcg atgcggcacc tctcttaaga agtgtaagcg ataatagcgt 

   175261 ggttatatct agacacagac gtctacatga cgagcttccg agttccaatt ggttcaagtt 

   175321 ttacataagt ataaagtctg actattgttc tatcttatat atggtagtta atggatctgt 

   175381 gatgtatgca atagctaata atagaactca cgcaattatt agcaaaaata tattagacaa 

   175441 taccacaatt aacgatgagt gtagatgctg ttattttgaa ccacagatta agattctcga 

   175501 tagagatgag atgctcaatg gatcatcgtg tgatatgaac agacattgta ttatgatgaa 



   175561 tttacccgat gtaggcgaat ttggatctag tatattgggg aaatatgaac ctgacatgat 

   175621 taagattgct ctttcggtcg caggtagttt aataagaaat cgagactaca ttcctggaag 

   175681 acgaggctat agctattacg tttacggtat agcctctaga taattttttt taagcacaaa 

   175741 ataaaaacat aattttaaac tagtctattt catactattt tatgtgatca ccatggacat 

   175801 aaagatagat attagtattt ctggcgacaa agttacagtg actactagga gggaaaacga 

   175861 agaacgaaaa aaatatctac ctctccaaaa agaaaaaact actgatgtta tcaaacctga 

   175921 ttatcttgag tacgatgact tgttagatag agatgatatg tctactattc tagaggaata 

   175981 ttttatgtac cgaggtctat taggcctcag aataaaatat ggacgactct ttaacgaaat 

   176041 tagaaaattc gacaatgatg cggaagaaca attcggtact atagaagaac tcaaacagaa 

   176101 acttagatta aactctgaag agggagcaga taactttata gattatataa aggtacaaaa 

   176161 acaggatatt gtcaaactta cagtgtacga ttgcatatct atgataggat tgtgtgcgtg 

   176221 tgtggtagat gtttggagaa aggagaaact gttttctaga tggaaatatt gtctacgagc 

   176281 tattaaactg tttattgatg atcacatgct tgataagata aaatctatac tacagaatag 

   176341 actagtgtac gtggaaatgt catagaaagt gagcaaaaat tataatgttg tattctaatc 

   176401 ccatatttat tatttttttc tgtaatagtt agaaaaatac attcgatggt ctatctacca 

   176461 gattattatg tgttataagg tactttttct cataataaac tagagtatga gtatgatagt 

   176521 gttttttcaa aacatataaa tctaaaattg atggatgtgt tacagctatt aatttcgaaa 

   176581 aatatatttt aatctgataa ctttaaacat ggatttttga tgacatagtg gtttaaagtt 

   176641 taaacagatt tttttattgt agtattatat gataatatca aaacgatgga tataaagaat 

   176701 ttgctgactg tatgtactat tttgtacatc agtacattgg ttacagcaga tatacctact 

   176761 tcgtcactgc cacatgctcc ggtaaacggg acatgtgaag agggagaata tcttgataag 

   176821 acgcataatc aatgttgtaa tcggtgtcct cctggagaat ttgccaaggt tagatgtaat 

   176881 ggtaacgata acacaaaatg tgaacgctgt ccacctcata catataccac agtacccaat 

   176941 tattctaatg gatgccatca atgtagaaaa tgcccaacag gatcatttga taaggtaaag 

   177001 tgtaccggaa cacagaacag taaatgttcg tgtcttcctg gttggttttg cgctactgat 

   177061 tcttcgaaga ctgaagattg tcgagattgt ataccaaaaa ggaaatgtcc atgcggatac 

   177121 tttggtggaa tagatgaact cggaaatcct ctttgtaaat cgtgttgtgt tggtgaatat 

   177181 tgcgacgaca tacgtaatca tagagttggt ccttttcctc catgcaaact atctaaatgt 

   177241 aattagccat gatcatgtta ccatacatca tatcgctact tggtagcgta ttattcagta 

   177301 tgaagatcta ttaataataa ttatcttatt tatttcttga tattaatcgg tgtcctaata 

   177361 atataaaata cttatggaaa taaattgtaa acaagatgaa ttaatacaca atacatcctt 

   177421 atactcagct tgttcaaatt ttataaagaa tcatattcat taggcatata ataaaaaata 

   177481 taatttataa tacacttaca gcgtcatcat gcataacagc agtgaattaa ttgctgttat 

   177541 taatggattt agaaatagtg gacgattttg tgatattaat atagttatta atgatgaaag 

   177601 gataaacgct catagactca tgctatctgg agcatccgaa tatttttcca ttctattttc 

   177661 tagtgatttt atcgattcta atgactacga agttaatcta agtcatttag attatcaaag 

   177721 tgtgaacgat ttgatcgatt acatttatgg gatacctttg agcctaacta acgataacgt 

   177781 gaaatatatt ctttcaaccg ctgatttttt acaaattgga tctgccatta ctgagtgcga 

   177841 aaaatacata cttaaaaatc tttgttctag aaactgtatc gatttctaca tatacgctga 

   177901 taaatataat aacaagaaaa tagaatcagc gtcgtttaac acaatattac gaaatatttt 

   177961 gagactcatt aacgatgaaa actttaaata cttgacagag gaatcaatga taaaaatttt 

   178021 aagcgatgat atgttaaata taaaaaatga ggatttcgca ccactaattc tcattaaatg 

   178081 gttagagagt acacaacaac catgcaccgt cgagttactt agatgcctca gaatatcatt 

   178141 gctttcccca caagttataa aatcacttta tagtcatcga ctggttagtt caatctacga 



   178201 atgtataaca ttcttaaaca atatagcatt cttggatgaa tcatttccta gataccatag 

   178261 catcgagttg atatctatcg gtataagtaa ttcgcatgat aagatttcca taaactgcta 

   178321 caatcgtaaa aaaaatacat gggagatgat atcttcacgt agatataggt gtagtttcgc 

   178381 agtggccgtc ctggataata ttatctatat gatgggtgga tatgatcagt ccccgtatag 

   178441 aagttcaaag gttatagcgt acaacacatg tacaaattct tggatatatg atataccaga 

   178501 gctaaaatat cctcgttcta attgcggagg agttgccgat gacgaataca tttattgtat 

   178561 aggcggcata cgcgatcagg attcatcgtt gatatctagt attgatagat ggaagccatc 

   178621 aaaaccatat tggcagacgt atgctaaaat gcgcgagcca aaatgtgata tgggggttgc 

   178681 gatgttaaac ggattaatat atgtcatagg tggaatcgtt aaaggtgatg cgtgtaccga 

   178741 cgcactagag agtttatcag aagatggatg gatgaagcat cagcgccttc caataaaaat 

   178801 gtccaatatg tcgacgattg ttcatgctgg taagatttat atatctggag gttataacaa 

   178861 tagtagtgcc gttaatggac catcgaatct agtccttagc tataatccga tatatgatga 

   178921 atggaccaaa ttatcatcat taaatattcc tagaattaat cccgctctat ggtcagcgca 

   178981 taataaatta tatgtaggcg gaggaatatc tgatgatcaa actactacat ctgaaacata 

   179041 tgataaagaa aaagattgtt ggacattgga taatggtcac gtgttaccac gcaattatat 

   179101 aatgtataaa tgcgaaccta ttaaacataa atatccattg gaaaaaatac agtacacgaa 

   179161 tgattttcta aagtgtttgg agagttttat agatagttga tagaccaaaa tacataattt 

   179221 tgtaaaaata aatcactttt tatacactaa tatgacacga ttgccaatac ttctgttact 

   179281 aatatcatta gtatacgcta cacatacatc taaaaaaata ggtgatgatg caactctatc 

   179341 atgtagtcga aataatacaa gtgactacgt tgttatgagt gcttggtata aggagcccaa 

   179401 ttccattatt cttttagctg ccaaaagtga cgtcttgtat tttgataagt ataccaagga 

   179461 taaaatatct tacgattctc catacgatga tctagctaca actatcacaa ttaaatcatt 

   179521 gacttctgaa gatgccggta cttatgtatg tgcattcttt atgacaaatg acaccactga 

   179581 taaagtagaa tatgaagaat actctacaga gttgattgta aatacagata gtgaatcgac 

   179641 tatagacata atactatctg gatctacacc ggaaactatt tctgagaaac ctgattatat 

   179701 agataattct aattgctcgt ctgtattcga aatcgcgact ccggaaccaa ttactgataa 

   179761 tgaagaagat catactgtca catatactag tgaaaatatt aatacagtaa gtacaacaga 

   179821 cgagactacg gaaccaatta ctgataatga agaagacgct gtctcataca ctacagtaag 

   179881 tacatcatct ggaattgtca ctactaaatc aaccaccgat gatgcggatc tttatgatac 

   179941 gtacaatgat aatgaatcat ctactgtgtc accaacaact gtagaaaaca tcacgaaatc 

   180001 tataggtaag tatagtacta aagactatgt cgaagtattt ggtattgcag cattaattat 

   180061 attgtcggcc gtggcagttt tctgtatcac atattatata tgtaataaac gttcacgtaa 

   180121 atacaaaaca gaaaacaaag tctagatttt gacttacata aatgtctggg atagtaaaat 

   180181 ctatcatatt gagcggacca tctggttcag gaaagacagc tatagtcaaa agactgttaa 

   180241 aagactatgg aaatatattt ggatttgtgg tgtcccatac cactagattt cctcgtccta 

   180301 tggaacgaga aggtgtcgat taccattacg ttaacagaga ggccatctgg aagggaatag 

   180361 ccgctggaaa ctttctagaa catactgagt ttttaggaaa tatttacgga acttctaaaa 

   180421 ctgctgtgaa tacagcggct attaataatc gtgtttgtgt gatggatcta aacatcgatg 

   180481 gcgttagaag tcttaaaaat acttacctaa tgccttactc ggtgtatata agacctacct 

   180541 ctcttaaaat ggttgagacc aagcttcgtc gtagaaacac tgaagcggac gatgagattc 

   180601 atcgtcgtgt gatgttggca aaaacggata tggatgaggc caatgaagca ggtctattcg 

   180661 acactattat tattgaagat gatgtgaatt tagcatatag taagttaatt cagatactac 

   180721 aagaccgtat tagaatgtat tttaacacta attagagact taaaacttga taattaataa 

   180781 tataactcgt ttttatatgt gactatttca acgtctaatg tattagttaa atattaaaaa 



   180841 cttaccacgt aaaacttaaa atttaaaatg gtatttcatt gacgatagat catacattat 

   180901 gaactttcaa ggacttgtct taaccgacaa ttgtaaaaat caatgggtcg ttggaccatt 

   180961 aataggaaaa ggtggatttg gtagtattta tactactaat gacaataatt atgtagttaa 

   181021 aatagagccc aaagcgaacg gatcattatt tactgaacag gcattttata ctagagtact 

   181081 taaaccatcc gttatcgaag aatggaaaaa aactcgccat ataaagcacg taggtcttat 

   181141 cacgtgcaag gcatttggtc tatacaaatc cattaatgtg gaatatcgat tcttggtaat 

   181201 taatagattg ggtgcggatc tagatgcggt gatccgggct aacaataata gactaccaaa 

   181261 aaggtcggtg atgttagtcg gaatcgaaat cttaaatacc atacaattta tgcacgagca 

   181321 aggatattct cacggagaca ttaaagcgag caatatagtc ttggatcaaa tggataagaa 

   181381 taaattatat ctagtggatt acggattggt ttctaaattc atgtctaacg gcgaacatgt 

   181441 tccatttata agaaatccaa atagaatgga taacggtact ctagaattta cacctataga 

   181501 ttcgcataaa ggatacgttg tatcgagacg tggagatcta gaaacacttg gatattgtat 

   181561 gattagatgg ttgggaggta tcttgccatg gactaagata tctgaaacaa agaattgtgc 

   181621 attggtaagt gctacaaaac agaaatatgt aaacaatact gcgactttgt taatgaccag 

   181681 tttgcaatac gcacctagag aattgctgca atatattacc atggtaaact ctttgacata 

   181741 ttttgaggaa cccaattacg acgagtttcg gcgcgtatta atgaatggag ttatgtaaaa 

   181801 tttttgttga taaaaaatta aaaataactt agttattatc actctcgcga gtgcaaccga 

   181861 aaacatggcg atgttttacg cacacgcttt cggtgggtac gacgagaacc ttcatgcatt 

   181921 tcctggcata tcatcgacgg ttgccaatga tgtcaggaaa tattctgttg tgtcagttta 

   181981 taataacaag tataagattg taaaaaacaa atatatgtgg tgttacagtc aggtgaacaa 

   182041 gagatatatt ggagcactgc tgcctatgtt tgagtgcaat gaatatctac aaattggaga 

   182101 tccaatccat gatctagaag gaaatcaaat ctctatcgtc acatatcgcc acaaaaacta 

   182161 ctatgctcta agcggaatcg ggtacgagag tctagacttg tgcttggaag gagtagggat 

   182221 tcaccatcac acacttgaag caggtaacgc ggtatatgga aaagttcaac atgattattc 

   182281 tactatcaaa gagaaggcca aagaaatgaa tgcactcagt ccaggaccta tcatcgatta 

   182341 ccacgtctgg ataggagatt gtgtctgtca agttactgct gtagacgtac atggaaagga 

   182401 aattatgaga atgagattca aaaagggtgc agtgcttccg atcccaaatc tggtaaaagt 

   182461 taaacttggg gaggagaatg atacagtaaa tctttccact tccatatcag ctctcctgaa 

   182521 ttccggtggc ggcaccatcg aggtaacatc taaggaagaa cgtgtggatt atgtactcat 

   182581 gaaacgtttg gaatctatac gtcatctgtg gtctgtagtg tatgatcatt ttgatgttgt 

   182641 gaatggcaaa gaacgctgtt atgtacatat gcattcatct aatcaaagtc ctatgctgag 

   182701 tactgtaaaa acaaatttgt atatgaagac tatgggagca tgtcttcaaa tggactacat 

   182761 ggaagctcta gagtatctta gtgaactgaa ggaatcaggt gggcggagtc ccagaccaga 

   182821 attgcccgaa ttcgaatacc cagatggagt ggaagacgcc ggatcaattg agagattggc 

   182881 agaagagttc ttcagtagat cagaacttca ggcggatgaa ccagtcaatt tctgtaactc 

   182941 cattaatgtt aaacatacat ctgtttcagc taagcaacta agaacacgta tacggcagca 

   183001 gcttccttct atactctcat cttttgccaa cacagatggt ggatatttgt tcattggagt 

   183061 tgataataat acacacaaag tagttggatt cacggtgggt caagactacc tcaaactggt 

   183121 agagagcgat atagaaaagt atatcaaaag acttcgtgtt gtgcatttct gtgagaagaa 

   183181 agaggacatc aagtacgcgt gtcgattcat caaggtatat aaacctgggg aggagactac 

   183241 ctcgacatac gtgtgcgcta tcaaagtgga aagatgctgc tgtgctgtgt ttgcagattg 

   183301 gccagaatca tggtacatgg atactagtgg tagtatgaag aagtattctc cagatgaatg 

   183361 ggtgtcacat ataaaatttt aattagggtt aactatagac aatgactaaa caattagggt 

   183421 aaggtaacta tatacaataa ctaacaattt gtgtatcata tagacaatta attagtaact 



   183481 gttatctctt tttaactaac taactctata taccacctat taatacatcg tagttatagt 

   183541 tcttaacatc tattaatcat ttattcgctt attgctttaa ttgtttttgt aaactaacat 

   183601 tgttaattga aaagagataa catgttacag aatataaatt atatatggat ttttttaaaa 

   183661 aggaaatact tgactggagt atatatttat ttcttcatta cataacacgt ctgtgttcta 

   183721 attcttccac atctcatata atacaggaat ataatcttgt tagaaaatac gagaaagtgg 

   183781 ataaaacaat agttgatttt ttatctaggt ggccaaattt attccatatt ttagaatatg 

   183841 gggaaaatat tctacatatt tattctatag atgctgctaa tacgaatatt atgatttctt 

   183901 ttctagatag agtattaaat attaataaga acggatcatt tatacataat ctcgggttat 

   183961 catcatccat taatataaaa gaatatgtat atcaattagt taataatgct tatctagata 

   184021 ataggataag actaatgctt gaaaatggac gtagaacaag acattttttg tcctatatat 

   184081 tggatacagt taatatctat ataagtattt taataaatca tggattttac ataaatgccg 

   184141 aagacagtta tggttgtaca ttattacata gatgtatata tcactataag aaatcagaat 

   184201 cagaatcata caatgaatta attaagatgt tgttaaataa tggatcagat gtagataaaa 

   184261 aagatacgta cggaaacaca ccgtttatcc tattatgtaa acacgatatc gacaacgtgg 

   184321 aattgtttga gatatgttta gagaatgcta atatagactc tgtagacttt aatggatata 

   184381 cgcctcttca ttatgtatca tgtcgcaata aatatgattt tgtaaagtct ttaatttcta 

   184441 aaggagcaaa tgttaatgca cgtaataaat tcggaactac tccattttat tgtggaatta 

   184501 tacacggtat ctcgcttata aaactatatt tagaattaga cacagcgtta gaaatagata 

   184561 atgaacatat agttcgtcat ttaataattt ttgacgccgt tgaatcttta gattatctat 

   184621 tatccaaagg agttattgat attaactatc gtactatata caacgaaaca tctatttatg 

   184681 acgctgtcag ttatgatgcg tataatacgt tagtctatct attaaacaga aatggtgatt 

   184741 ttgagacgat tacaactagt ggatgtacat gtatttcaga agcagtcgca aacaacaaca 

   184801 aaataataat ggaattacta ttgtctaaac gaccatcttt gaaaattatg ataccgtcta 

   184861 tgatagcaat tactaaacat aaacaacata atacagattt attaaaaatg tgtatagaat 

   184921 atactgcgtg tatgaccgat tatgatactc ttatagatgt acagtcgcta cagcgatata 

   184981 aatggtatat cttaaaatgt ttcgatgaaa taaatatcat gaagagatgt tatataacaa 

   185041 ataaaactgt attccaatta gttttttgta ccaaagacat taatacttta atgagatacg 

   185101 gtagacatcc ttctttcgtg aaatgcacta gtctcgacgt atacggacgt cgtgtacgca 

   185161 gtattatagc atctattaga tatcgtcaaa gattaattag tctattatca aagaagttgg 

   185221 atgctggaga taaatggtcg tgttttccta acgaaataaa atataaaata ttggaaaact 

   185281 ttaacgataa cgaactgtcc acatatctaa aaatcttata aacactatta aaatataaaa 

   185341 tctaagtagg ataaaatcac actacaacat tgtttccttt tagtgctcga cagtgtatac 

   185401 tatttttaac actcataaat aaaaatgaaa acgatttccg ttgttacgtt gttatgcgta 

   185461 ctacctgctg ttgtttattc aacatgtact gtacccacta tgaataacgc taaattaacg 

   185521 tctaccgaaa catcgtttaa tgataaacag aaagttacgt ttacatgtga ttcgggatat 

   185581 tattctttgg atccaaatgc ggtctgtgaa acagataaat ggacatacga aaatccatgc 

   185641 aagaaaatgt gtacagtttc tgattatgtc tctgaactat ataataaacc tctatacgaa 

   185701 gtgaattcca ccataacact aacttgcaaa gacgaaacaa aatattttcg ttgcgaagaa 

   185761 aaaaatggaa atacttcttg gaatgatact gttacgtgtc ctaatgcgga atgccaacct 

   185821 cttcgattag aacacggatc gtgtcaacca gttaaagaaa aatactcatt tggggaacat 

   185881 ataactatca actgtgatct tggatatgag gttattggtg cttcgtacat aagttgtacg 

   185941 gctaattctt ggaatgttat tccatcatgt caacaaaaat gtgatatacc gtctctatct 

   186001 aacggattaa tttccggatc tacattttct atcggtggcg ttatacatct tagttgtaaa 

   186061 agtggtttta gactaacggg atcttcatca tccacatgta tcgatggtaa atggaatccc 



   186121 gtactcccaa catgtgtacg aactaaagaa gaatttgatc cagtggatga tggtcccgat 

   186181 gatgagacag atctgagcaa gctctcaaaa gacgttgtgc aatatgaaca agaaatagaa 

   186241 tcgttagaag caacttatca tataatcata gtggcgttga caattattgg agttatattt 

   186301 ttaatctccg ttatagtatt agtttgttcc tgcaacaaaa ataatgacca atataagttc 

   186361 cataaattgc tgccgtgaat ataaatccat taaaataatg aataatkaat aattaataat 

   186421 kaataatgaa caagtttatc aaaaagatta aagaattgta gctagaatca attgagatgt 

   186481 cttcttcagt ggatgttgat atctacgatg ctgtcagagt atttttactc aggcactatt 

   186541 atgacaagag atttattgtg tatggaagaa gtaacgccat attacataat atatacaggc 

   186601 tatttacaag atgcgccgtt ataccgttcg atgatatagt acgtactatg ccaaatgaat 

   186661 cacgtgttca acaatgggtg atagatacac ttaatgatat aatgatgaat gaacgcaatg 

   186721 ttgctgtatg tgtaggtacc ggactacggt tcatggaaat gtttttcgat tataataaaa 

   186781 ataattccaa ttccaaaaat agcatcaaca atcaactaat gtatgacata attaatagcg 

   186841 tatccataat tctagctaat gagagatata gaagcgcgtt taacgacaat ggaatataca 

   186901 tccgtagaac tatgatggat aagttgtatg aatacgcatc tctaactact attggtatga 

   186961 tcactggagg tatttgttat tatctgttga tgcatctagt tagtgtgtat aaataattat 

   187021 tttaatatac tagttaaaat tttaagattt ttaaatgtat aaaaaactaa taacgttttt 

   187081 atttgtaata ggtgcaatag catcctattc gaataatgag tacactccgt ttaataaact 

   187141 gagtgtaaaa ctgtatatag atggagtaga taatatagaa aattcatata ctgataataa 

   187201 tgaactggtg ttaaatttta aagagtacac agtttctatt attacagagt catgcgacat 

   187261 cggatttgat tccatagata tagatgttat agacgactat aaaattcttg atatgtatac 

   187321 cattggctcg tctactattc aacgcagagg acacacatgt agaatatcta ccaaattatc 

   187381 atgccattat gataaacacc cttatattca caaatatgag ggtgatgagc gacaatattc 

   187441 tattactgca gagggaaaat gctataaagg aataaaatat gaaataagta tgatgaacga 

   187501 tgatattcta ttgagacaac atactcttaa aattggatct actaatatat tcgatcgcca 

   187561 tgaacatagt aatatatatt atccaaaata tgatctttaa aaatttaaaa tatattatca 

   187621 cttcaacgac aatagtcaaa taacagccaa catgagatct gtaattctaa cagttttgct 

   187681 aattaatagc ataaatgcta caataactag ttataagttt gaatccgtca attttgattc 

   187741 caaaattgaa tggactggag atggtctata caatatatcc cttaaaaatt atgggatcaa 

   187801 gacgtggcag catatgtata caaatgtacc agaaggaaca tacgacgtat ccggatttcc 

   187861 aaagaatgat ttcgtatctt tctgggttaa attcgaacaa ggcgactata aagtggaaga 

   187921 gtattgtaca ggactatgtg tcgaagtaaa aattggacca ccgactgtaa cattgactga 

   187981 atacgaagac catatcaatt tgtatatcga gcatccgtat gccactagag gtagcaagaa 

   188041 gattcctatt tacaaacgca atgacatgtg tgatatctac ttgttgtata ctgctaactt 

   188101 cacattcgga gattctgaag aaccagtaac gtatgatatt gatgactacg attgcacatc 

   188161 tacaggttgt agcatagact ttgccacaac agaaaaagtg tgtgtgacgg cacagggagc 

   188221 cacagaaggg tttctagaaa aaattactcc atggagttcg gaagtatgtc tgacacctaa 

   188281 aaagaatgta tatacatgcg caattagatc caaagaagat gttcccaatt tcaaggacaa 

   188341 aatggccaga gttatcaaga gaaaatttaa taaacagtct caatcttatt tgactaaatt 

   188401 tctcgatagc acatcgaatg acgtcatgac cgtgcttagc atgcttgact aatttttatc 

   188461 aataatacaa aaaaatgaaa taaaaccgtc tattatacgc tggttaccgc tattagctct 

   188521 aaccattttc aggatgaggt ccttgatcat atttctgctg ttcccctcta tcatttactc 

   188581 catggtcatt agacgatgtg agaagatgga agaggaaacg tggaaattga aaataggaat 

   188641 gtgtatacag gctaaagatt tctattccac aagaactgac tgtagtgtcc atcgtccaga 

   188701 tgtaggtgga ggattgataa cagaaggcaa tggatacaga gtagtcgttc atgatcaatg 



   188761 tgaagagccc aatccattca ttattgctac cacaaaacaa acccattttg gtgtcaccca 

   188821 ttcatacatt gaattcagca atagtaacac cggtgcacca gagaatatcc cagattgtag 

   188881 taaacatatt ttgatttctg tatattgtga tcaagaggca agtggactag atttcaacac 

   188941 attgaaatat gtagaatcaa attatttgca tattacagtt aagtatgata catcatgtat 

   189001 taatcatctg ggtgtgaatt atagtttcat gaatgaatgt gaacggaaac tcacgagcat 

   189061 atatgaaact gatactctaa cctgtggagc aaaggatata caaactagag acaaatatct 

   189121 taagacttgc accaacacaa aatttgaccg gagtgtctac aagacgcaca tgcagaaaag 

   189181 taagatactc catgttaaaa cagaattgta attggctaat caatcaggaa gtaaatattt 

   189241 ttataatatt aatccactat cactaatcat caagcaattt ttataaacac gatcatattc 

   189301 acataatctt aaaaaaatga tatgatagtt cttacaatta gagattgaat tctagaatgg 

   189361 attctattac aattaccgtc gggaacttaa ccattcgttc taatctacag acattggtta 

   189421 ataaatcatc ttattttgcc gatatattaa aatgtggaaa ctctactaat aatattacat 

   189481 tgtgcgactt tcaagaggat gcgatatata gagttatgca gtttattaac aatgatataa 

   189541 tcgagataga aagtacaaaa gatgtagaat ccatgatatg gcacgctaaa cagttgggtg 

   189601 tggaatcatt gctaaaagaa tgtcaaaatt atttgcttaa aatattacgc atatataatt 

   189661 gtttagaaat ttatagaata actaatatta atgcattatc gtatatctac aacaatgtaa 

   189721 gaaacttcat attggataat atactattaa tatataagga tccagatttt atatatttgc 

   189781 ctaaatatat tattatagat ttactatcgg acgaccacct aaatgttttt aacgaagata 

   189841 atgtggtaaa gattatatac acttatatat cttccgatat ctacaaggat atttcagata 

   189901 tactaccggt tatcagatgg aattatctct cacctgaatg gttaaccgat atggaatgga 

   189961 aattgggaaa cgtagacaaa actatcgttc acaaaaagag atgttattgc ggcatcgtaa 

   190021 ctgttaatta taatagggat aaaggattaa tgattatttc taaacatggt tcggaacttg 

   190081 aaacagaatt ctcgttctcc attaaaacag atatcgttga taaattcgaa acagtatatc 

   190141 ttaataaaaa aatatatatc attggaggcg ttaaacagaa gggagaatca accaatcaag 

   190201 tcttgagcgt cgatctatcg acaaaaagat taaccataga gccatctctt aacgataaaa 

   190261 gaataggagc tgctgcaacc gtcgtaaatg gacgcattta tgttatcggt ggacgagatg 

   190321 gatcaaatta tctaaacact gtagaaagtt ggaaacctat ggataacaag tggcgatacg 

   190381 aaacaccgat aaattataaa agaagcagtg cttccgctgt ttcagttaat aatactattt 

   190441 tcgtaactgg cggactattc ataaatgact ctaatagtat gatcgtgatt aacaatatgg 

   190501 aaaaacttga catttataaa gacaaacaat ggtcgattat agaaatgcct atggctaggg 

   190561 tatatcacgg tatcgactcc acattcggaa tgttgtattt ggccggaggc ctatcagtta 

   190621 ccaaacaata tggtaaatta gagaaaagca acgagatatc ttgttacaat cctcgaacaa 

   190681 ataagtggtt tgatatttca tataatattt ataagagatc catatcatca ttgtgtaaac 

   190741 taaataacgt cttctatgta tttagtaagg acattggata tgtggaaaag tatgatggtg 

   190801 catggaagtt agtacatgat catctccctg ctataaaggc attttcaact tctccttatt 

   190861 gattgaaaat gaaaatataa aatagttttt atgtatagcg gtatctcccc ccatagtttt 

   190921 attgattact actaagcatg gatacagaca cagacgaata cacggatacg gacacggatt 

   190981 cagatacgga ttcagataca aatactgcaa atgtagaaga tatcatgaat gaaatagata 

   191041 gagagaaaga agaaatacta aaaaatgtag aaatggaaaa taataaaaac attaaaaaga 

   191101 atcatcctag tgaatatatt agagaagcac tcgttattaa taccagtagt gatagtgatt 

   191161 ccattgataa agaagttata gaatgtatta gtcacaatgt aggaatatag atcacaccta 

   191221 attttttata atcgatacaa aacataaaaa caactcgtta ttacatagca agcatggaat 

   191281 ccttcaagta ttgttttgat aacgatggta agaaatggat tatcggaaac actttatatt 

   191341 ctggtaattc aatactctat aaggtcagaa aaaatttcac tagttcgttc tacaattacg 



   191401 taatgaagat agatcacaaa tcacacaagc cattgttgtc tgaaatacga ttctatataa 

   191461 ctgtattgga tcctttggct atcgacaact ggacaagtga acgtgatata aagtatttgg 

   191521 ctattccaga tctgtatgga attggagaaa ccgacgacta tagattcttt gttttaaaga 

   191581 atctgggaag agtattcacc ccaaaggata cggaatcagt cttcgatgca tgcgtcacca 

   191641 tgataaacac gttagagttt atacactcta gaggatttac ccatggaaaa atagaaccga 

   191701 ggaatatact gattagaaat aaacgtcttt cactaattga ctattctaaa actaacaaac 

   191761 tctacaagag tggagatggg gattcacata tagattacaa cgaggacatg ataacttcag 

   191821 gaaatatcga ttatatgtgt gtagacaatc atcttggagc cacagtttca agacgaggag 

   191881 atttagaaat gttgggatat tgcatgatag aatggttcgg tggcaaactt ccatggaaga 

   191941 acgaaagtag tataaaagta ataaaacaaa aaaaagaata taaaaaattt atagctactt 

   192001 tctttgagga ctgttttcct gaaggaaatg aacctctgga attagttaga tatatagaat 

   192061 tagtatacac gctagattat tctcaaactc ctaattatga cagactacgt agactgttta 

   192121 tacaagattg aaattatatt tctttttata gagtggtggt agttacggat atctaatatt 

   192181 aatattagac tatctctatc gtcacacaac aaaatcgatt gccatggata tcttcaggga 

   192241 aatcgcatct tctatgaaag gagagaatgt attcatttct ccaccgtcaa tctcgtcagt 

   192301 attgacaata ctgtattatg gagctaatgg atccactgct gaacagctat caaaatatgt 

   192361 agaaaaggag gcggacaaga ataaggatga tatctcattc aagtccatga ataaagtata 

   192421 tggacgatat tctgcagtgt ttaaagattc ctttttgaga aaaatcggtg ataatttcca 

   192481 aactgttgac ttcactgatt gtagcactat ggatgcaatc aacaagtgtg ttgatatctt 

   192541 cactgagggg aaaattaatc cactattgga tgaaccattg tctccagata cctgtctcct 

   192601 agcaattagt gccgtatact ttaaagcaaa atggttgatg ccatttgaaa aggaatttac 

   192661 cagtgattat cccttttacg tatctccaac ggaaatggta gatgtaagta tgatgtctat 

   192721 gtacggcgag gcatttaatc acgcatctgt aaaagaatca ttcggcaact tttcaatcat 

   192781 agaactgcca tatgttggag atactagtat gatggtcatt cttccagaca atattgatgg 

   192841 actagaatcc atagaacaaa atctaacaga tacaaatttt aagaaatggt gtgactctat 

   192901 ggatgctatg tttatcgatg tacacattcc caagtttaag gtaacaggct cgtataatct 

   192961 ggtggatgcg ctagtaaagt tgggactgac agaggtgttc ggttcaactg gagattatag 

   193021 caatatgtgt aattcagatg tgagtgtcga ctctatgatc cacaaaacgt atatagatgt 

   193081 caatgaagag tatacagaag cagctgcagc aacttgtgcg ctggtggcag actgtgcatc 

   193141 aacagttaca aatgagttct gtgcagatca tccgttcatc tatgtgatta ggcatgttga 

   193201 tggaaaaatt cttttcgttg gtagatattg ctctccaaca actaattaaa tcacattctt 

   193261 gatattagaa tattagaata ttatatagtt aagattttta ctaattggtt aaccattttt 

   193321 ttaaaaaaat agaaaaaaaa catgttatat tagcgagggt cgttattctt ccaattgcaa 

   193381 ttggtaagat gactgccaac tttagtaccc acgtcttttc accacagcac tgtggatgtg 

   193441 acagactgac cagtattgat gacgtcagac aatgtttgac tgaatatatt tattggtcgt 

   193501 cctatgcatt ccgcaaccgg caatgcgctg gacaattgta tgccacactc ctctctttta 

   193561 gagatgatgc ggaatcagtg ttcatcgacg ttcgcgagat ggtaaaaaat atgccgtggg 

   193621 atgatgtcaa ggattgtgta gaaatcatcc gttgttatat atcggatgag caaaaaacca 

   193681 tcagagagat ttcggccatc atcggacttt gtgcatatgc cgctacttac tggggaggtg 

   193741 aagaccatcc cactagtaac agtctgaacg cattgtttgt gatgcttgag atgctcaatt 

   193801 acgtggatta taacatcata ttccggcgta tgaattgatg agttgtacag cttgacattt 

   193861 cttctttcct ccctcttatc cctttcccag aaacaaactt ttttacccac tataaaataa 

   193921 aatgagtata ccacctgtta tatttcttcc tatatttttt tattcttcct tcgttcaggc 

   193981 ttttaacgcg cctgaatgta tcgacaaagg gcaatatttt gcatcattca tggagttaga 



   194041 aaacgagcca gtaatcttac catgtcctca aataaatacg agatcatctg gatataatat 

   194101 attagatatt ttatgggaaa aacgaggagc ggataatgat agaattatac cgatagataa 

   194161 tggtagtaat atgctaattc tgaacccgac acaatcagac tctggtattt atatatgcat 

   194221 taccaagaac gagacctact gtgatatgat gtcgttaaat ttgacaattg tgtctgtctc 

   194281 agaatcaaat atagatctta tttcgtatcc gcaaatagta aatgagagat ccactggtga 

   194341 aatggtgtgt cccaatatta atgcatttat tgctagtaac gtaaacgcag atattatatg 

   194401 gagcggacac cgacgcctta gaaataagag acttagacaa cggacgcctg gaattatcac 

   194461 catagaagat gttagaaaaa acgatgccgg ttattacacg tgtgttttaa aatatacata 

   194521 cggagataag acatatgacg taaccagaat tgtaaaatta gaggtacggg atagaatgat 

   194581 acctcctact atgcaattac cagaaggagt agtaacttca ataggtagta atttgactat 

   194641 tgcatgcaga gtatcgttga gacctcccac aacggatgcc gacgtctttt ggataagtaa 

   194701 tggtatgtat tacgaagaag gcgacgagga cggagacggt agaataagtg tagcaaataa 

   194761 aatctatact acagataaga gacgcgttat tacatctcgg ttaaagatta atcctgtcaa 

   194821 ggaagaagat gctacaacgt ttacgtgtat ggcgtttact attcctagca tcagcaaaac 

   194881 agttactatt agtataacgt gattgtatgt tgttacattt tccatgtcaa tagagtttat 

   194941 aaaaattttt tatacattat cttccaacaa gcaattgacg aacgtattgc tatgattaac 

   195001 tcccacgata ctatgcatat tattaatcat taacttgcag actataccta gcgctatttt 

   195061 gacatactcg tgttctcgtg taattgccgt atctatatta ttaaagtacg taaatctagc 

   195121 tatagtttta ttatttaatt ttagataata taccatctcc ttatttttaa aaattgttac 

   195181 atcctttatt aaatcattaa tgggaatttc tatgtcatag ttaatatatt gtgaacaaca 

   195241 agagcagata tctataggaa agggtggaat gcgatacatt gatctatgta gttttaaaat 

   195301 acacgagaac tttgaagaat ttatataaat cattccatcg atacatcctt ctatgttgag 

   195361 atgtatatat ccaggaattc ttttattaat gtcaggaaat gtataaacta aaacattgcc 

   195421 cgaaagcggt gcctctatcg gcgttatatc cgttcttaac ttacaaaatg taaccaatac 

   195481 ctttgcatga cttgttttgt tcggcaacgt tagtttaaac ttgacgaatg gattaattac 

   195541 aatagcatga tccgcgcatc tattaagttt ttttacttta acgcccttgt atgtttttac 

   195601 agagacttta tctaaatttc tagtacttgt atgtgttata aatataacgg gatatagaac 

   195661 tgaatcacct accttagata cccaattaca ttttatcaga tccagataat aaacaaattt 

   195721 tgtcgcccta actaattcta tattgttata tattttacaa ttggttatga tatcatgtaa 

   195781 taacttggaa tctaacgcgc atcgtcgtac gtttacacaa ttgtgattta gtgtagtata 

   195841 tctacacatg tatttttccg cactatagta ttctggacta gtgataaaac tatcgttata 

   195901 tctgtcttcg atgaactcat cgagatattg ctctctgtca tattcataca cctgcataaa 

   195961 ctttctagac atcttacaat ccgtgttatt ttaggatcat atttacatat ttactggtat 

   196021 atcaaagatg ttagattagt taatgggaat tgtctataat aatgaatatt aaaacactag 

   196081 tatagcagga gtttatactc acaaaacatc ataaaaatga gtcgtcgtct gatttatgtt 

   196141 ttaaatatca accgcaaatc aactcataaa atacaagaga atgaaatata tacatatttt 

   196201 agttattgtg atatagatta taagtctaca gaactcgact ttgtagttaa aaactatgat 

   196261 ctaaacagac gacagcctgt aactggatat accgcactac attgctattt gtacaataat 

   196321 tactttacta acaacgttct gaaggtatta ttaaatcatg gagtggatgt aacgatgaaa 

   196381 accagtagcg gacacatgcc tatttatata ttgcttacta gatgttgcaa tatttcacac 

   196441 gatgtagtga tagatatgat aaacaaagat aaaaaccact tatcgcatag agactattcc 

   196501 aacctactac tagagtatat aaaatctcga tacgcgttat tgagggaaga ggccatcgac 

   196561 gagaaaatag tatcaacttt attggataag ggaatcgatc ctaactttaa acaagacgga 

   196621 tataccgcgt tacattatta ttatttgtgc ctcgcacacg tttataaacc aggtgaatgt 



   196681 agaaaactaa tcccgataaa aaaggctcgg aaaattattt cgttgtttat acaacacgga 

   196741 gctaacataa acgagttaga taattgcggc aatacaccat tccatttgta tcttgcggtt 

   196801 gaaacgtgta ataatatcca tatgactaaa atgctattga cttttaatcc aaaattcgaa 

   196861 atacgtaata atcatgggtt gacgcctata ctatgttata taacttccga ctacatacaa 

   196921 cacgatattc ttgtcatgtt gatacatcac tatgaaacaa atgttggaga aattccgata 

   196981 gatgagcgtc gtatgatcgt attcgaattt atcaaaacat attctacaca tccggcagat 

   197041 tcgataactt atttgatgaa taggtttaaa aatatagata tttatacccg ttatgaagga 

   197101 aagacattat tacacgtagc gtgtgaatac aataatacac acgtaataga ttatcttata 

   197161 cgtatcaacg gagatataaa cgcgttaacc gacaataaca aacactctac ccaactcatt 

   197221 atagacaata aagaaaattc cccgtatacc atcgattgtt tattgtatat acttagatat 

   197281 attgtagata agaatgttat aagatcgttg gtggatcaac ttccatctct acccatcttc 

   197341 aatataaaat catttaagaa attcatatcc tactgtatac ttttagatga cacattttac 

   197401 gatagacacg ttcagaatcg cgattctaaa acgtatcgat acgcattttc aaaatacatg 

   197461 tcgttcgatg aatacgatgg tataataact agatgtcata aagaaacaat attgctcaaa 

   197521 ctatccactg ttctagatac tacgctatat tctgttttaa gatgtcgtaa ttcgagaaag 

   197581 ttaagaagat acctcaatga gttaaaaaaa tataataacg ataagtcctt caaaatatat 

   197641 tctaatatta tgaatgagag ataccttaat gtatattata aagatatgta cgtatcaaag 

   197701 gtatatgata aactatttcc tgttttcaca gataaaaatt gtctactaac attactccct 

   197761 tcagaaatta tatatgaaat attatacatg ttgacaactt acgatcttca taatatatca 

   197821 tatccaccta ccaaagtata gttgtatttt tatcacgcga tgtatataaa actgatatta 

   197881 tataattatc ttagtgccgg tatgtcgaag ataactatga aaatgatggt ccgtatatat 

   197941 tttgtgtcat tattgctatt ccatagttac gccatagaca tcgaaaatga aatcacagaa 

   198001 ttctttaata aaatgagaga tactctacca gctaaagact ctaaatggtt gaatccagca 

   198061 tgtatgtttg gaggcacaat gaatgatatg gccgctctag gagagccatt cagtgcaaag 

   198121 tgtcctccta ttgaagacag tcttttatcg catagatata aagactatgt ggttaaatgg 

   198181 gaaaggctag aaaagaatag acgacaacag atttctaata gacgtgttaa acatggtgat 

   198241 ttatggatag ccaactatac atctaaattc agtaaccgta ggtatttgtg taccgtaacc 

   198301 acaaagaatg gtgactgtgt tcagggtata gttagatctc atgtgcggaa accttcttca 

   198361 tgcattccaa caacatatga actaggtact catgataagt atggtataga gttatattgt 

   198421 ggaattcttt acgcgaacta ttataataat ataacttggt ataaagataa taaggaaatt 

   198481 aatatcgacg atattaagta ttcacaaacg ggaaaggaat taattattca taatccagag 

   198541 ttagaagata gcggaagata cgactgttac gttcattacg acgacgttag aatcaagaat 

   198601 gatatcgtag tatcaagatg taaaatactt acggttatac cgtcacaaga ccacaggttt 

   198661 aaactaatac tagatccgaa aatcaacgta acgataggag aacctgccaa tataacatgc 

   198721 actgctgtgt caacgtcatt attggtcagc gatgtaatgg ttgaatggga aaatccatca 

   198781 ggatggatta taggattcga ttttgatgta tactctgttt taactagtag aggcggtatc 

   198841 actgaggcga ccttgtattt tgaaaatgtt actgaagaat atataggcaa tacatataca 

   198901 tgtcgtggac acaactatta ttttgataaa actcttacaa ctacagtagt attggcgtaa 

   198961 acaatatttt tttattatat tactgaatta tgattactaa cttacgtatc catctacaat 

   199021 aatggacgac gataagatac gactatctaa gtatttgtat ctcatggata gagaacgtat 

   199081 aaatgtaaac actgttaaac agttatgtga aacatcagat cctaatgcat gttatagatg 

   199141 cggatgcact gcgttacacg agtactttta taattataga tcagtcaacg gaaaatacaa 

   199201 atatagatac aacggttact atcaatatta ttcatctagc gattatgaaa attataatga 

   199261 atattattat gattatgata gaactggtat gaacagcgag agtgagaatg agagtgagag 



   199321 tgatagtgat aatatatcaa tcaaaacaga atatgagaat gaatatgaat tctatgatga 

   199381 aacacaagat caaagtacac aactagtagg ttacaacatt aaactcaaaa ccaatgagga 

   199441 cgattttgtg gatgaattct atggctatga tagatcagtg ggtgttcatg attatataga 

   199501 tgaatcaatt aataaagtag tatatggaag agagtctcac gtaagatggc gggatatatg 

   199561 gcaagaacat aatgatggcg tatacagtat aggaaaggaa tgcatagata atatatacga 

   199621 agatagacat accgtagacg aattttatag gatagatagt ttaacagaag ttgatgacac 

   199681 agaccacaca tttccgataa agaaagatgc ttctacacaa acatgggaaa agaaatcaga 

   199741 gttagataga tacatggaat cgtatcctcg tcatagatat agtaaacatt ctgtattcaa 

   199801 gggattttct gataaagtta gaaaaaatga tttagacatg aatgtggtaa aagaattact 

   199861 ttccaatggc gcatctctaa caaccaagga tagaagtaat aaggatccaa taaccgttta 

   199921 ttttagaaga acgataatga atttagaaat gattgatatt attaacaaac atacaactat 

   199981 tgatgaacga aagtatatag tacactccta tctaaaaaat tatagaaatt ttgattatcc 

   200041 atttttcagg aagttagttc ttactaatac acattgcctc aacaattatt ataatgtaag 

   200101 cgacagcaaa tatggaacac cgctacatat attggcgtct aataaaaaat taataactcc 

   200161 taattacatg aagttattag tgtataacgg aaatgatata aacgcacgag gtgaagatac 

   200221 acaaatgcta actccattgc ataaatattt gtgtaacttt gtatatcata atattgaatg 

   200281 cggtgtccga tactacaatg aaaagattat agacgcattt atagagttag gagccgatct 

   200341 aactattcca aataacgatg gactgatacc agtaatttac tgtatacacg taaatgctga 

   200401 atatggttat aacaatatta ctaacataaa gataatacgt aaactactta atcttagtag 

   200461 acatgctcca cataatctat ttagagatcg agtcatgcat gattatataa ggaatacata 

   200521 tattgattct gagtgtttag atattattag atcgttggat ggattcgata tcaatggtta 

   200581 ctttgaagga cgtacaccac ttcattgcgc tatacagcat aacttcactc agattgctga 

   200641 gtacttatta gatcgaggag ctgatatatc attaaagaca gacgatggaa aatctgtatt 

   200701 cgatttatcg ttatgtagtt acatccctct taaatggact agctttttga ttggtcgtct 

   200761 accacctaaa agtgtcatat gctcactgac taaccatata atagattatg ttcttacgaa 

   200821 caatagacgt attatttggc agagtcaaat gattaataag tacgtactgt tactggaccc 

   200881 atccttttat tctagattca gaaatgctat cgaaagcaaa ttaaaccaac acgctaatcg 

   200941 ttataatagg ttcgaacacg atagggatcg cgttaatgaa aattatgaca aagtcttaca 

   201001 tgacatagac atatatatca aggatgtaca aatattaaaa tctatttcca tcactaataa 

   201061 tataacacta tacgatacta ttataaataa gtcagagttt cctgtacatc gtacaaacga 

   201121 caaacaatta attaatctca taaaatccaa tacatatcat aatcttatcg aaaaagttat 

   201181 taaaaataca ttagagaaat atactttaac taatatagtc ctcgagtata tgattaaata 

   201241 tcaatctcaa tcatcttatt taagtcgtat tcctaacgaa atattattca aaatattata 

   201301 taaactcgac gtatctgatt tacgtaaact atatacaaga tatatgcgag agaatgagaa 

   201361 tgagaatgat atcgtattag attatcatat agagaatacg aggtctgttt ctacacagac 

   201421 atgaataatg aatacgcact acaacgtttt tttaaaaatc ttatataaca ctaattacat 

   201481 caagattata atattgaaat cgtaatttga gttgtctgat catcatggat atcgaaaatg 

   201541 atatacgtaa taggcgaatc atacgtaaca ttagcaatct tttagacgat gatatattat 

   201601 gcgatgtaat cataactatc agagatggag aagaaattaa agcacataaa actatcttgg 

   201661 ctgccggatc tacgtatttt aaaacaatgt tcacaacacc tatgatagcg agagatctag 

   201721 taactagagt aaatctacag atgttcgata aggatgccgt taaaaatatt gtacagtact 

   201781 tatacaatag acatataagt tctatgaatg taatagacgt attaaaatgc gccgactatc 

   201841 ttctaatcga tgatctagtc gctgactgtg aatcctatat taaagattat actaatcatg 

   201901 atacctgcat atgcatgtac cataagttat atgagatgat tcatattcca atagtcaaat 



   201961 atattaaacg tatactgatg agtaatatac caacattgat aactacggac gcatttaaaa 

   202021 aaacagtatt cgaaatatta tttgatattc tttctactaa cgacaatgta tatttataca 

   202081 gagaaggcta taaagtaacg atactattga agtggctaga atacaactac atcaccgaag 

   202141 aacagctgtt gtgtatactg tcctgtatag atatacaaaa tctagataag aagtctagac 

   202201 tactactcta ttcgaataaa actataaata tgtatccttc gtgtatacaa tttctattag 

   202261 ataataaaca gaatagaaac attataccac gccagttatg tttagtgtgt catgatacta 

   202321 agtataatgt atgtaacccg tgcgtattag tatataacat taatactatg gaatatagtg 

   202381 ttatttccac cattcctaat cacataatta attacgcatc cgcgattgta gataatgaaa 

   202441 taataatagc tggaggatat aactttaata atccatcgtt aaacaaggta tataaaataa 

   202501 acattgagaa caaaatacat gtcgaactcc cacccatgat aaagaataga tgtcgttttt 

   202561 cattggctgt aatcgatgac acaatttatg ctataggtgg tcaaaacgga acgaatgtgg 

   202621 aacgaactat agaatgttat acaatgggtg atgataagtg gaagatgtta cccgatatgc 

   202681 ccatagcatt atctagttat ggcatgtgtg tattagatca atacatatac attataggcg 

   202741 gtagtaccca acacattgat tatacatcgg tacatgcagt aaatagcata gatatggagg 

   202801 aggatacaga tacttcaaat aaagttataa gatacgacac tgtcaataat atatgggaga 

   202861 cattgcctaa cttctggact ggaactataa aaccaggcgt ggtctcgcat gaagatgata 

   202921 tatatgttgt atgcgacatc aaagatgaaa aaaatgttaa gacttgtata tttagatata 

   202981 acacgaatac gtataacgga tgggaattgg tcacgacgac agaaagcaga ttatctgctc 

   203041 tacatactat tcttcatgac gataccataa tgatgttaca ttgttatgaa tcgtatatgt 

   203101 tacaagatac atttaatgtg tacactcgcg aatggaatca tacgtgccat caacattcga 

   203161 atagttatat catgtacaat atactaccca tctactaaat ataatagaat aaatgagtat 

   203221 nnntcgtttc ggcatcctta ttgtttggta tatgccatgg atatttttaa agaactaatc 

   203281 ttaaaacaca cggatgaaaa tgttttgatt tctccagttt ccattttatc tactttatct 

   203341 attctgaatc atggagcagc tggttctact gctgaacaac tatcaaaata tatagagaat 

   203401 aagaatacac caaaggatga caaggatgac aataatgaca tggacgtaga tattccatat 

   203461 tgtgcgacac tagctaccgc aaataaaata tactgtagcg atagtatcga gttccacgcc 

   203521 tccttcctac aaaaaataaa agacgatttt caaactgtaa actttaataa tgctaaccaa 

   203581 acaaaggaac taatcaatga atgggttaag acgatgacaa atggtaaaat taattcctta 

   203641 ttgactagtc cacttcccat taatactcgc atgacagttg ttagcgccgt ccattttaaa 

   203701 gcaatgtgga aatatccatt ttctaaacat cttacatata cagacaagtt ttatatttct 

   203761 aagaatatag ttaccagcgt tgatatgatg gtgagtacta aaaacgactt acaatatgta 

   203821 catattaatg aattattcgg aggattctct attatcgata ttccatacga gggaaactct 

   203881 agtatggtaa ttatactacc agacgacata gaaggtctat ataacataga aaaacatata 

   203941 actgatgaaa attttaaaaa atggtgtagt aagttatcca ctaaaagtat agacttgtat 

   204001 atgccaaagt ttaaagcgga aatgtcagaa ccgtataatc tggtaccgat tctagaaaat 

   204061 ttaggactta ctaatatatt cggatattat tcagatttta gcaagatgtg taatgaaact 

   204121 atcactgtag aagaatttct acacaagacg tttatagatg ttaatgagga gtatacagaa 

   204181 gcatcggcta ttacaggagt gtttatgact aacttttcga tggtatatcg tacgaaggtc 

   204241 tacataaacc atccattcat gtacatgatt aaagacaaca caggacgtat actttttata 

   204301 gggaaatact gttatccgca ataaatataa acaattagac ttttatcacg ttatctcatg 

   204361 tctaaatatt acaaatagta atagcataca ctaaaactta aaaaataata atatcattat 

   204421 tacaactaat aagtgtaaac taaaaaatta aacaatatcg ttattatata agtaatatca 

   204481 aaaatgatga tatacggatt aatagcctgt cttatattcg tgacttcatc cattgctagt 

   204541 cccatttaca ttcccgttat tccacccatt acggaagata aatcgttcaa tagtgtagag 



   204601 gtatttgttt ccttatttcg agatgagcaa aaagactata cggtaacttc gcagttcaat 

   204661 aattacacta tcgataccaa agactggact atcaacgtac tatccacacc tgatggtctg 

   204721 gagataccat tgactaatat aacttattgg tcacggtttc caactatagg tcatgcattg 

   204781 ttcaaatcag aatccgagga tatcttccaa aagaacatga gtattctagg tgtttctata 

   204841 gaatgtaaga agccatcgac attacttact tttttgaccg tgcgtaaaat atctcgagta 

   204901 tttaatagat ttccagatat ggcttattat cgaggagact gtctagaagt cgtttatgta 

   204961 acaatgactt ataaaaatac taaaactgga gagactgatt acacatacct ctctaatgtg 

   205021 gggattcctg aatactatcg gttgatgagt ggggtcgatg gttgattatt aattagttta 

   205081 ttcacataaa agaatatttt ttataaacat gaaaccactg tctaaatgta attatgatct 

   205141 tgatttatag atgaaaatca gctgcttcag atgattttgg tcagtatgta aatatgaaaa 

   205201 aataaatata acttattttt gagattaagt gctatcgtgc ttaattattt tgttctataa 

   205261 actgaatata tagctacaat tattgacggg tttgtttatg accggcaacc atgaatttac 

   205321 agagattatc tctggctata tatcttactg cgacatgttc gtggtgttat gaaacatgtg 

   205381 taagaaaatc tgcattgtat catgacaatc aattggggca tgcggaagac aatcaagata 

   205441 gtgtagcgtc gctaccgtac aagtatctac aagtagtcaa tcaaagagaa cgtagtagat 

   205501 tgttggctac gtttaattgg acaagtatag ctgagggtgt tagaaatgag ttcattaaaa 

   205561 tatgtgatat caacggaaca tatctatata attatactat tgctgttagt atgattattg 

   205621 attccacgga agaactacca acagttactc catttacaac atatgaaccg tctacctata 

   205681 attatacttt cgataatagc actgttgtta ctactgaaga actaaaagtg actccatcac 

   205741 caactccata tgcgactgta acaactcctc ttccaacatc accagttcca tatgatcaac 

   205801 gatctaataa caatgtaagt actatatcta ttcagatact gagtaaaata ttgggagtca 

   205861 atgaaacaga attaactaat tatcttatta cgcataaaaa tgccacggtt gacaataaca 

   205921 caactaataa taacatcact gtcaatgatg agacatctga taataacaca ttgcatggta 

   205981 atataggatt tttggaaata actaattgct acaatatttc tgtatcaaat gctagtttta 

   206041 gaataacatt agtaaacgat acttctgaag aaattgttct aatgctaaca gggactagtt 

   206101 catccgacac attcatatct tccaccaata tcactgaatg tttgaaaaca ttaatcaata 

   206161 atacgtcgaa tattagtgat gtaagtataa cacaaaatat gaatgtaaca tctaattgtg 

   206221 ataaatgttc aatgaatttg atgacatccg ttattcctgt tgttaatgaa tttaacaata 

   206281 cgttggaaaa aattggtgta aaagatgata aaaacaatac agtacataac tattataatt 

   206341 gtaaactaac tacaaattct gcatgtgatg agttaatcaa tttagatgaa gtcattaaca 

   206401 acataactct gacaaatatt ataagtagta gtgtttctac aaccaacagc agaaaaagac 

   206461 gagatctgaa tggcgagttt gaattttcta catccaagga attagattgt ctttacgaat 

   206521 catatggtgt aagcgatgat gtaagtcatt gtttttcatc acctagacgt agacgatctg 

   206581 acgacaaaca ggagtacaca gaaatgaaat tactcgacca cgcgaaaaaa gatctaggca 

   206641 tagacagtgt tattcctaga ggtacaactc atttccaagt aggtgcatct ggagcaagtg 

   206701 gtggtgttgt aggagatagt aacccatttc aaaatgttaa atcacgtgcc agtatattgg 

   206761 cggaaaaaat aatgcctaga gtacctacta ctgctaccga agagcagcta tatgcaacta 

   206821 taaatagaca aacaaagttg cctgcaggtg ttaaaagtac tccgtttaca gaggcgcttg 

   206881 tgtctacgat aaaccaaaag ctttctagtg ttaaagatgt aacttatgct tcgctcaatc 

   206941 tgccaggatc aagtggctat attcatagac catctgattc tgttatttac agcactataa 

   207001 gacggacacg tttacctagt gatagcgata gtgattttga ggatatacaa actgttgtta 

   207061 gggaatataa tgaaagatat ggtagacgag ttagtagaac acagtcatca agtagtagtg 

   207121 attttgaaga tatagatgag gtggttgcag aatataaaca aaaatatggt ggagcagctg 

   207181 ctagccgtgt tagaacatcg tcatcaagta gtagtgattt tgaagatata gatgaagttg 



   207241 ttagagaata taatcaaaag tatggcaccg ccatgacaaa aggacgtggt tctcctaaac 

   207301 cggatccgtt atatagtact gttaagaaaa cacctaaaag tatagcatcc ggagtagaca 

   207361 tagttacaaa acaaacagac tattctctat tacctggtgt gaatacaggc agttctattg 

   207421 tgacgcctct caccagaaga ggagctacta gacgacctaa acgcccatct acacctccac 

   207481 gcgaagatct accaccgctt cctccgcttc ctcctcatcg acaacttcct cgtggcggtg 

   207541 atcattctcc accacaagtt cctcaacgtg attattctcc accacttcct ccgcgcggac 

   207601 ctccaccact tcctcctaaa ccagttccag ctattccacc tagagatggt caaccagata 

   207661 ataaaggatt tagtaagttt gtatccccta gacggtgtag aagatcaacc tctggagtcg 

   207721 tatgtggtat gatacaatca agaccaaacg atgattattc acttcttcaa cgaccaaaaa 

   207781 ttgaaccaga atatgcggag gtcggtaatg gcttacccaa gaacaatgtt cccgtaatag 

   207841 gcaagaaaca tagtaaaaaa tatacatcgg cgatgtcaaa aatatcaaca agatttgata 

   207901 aatctatggc atttggaaca gcaatgttac taactggtca acaggctatt aaccaacagg 

   207961 ctagatcaac tgcgttgatt agaaaagatc aaatgagcaa ggacgaaaag atattcgaag 

   208021 cagttacaat gactctatca actataggtt caacgttgac aactgcaggt atgatagctc 

   208081 caccactaat gattgcagga ataggtataa ctgctataac tggtataata gatacggtaa 

   208141 aagatatata ttacctgttt tcaggacatg agaagccggt agatcctgtt gttaaattat 

   208201 ttaatacata cgctggatta gtatccgata gtagtaaaat gggtgtaagg aaatgtttga 

   208261 cgcctggaga agacacactt atttacatgg catatagaaa cgataccagt tttaaacaga 

   208321 atacggaggc aatggctttg tatttcttag atgttatcga ttcagagatc ctatatctaa 

   208381 acacatcaaa tttagttcta gagtatcaac taaaggtggc ttgtccaata ggaacattaa 

   208441 gatctgtaga tgttgacata actgcttata caatattata tgatacagcg gataatatta 

   208501 agaaatacaa gtttgtcaga ttggcaacgc tactatccaa acatccagtt attagattga 

   208561 catgtggttt agcagcaaca ttggtaatta aaccgtacga ggtacccatc agtgatatgc 

   208621 aactactaaa aatggcgacg catggtgaac cagaatcaac taaatctata ccatctgatg 

   208681 tctgtgataa gtatcctcta aagaaattct atcttttggc aggtggttgt ccctatgaca 

   208741 catctcaaac ttttattgta catactactt gcagtattct actaagaaca gctacatggg 

   208801 atcagtttag aaacagatgg gtgttacaaa atccatttag gcaagaaggg acatataagc 

   208861 aactgtttac ctttagcaaa tacgatttta acgacaccat aatcgatcct aatggtgtgg 

   208921 cgggtcatgc tagcttttgt accaatagaa gcagcaacca atgtttctgg tccgaaccta 

   208981 tgatattgga agacgtgtca tcatgcagtt ctagaactag aaaaatatac gtaaaactgg 

   209041 gaatatttaa tgctgaaggg tttaatagtt ttgtactaaa ctgtccaact gggtctacac 

   209101 cgacatacat caaagataaa aatgcggaca gtaacaatgt tatcatagag ctacctgtag 

   209161 gtgattacgg cactgccaaa ttgtattcgg caacaaaaca gtcaaggata gctgtgttct 

   209221 gcacacataa ctatgataaa cgattcaaat cagatattat agttctaata tttaatagta 

   209281 tcagcggtgt tccattttcg agcatataca ctggaagtgt gaacggtaga aatagactgt 

   209341 ttaccacatt gtctagagga atgccatata gatcaatgta ttgcgataac agacgaccag 

   209401 gttgttatta ttcaggaata ccatttaatg aaaatagtgt agaatcagat ctgcattatg 

   209461 gaccagaaat aatgcttaag gaaacatatg acgcaaacag tattgatcca cgagttataa 

   209521 caaagtcaaa gacgcacttt cctactccaa taagtgtaaa attcatggtt gacaatttag 

   209581 gaaatgggta taacaaaccc gaaaattttt ggaaagatgc taaaaataag aaaaggacat 

   209641 atagcgcaat gacaataaaa atcctaccat gtacagtgag aaataaaaat gtaaactttg 

   209701 gatataacta tggacatatt atttctaata tggtttatgc acaatctact agtcaggatt 

   209761 atggagatgg taccaactat acatttaaat ctgtaaatag atcagatcat gagtgtgaat 

   209821 ctattttaga tttgaaggct aaggaagtaa ctgtgatgtg tcccgcgttt agtataccaa 



   209881 gaaatatatc agcgtatgaa ggtctatgct ttagtgtcac tacatctaaa gatcattgtg 

   209941 ccacagataa tgattggtta aaatctcatg gttatggaaa ggcagatgct attaaacaac 

   210001 gtgcctgttt tcatcattgg aattatgcta caacgtcgtt ggattattac tgttcgtcag 

   210061 aaaatatttt taaaagcgac tggcctgact atgatccatg taagtcatat attcatatag 

   210121 aatatagaga catatggata gaatctaaag tgttgcagca acctccttat acattcgaat 

   210181 tcactcatga cgattctaat gaatacgtgg ataaagaaat tagtaacaaa ttgaatgatc 

   210241 tgtacaatga atacaagaac attatggaat atagcgatgg atcattgcct gcttctataa 

   210301 acagattagc aaaagcattg acttcagagg gtagagaaat agcaagtgtt aatatagatg 

   210361 gtaatctgtt ggatattgca tatcaagcag ataaggaaaa gatggctgac atacagaaca 

   210421 aaataaatga catcgcaaga gatttattca ttcacactct atcagacaaa gatataaaag 

   210481 acattataga atccgaagaa agtaagagat gttgtataat agatgttaag aacaatcgtg 

   210541 ttgaaaagta ctatcctatt gataattatc tatgtggtac tttagatgat tatatataca 

   210601 cttctgtaga atataacaaa tcctatgtgt tagtaaacga tacttatatg agctatgact 

   210661 atcttgaatc atccggtgta gttgttctat catgttatga aatgactata atctccttgg 

   210721 atacaaaaga cgccaaagat gctatagaag atgagatagt agcaagtgct gtagcagaag 

   210781 cattgaatga catgtttaag gaatttgata aaaacgtaag tgctattata ataaaagaag 

   210841 aagataatta tctaaacagt tcaccggata tctaccatat aatatatatc ataggtggca 

   210901 ctattctgat actgttagtc attattttaa tattggcaat ttatatagcg cgcaataaat 

   210961 acagaaccag gaaatataaa ataatgaaag atgatactat gagcattaaa tctgagcatc 

   211021 ataatagtct tgaaacagta tctatggaaa ttatggataa tcggtactaa taaaaaaata 

   211081 gtttaactct ttttagaacc agtttggtac tggaatttca gttcattcgt tgagaatatt 

   211141 gatgattttt ttaagatgat atttactttt tatatgcttg cattacagaa tgatattcac 

   211201 aggtattatt aaaatgagta tcggagttac attaccatat catcatccat gctcatgtgg 

   211261 atggagaatc catccatcca tccattatat aatcaatgat acgtgtatta gaatactttc 

   211321 cgaataagtc ttctaaatat tgtattaatt atgaaaaact atgctatgcg attatgatac 

   211381 aaagatgttt aatgatacga tactagattt tatctctagc gagatgtcgt cagaatcatt 

   211441 tatcataact atgtttaata ataattcatc aacgaatatc gataacatgt gtcatttata 

   211501 ctttaaatac attgaagtct gtccatcttc tctattgttt agactgtttg tagaatgctg 

   211561 tgatataaac aaactagtag aaggtacgac tccgttacac tgttatctaa tgaatgaaag 

   211621 atttgaatca tctgttttaa aaaacctatt aaaggagtat ggcatgaata cgtttaatgt 

   211681 tcgtgacagt gatggccata ttccgttaca caaatatcta actcatgata aagttgagaa 

   211741 tgatatcttt gatatgcttt ctgatagtat agatagcttt agcgaatata aaaatatatt 

   211801 aatacactat atatattcta aacttgattc aaaaccgata aactactacg tgctatataa 

   211861 gttgttaaga aaaggagcag accctaatta tgcagatgat gaaggtaata cttttcttca 

   211921 ttacttctgc atctatatgt ccgcttatga gaaaatgtca ttgatgcatc gtgaaaagaa 

   211981 atttattaaa gagttggtaa aatatggagc cgatattaat aaagtaaata atataggaaa 

   212041 tacgcctcta cataactacg tatctcaata tgatcacagt cctagtataa tatttactct 

   212101 tttgtcattg ggagctgact tgacaataca aaacaatgat cgtctaactc ccataatgga 

   212161 atatataaaa tgtgaagata tagaatacaa tactctttta atgttaatta attggtatga 

   212221 atcaaaatac aaaaaactag aaaaggaaga aggcctgcat ctcttatatc tattcataag 

   212281 gcataatgat agtaatgacc ttaatatact atcctattta ctaaagaagt ttgacatgaa 

   212341 aaacgatgaa tactataatg acattacacc tctacataat gcttgtatag cgtgcaacat 

   212401 tgatataatg tcttatctcg tatatattgg atgtaatatc aatctcccaa ctaaagacaa 

   212461 caagaatata tttgatatca tatcaacaca acaaaataat ataatatata gaaattgtat 



   212521 catctatcat attatcagaa acggactaga tatatcttta tccgtaatca aatcattact 

   212581 tagtattatt ccatatcttc caactgatca ctacgtaaga tatataataa cttattgcat 

   212641 cttaatgaac aacaatttca taaaagaata caataatcaa tgtttaaatc ataattacag 

   212701 agaattattt gttaatttca taacattcga ttatatagat aatatcgttt cagattgcgt 

   212761 caatgatata aataggctca aacaagaaaa ctattataat atattaagat atgaagatat 

   212821 aaaatattac aacctagtta atgatatcta tgttacaaac aagacttttc ccatgtacac 

   212881 ggacattata gagaattgta acttacgcat gagacgtaaa tataaactca taaatactgt 

   212941 ccttgacaaa atatatagta tatcgtcagt tgataatcgc gaactctcac tattgcctcc 

   213001 agaaatcata cgcgagataa tatcaaagtt aagcgaatac gaattaaata ctattttgta 

   213061 tggtcgtaac catctaaaac attattataa atttaactag atattaatga tgaagatgac 

   213121 accatcatac atcttgttgg tgtatatctt cgtagtcgta agtggagacg ttccttatga 

   213181 acacattaat gggaaatgta acggtaccga ctataatagt aataatctat gttgtaaaca 

   213241 atgcgatcct ggaatgtata tgactcattc ctgtaatacc acttctaata caaaatgtga 

   213301 caggtgccca gatggcacct ttacatccat tcctaatcat attcccacgt gtctaagttg 

   213361 tcgaggcaaa tgtagcagta atcatgtaga gactaaatcg tgtagtaaca cacaggacag 

   213421 agtatgtgtc tgtgcatccg gatactactg cgaatttgaa ggatcaaacg gttgcaggct 

   213481 atgtgtacca caaacaaagt gtgattctgg ttacggtgta tatggctact catctaaagg 

   213541 agatgtaata tgtaaaaagt gtccgggtaa tatagataaa tgtgatctgt cctttaacag 

   213601 catagatgta gaaattaata tgtatcctgt taacaagacc tcttgtaatt cgagtatagg 

   213661 aagtagcagt accatatcaa cttccgagtt aacaattact ctaaaacatg aggattgtac 

   213721 tactgtcttt attggagatt actattcagt cgttgataaa ctagcaactt caggtttctt 

   213781 cacaaacgat aaagtacatc aagacctcac aacgcagtgc aagattaatc tagaaatcaa 

   213841 atgtaattct ggaggagaat ctagacaact aacacccacg acgaaggtat actttatgcc 

   213901 tcattcagaa acggtaactg tggtaggaga ctgtctctct aatctcgatg tctatatagt 

   213961 atatgccaat acgaacgcga tatattccga catggatgtc gtcgcttatc atactagtta 

   214021 tatactaaat gttgatcata ttccaccaaa tgattgtgaa agagattgag attaaatcgt 

   214081 ctaacaaaca attagttttt atgacattaa catatataaa ttaatcatta ttgacttaac 

   214141 gatgacgaaa gttatcatca tcctatgatt cttgattatt aatacaaatt cattgtctat 

   214201 gaaatgtgaa caaggtgtct catattataa ttcacaagaa ttaaaatgtt gtaaactatg 

   214261 taagccaggg acatattcag atcatcgatg tgataaatac agcgatacca ttttgtggac 

   214321 attgtccgag tgacacattc acgtcaatat ataatcgttc tccttggtgt catagttgta 

   214381 gaggtcacac cttgtacacc taccacaaat agaatctgtc attgtgactc gaatagttat 

   214441 tgtctcctta aagcttctga cggtaactgt gttacatgtg ctccgtcata cgtaaatgcc 

   214501 ttcttaagct atttggaaac caagnttttt tctccctctg atgatccatg taataaacca 

   214561 atgactagat aagacactct cactcctcat ccctcatcca caacaccatt aaaaaaatgg 

   214621 aaaataaagc cctctattag cacagacggc tacaggtcta ccatcaggtt aaccttcgtc 

   214681 taccttcaca atggcctctc cttgtcccca gttcactccc tgtcattgcc acgctactaa 

   214741 ggactccctg aacaccgtgg atgacatcaa acattgtctg actgaataca tcctgtgggt 

   214801 ttctcataga tggacccata gagaaactgc agggtctctc tacaggcttc tcatctctta 

   214861 cagaactgat gcaacggagc tctttggtag cgagttgaag gagttctcgg attcacttcc 

   214921 gtgggacaat atcgacaatt gcgtggggat cattaactgt ttcatcagaa atgaatccat 

   214981 gaaaaccgcc aaagaacttc gtgcaatcat tggactttgt actcaatcag ctatcgtctc 

   215041 tggaagagtc ttcaacgata agtatatcga catactactt atgctgcgaa agattctgaa 

   215101 cgagaacgac tatctcaccc tcttggatca tatccgtact gctaaatact aaatcttctt 



   215161 gctctctcac taatactctc tctcactcat acactcactc atacactcac tcactcactc 

   215221 atacactcac tcactcactc atactctcac tcactacact ttttatcaca cacacacaca 

   215281 cacacacacc ttacttttta tcatcttatg aggaatgatt gccttcatca tttttcgtga 

   215341 aatataatat agtaataatt agaactagaa tagctatgga ttgcggcaga gattgcacta 

   215401 ttctatgtcg tctactggat gaagatgtga cgtacaaaaa aataaaacta gagattgaaa 

   215461 cgtgtcataa cttatccaag catatagata gacgaggaaa caatgcgcta cattgttacg 

   215521 tctccaataa atgcgataca gacattaaga ttgttcggct gttgctctct cgcggagtcg 

   215581 agagacttcg tagaaacaac gaaggattaa ctccgctagg agtatacagt aaacgtagat 

   215641 acgtcaaatc tcagattgtg catctactga tatccagcta ttctaatgcc tccaacgaac 

   215701 tcaagtcgaa tatagatgat ttcgatctgt attcgtatat gtcttcggat aatatcgact 

   215761 tacgtctact aaaatatcta attgtggata aacggatacg tccgtccaag aatacgaact 

   215821 actacatcaa ttgtctcgga ttggtggata tatacgtaac gacgcctaat ccgagaccag 

   215881 aagtattgct atggcttctt aaatcagaat gttacagcac cggttacgta tttcgtagct 

   215941 gtatgtacga tatcgatagg tgtaagaact ctcttcatta ctatatattg tctcatagag 

   216001 aatctgaatc tctatccaag gatgtaatta aatgtttgat cgataacaat gtttccatcc 

   216061 atggcagaga cgaaggagga tctttaccca tccaatacta ctggtcttgc tcaaccatag 

   216121 atatagagat tgtcaaatta ttaataaagg atgtggacac gtgtagcgta tacgacgaca 

   216181 tcagtcagcc ctatattagg ggagtactag cggattatct aaacaagcga tttagagtaa 

   216241 ccccatataa tgtagacatg gaaatcgtta atcttcttat tgagggacgt catactctta 

   216301 tcgacgtaat gcgtagtatt acttcgtacg attccagaga atataaccac tacatcatcg 

   216361 ataacattct aaagagattt agacaacagg atgaatccat cgtacaagct atgttgataa 

   216421 actacttaca ttacggcgat atggtaagta taccgatcat tcaatgcatg ttggataacg 

   216481 gagcgaccat ggataagacg acggacaaca actatcctct acacgactac tttgttaata 

   216541 atattaatat cgtcgatgta aacgtcgtaa ggtttatcgt ggaaaataat ggacacatgg 

   216601 ctattaatca cgtatcgaac aatggccgtc tatgcatgta cggtctgata ttatcgagat 

   216661 ttaataattg cggatatcac tgttatgaaa ccatactgat agatgtattt gatatactaa 

   216721 gcaagtacat ggatgatata gatatgatcg ataatgagaa taaaacttta ctatattacg 

   216781 cggtcgatgt caataatata caatttgcaa agcggttatt ggaatatgga gcgagcgtta 

   216841 acacaacgtc gcgctcgata atcaatacgg ccatccagaa aagcagttac cgaagagaaa 

   216901 acaaaacaaa gctagttgat ttattactta gctaccatcc cactctagag actatgattg 

   216961 acgcatttaa tagagatata cgctatctat atcctgaacc attattggcc tgtatcagat 

   217021 acgccttaat cctagataat gattttcctt ctaaagtaaa gtatgatatc gccggtcgtc 

   217081 ataaggaact aaagcgctat agagcagaca ttaatagaat gaagaatgcc tacatatcag 

   217141 gcgtctctat gtttgatata ttatttaaac ggaacaaacg ccacagattg agatacgcaa 

   217201 agaatccgac atttataaac tttgtatcca acatcaaatg gtacaaaaaa gaactaacgt 

   217261 ccatcattac agagactgta aagaacagtg agaggatcga ctccatagtg gacaacatta 

   217321 atacagacga taacttgatt tcgaaattac ccatggagat acaacgcgag atactttatt 

   217381 actccattaa ataatttatc atggagtgat aatgtgtttc atttgtttcc atggcatatt 

   217441 acaaaatcga ttccgtccaa gatgataaaa acatttaccg gcatcataaa cacggagttt 

   217501 attttatatg tcaaccatta ctaaaaaaat atattgttct ggttttcttt ttctttcgta 

   217561 catctctaat tatgaaaaag taaatgatga aatgtatgag atgggcgaga tggacgagat 

   217621 tgtgcgcatc gttaatgata gtatgtggta catacctaac gcatttatgg acgacggtga 

   217681 gaatgaaggt cacatttctg tcaacaatgt ctgtcatatg tatctcgcat tctttgatgt 

   217741 ggatacatcg tctcatctgt ttaagttagt tattaaacac tgcgatctga ataaacgact 



   217801 aaaatgtggt aactctccat tacattgcta tacgatgaat acacgattta agccatctgt 

   217861 attaaagata ttgttacacc acggcatgcg taactttgat agcaaggatg aaaaaggaca 

   217921 tattcctcta caccactatc tgattcattc actatcaatc gataacaaga tctttgatat 

   217981 actaacggac aacatcgatg actttagtaa atcatcagat ctattgctgt gttatcttag 

   218041 atataaattc aataggagat taaactacta cgttctgtac aaattattga ctaaaggatc 

   218101 cgacacgaat tgcgtcgacg atgatggact cacttctctt cattactact gtagacacat 

   218161 atcatttttc cacgaaaaca attattacga gacaaagagg tacactaaga tgtacgccga 

   218221 gaagcgattc atcaacacga taatagatca tggagcaaac attaacgcgg ttacgaaaat 

   218281 aggaaatacg ccgttacaca cttaccttca agagcatacc aaacatagtc ctcgtgtggt 

   218341 gtatgctctt ttatctagag gagccgatac gaggatacgt aataattttg attgtacacc 

   218401 catcatggaa tacataaaga acgattgtgt cgcctgtcat attctcataa tgttactcaa 

   218461 ttggcacgaa caaaaatacg ggaaattaca aaaggaagaa ggacaccatc tactttatct 

   218521 attcataaaa cataatcaat tgcacaaaca ctctatcgac atactaaggt atctactaga 

   218581 taggttcgac attcagaaag acgaatacta taataccatg actcctcttc atactgcctt 

   218641 ccagaattgt aacaacaagg ttgcctcata cctcgtatac atcggatacg acatcaacct 

   218701 tccgactaaa gacggtaaga cggtattcga cttggtgttt gaaaacagaa acatcttata 

   218761 caagtcggat gtcattcacg acatcatcag acacagactg cacgtatctc tgcctatgat 

   218821 taaatcgttg ttctatagga tgtccgagtt ctctccctac aacgattact acgtaaagaa 

   218881 gataatatcc tactgcgtat taagggacga gtcattctct gaactacatc gtaaattctg 

   218941 tttaaacgag gactataaaa gtgtatttat gaaaaatata tcattcgacg aaatagattc 

   219001 catcatcgaa agatgcagtc atgacataag tcgtctcaaa gagattcgaa tctccgacac 

   219061 cgacctgtat acggtattaa gaacagaaga catccggtat cacacctatc tcgaagccat 

   219121 acattcggac aaacacattt catttcccat gtacgacgat ctcatagaac agtgccatct 

   219181 atcgatgaag tataaaagta aactcatcga caaagcactc gataaattag agtctaccat 

   219241 cgatggtcaa tctagactat cttacttgcc tccggaaatt atacgcaaca tcatatccaa 

   219301 gttaagcgac tatcatctaa aaagtatgtt gtacggaaag aaccattaca aacattatcc 

   219361 atactagaaa tgaaatgaaa tgaaatgaaa tgaaatgaaa tgaaatgaaa tgaaatgaaa 

   219421 tgaaatgaaa tgaaaatatt taaaaaatat ctataatgat tggagagcgg gaacgaggtg 

   219481 ataattacta ctacattatt aaatcatgaa gtcatatata ttgctattgc tgctttcatg 

   219541 tataatcata ataaacagcg atataacacc gcatgaacca tccaacggaa agtgtaaaga 

   219601 caacgaatac aaacgccatc atctatgttg tttatcgtgt cctccgggaa catacgcttc 

   219661 cagattatgc gatagcaaga ctaacacaaa cacacaatgt acgccgtgtg cgtcggacac 

   219721 ctttacgtct cgcaataatc atttacccgc ttgtctaagt tgtaacggaa gatgtgatag 

   219781 taatcaggta gagacgcgat cgtgtaacgc gactcacaat agaatctgtg attgcgctcc 

   219841 cggatattat tgtcttctca aaggatcgtc cggatgcaag gcatgtgttt cccaaacaaa 

   219901 gtgtggaata ggatacggag tatccggaca cacgcatacc ggagacgtca tctgttctcc 

   219961 gtgcggtctc ggaacatatt ctcacaccgt ctcttccgta gataaatgcg aacccgtacc 

   220021 cagtaatacc tttaactata tcgatgtgga aattaatctg tatcccgtca acgacacatc 

   220081 gtgtactcgg acgaccacta ccggtctcag tgaatccatc tcaacttcgg aactaactat 

   220141 tactatgaat cataaagact gcgatcccgt ctttcgtaat ggatacttct ccgttcttaa 

   220201 tgaggtagca acttcagggt tctttacagg acaaaataga tatcagaata tttcaaaggt 

   220261 gtgcactctg aatttcgaga ttaaatgtaa taacaaagat tcttattctt cctccaaaca 

   220321 gttaacgaaa acaaagaatg acgacgactc catcatgccg cattcggaat cggtaactct 

   220381 agtgggcgac tgtctatcta gcgtcgatat ctacatacta tatagtaata ccaatactca 



   220441 agactacgaa actgatacaa tctcttatca tgtgggtaat gttctcgatg tcgatagcca 

   220501 tatgcccggt agttgcgata cacataaact gattactaat tccaattccc agtatcccac 

   220561 ccacttttta tagtaagttt ttaacccata aataaataca ataattaatt tttcgtaaaa 

   220621 gtagaaaata tattctaatt tattgtatgg tgaggaaata gaatcatcta gaacagcaat 

   220681 catgaaacaa atcgtcctgg catgcatatg cctggcggca gttgctatcc ctaccagtct 

   220741 tcagcaatca ttctcatcct catcctcgtg tacggaagaa gaaaacaaac atcatatggg 

   220801 aatcgatgtt attatcaaag tcaccaagca agaccaaaca ccgaccaatg ataagatttg 

   220861 tcaatcagta accgaagtta cagagtctta cgacgagtca gaagaagtcg taaaaggata 

   220921 tcccaccact tattacactg tcgtcggtgg aggtcttacg atggactttg gattcaccaa 

   220981 atgcccaaag atttcatcca tctctgaata ctctgacgga aacactgtga atgctagatt 

   221041 gtctagcgtg tccccaggac aaggtaagga ctctcccgct atcactcgtg aagaagctct 

   221101 gtctatgatc aaagactgtg aaatgtctat caacatcaaa tgtagcgaag aagagaaaga 

   221161 cagcaacatc aagacccatc cagtactcgg gtctaacatc tcccataaga aagtgagtta 

   221221 cgaagatatc atcggatcaa cgatcgtcga tacgaaatgc gtcaagaatc tagagattag 

   221281 cgttcgtata ggagacatgt gcaaggaatc atctgaactt gaggtcaagg atggattcaa 

   221341 gtatgtcgac ggatcggcat cggaagatgc agccgatgat acttcactca tcaattcagc 

   221401 aaaactttta gcgtgtgtct gaatcgataa ccctattcat ctgaaattgg atgagtaggg 

   221461 ttaatcgagc gattcaggca caccacaaac taaaaaaagt gtaccggaca ctatattccg 

   221521 gtttgcaaaa caaaaatgtt cttaactaca ttcacaaaaa gttacctctc gcgacttctt 

   221581 ctttttctgt ctcaatatgt gatacgatta tgatcactaa aatattaaac ctctttctga 

   221641 tggagtcaca aaaatatttt tattctcttt ctctcttcga tggtctcata aaaaaagttt 

   221701 tacaaaaata tttttattct ctttctctct tcgatggtct cataaaaaaa gttttacaaa 

   221761 aatattttta ttctctttct ctcttcaatg gtctcataaa aaaagtttta caaaaatatt 

   221821 tttattctct ttctctcttc aatggtctca caaaaatatt aaacctcttt ctgatggagt 

   221881 cgtaaaaata ttttattctc tttctctctt caatggtctc ataaaaaaag ttttacaaaa 

   221941 atatttttat tctctttctc tcttcaatgg tctcacaaaa atattaaacc tctttctgat 

   222001 ggagtcgtaa aaatatttta ttctctttct ctcttcaatg gtctcataaa aaaagtttta 

   222061 caaaaatatt tttattctct ttctctcttc aatggtctca caaaaatatt aaacctcttt 

   222121 ctgatggagt cgtaaaaata tttttattct ctttctgatg tctcaactat ttcgtaaacg 

   222181 ataacgtcca acaatatatt ctcgtagagc gtatcaacat ccctatgccc atctaggtta 

   222241 ccagacaatt gcatcataaa ataatgttta taatttacac gttaaaatca tataataaaa 

   222301 cgtagatcgt ataatatttt ttggtatata aatgatctag taaaatccat gtaggggata 

   222361 ctgctcacgt tttttctctg gtacaaaatt tcacacaagt ttttatacag acaaattctt 

   222421 gtccatatat tttaaaacat tgacttttgt actaagaaaa atatctagac tatttctctt 

   222481 tctctcttca atggtctcac aaaaatatta aacctctttc tctcttcaat ggtctcacaa 

   222541 aaatattaaa cctctttctg atggagtcgt aaaatatttt attctctttc tctcttcaat 

   222601 ggtctcacaa aaatattaaa cctctttctg atggagtcgt aaaatatttt attctctttc 

   222661 tctcttcaat ggtctcataa aaaagtttta caaaaatatt tttattctct ttctctcttc 

   222721 aatggtctca caaaaatatt aaacctcttt ctgatggagt cgtaaaatat tttattctct 

   222781 ttctctcttc aatggtctca caaaaaagtt ttacaaaaat atttttattc tctttctctc 

   222841 ttcaatggtc tcataaaaaa gttttacaaa aatattttta ttctctttct ctcttcaatg 

   222901 gtctcacaaa aatattaaac ctctttctga tggagtcgta aaaatatttt attctctttc 

   222961 tctcttcaat ggtctcataa aaaagtttta caaaaatatt tttattctct ttctctcttc 

   223021 gatggtctca taaaaaagtt ttacaaaaat atttttattc tctttctctc ttcaatggtc 



   223081 tcacaaaaat attaaacctc tttctgatgg agtcgtaaaa atattttatt ctctttctct 

   223141 cttcaatggt ctcataaaaa agttttacaa aaatattttt attctctttc tctcttcaat 

   223201 ggtctcataa aaaagtttta caaaaatatt tttattctct ttctctcttc aatggtctca 

   223261 caaaaatatt aaacctcttt ctgatggagt cgtaaaaata ttttattctc tttctctctt 

   223321 caatggtctc ataaaaaagt tttacaaaaa tatttttatt ctctttctct cttcaatggt 

   223381 ctcataaaaa agttttacaa aaatattttt attctctttc tcttcaatgg tctcacaaaa 

   223441 atattaaacc tctttctgat ggagtcgtaa aaatatttta ttctctttct ctcttcaatg 

   223501 gtctcataaa aaagttttac aaaaatattt ttattctctt tctctcttca atggtctcat 

   223561 aaaaaagttt tacaaaaata tttttattct ctttctctct tcaatggtct cacaaaaata 

   223621 ttaaacctct ttctgatgga gtcgtaaaaa tattttattc tctttctctc ttcaatggtc 

   223681 tcataaaaaa gttttacaaa aatattttta ttctctttct ctcttcaatg gtctcataaa 

   223741 aaagttttac aaaaatattt ttattctctt tctctcttcg atggtctcac aaaaatatta 

   223801 aacctctttc tgatggagtc actaaaatat ttttattctc tttctctttc tctcttcaat 

   223861 ggtctcacaa aaatattaaa cctctttctg atggagtcac taaaatattt ttattctctt 

   223921 tctctttctc tcttcaatgg tctcacaaaa atattaaacc tctttctgat ggtctctata 

   223981 aagcgatcga tctttcttac cctctagagt ttcctacagt catgggtcac acattttttt 

   224041 ctagacacta aataaaatat ttaaaatata atattaatgt actaaaactt atatattatt 

   224101 aatttatcta actaaagtta gtaaattata tatataatt 

 


